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Quiality Assurance documents related to this study can be consulted upon request from Pall
Genedisc Technologies.

The technical protocol and the result interpretation were carried out according to the EN ISO
16140-2:2016 and the AFNOR technical rules (PR Revision 7).

Validation protocols = ENISO 16140-1 (June 2016) : Microbiology of the food
chain - Method validation - Part 1: Vocabulary

= ENISO 16140-2 (June 2016) : Microbiology of the food
chain - Method validation - Part 2: Protocol for the
validation of alternative (proprietary) methods against a
reference method

= AFNOR Technical Rules (PR Revision n° 7)

Reference method* Internal method based on ISO/TS 13136 (November
2012): Microbiology of food and animal feed - Real-Time
Polymerase Chain Reaction (PCR) based method for the
detection of food-borne pathogens. Horizontal method for
the detection of shiga-toxin producing (STEC) and the
determination of 0157, O111; 026, 0103 and 0145
serogroups

Alternative method GeneDisc® Plate STEC method for detection of shiga-
toxin-producing Escherichia coli (STEC) from 026,
0103, 0111, 0145 and O157 serogroups

Raw beef meat (25 g test portion)
Raw dairy products (25 g test portion)
Vegetables (25 g test portion)

Certification organism AFNOR Certification (http://nf-validation.afnor.org/)

* Analyses performed according to the COFRAC accreditation
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1 AIM OF THE STUDY
The GeneDisc® Plate STEC method for detection of shiga-toxin-producing
Escherichia coli (STEC) from 0157, O111, 026, 0103 and 0145 groups in raw
ground beef (25 g test portion), raw dairy products (25 g test portion) and vegetables
(25 g test portion) was validated on the 215 of March 2019 (certificate number: GEN
25/09-03/19). The method was renewed in February 2023.
The following GeneDisc® Plates are in the scope of validation (See Table 1).
Table 1
Designation ‘ Part number ‘ IFU index
. GSTEHEC106006
GeneDisc Plate STEC GSTEHEC112006 FBIFUGDSTECENd
GeneDisc Plate STEC & Salmonella GSTECSL106006
FBIFUGDSTECSSPPENd
spp. GSTECSL112006
GeneDisc Plate pathogenic E. coli GECO0157106006
0157 GECO157112006 FBIFUGDECO157ENd
GeneDisc Plate pathogenic E. coli GECOSLM206006
0157 & Salmonella spp. GECOSLM212006 FBIFUGDECO157SSPPENd
GeneDisc Plate EHEC5 ID GEHECID106006 FBIFUGDEHECENd
GeneDisc Plate STEC Top 7 GTOP7EC106006 | FBIFUGDSTEC7ENd
For the STEC detection, the GeneDisc format 1 - 2 - 3 and 4 need to be associated
with the GeneDisc Plate EHECS ID.
2 METHOD PROTOCOLS
2.1 Alternative method
The flow diagram of the alternative method is provided in Appendix 1.
2.1.1 Principle
The principles of the different GeneDisc formats included in the scope of the validation
study are described in Table 2.
ADRIA Développement 5/186 March 23, 2023
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Table 2 — Principle and configuration of Genedisc® Plates

Pall Genedisc Technologies

guratio ® 6 secto onfiguratio eneD ® ecto
; = ; Well FAM ROX Well FAM ROX
1 - Inhibition control 1 - Inhibition control
GeneDisc® Plate STEC (| The GeneDisc® Plate STEC and Pathogenic E. coli | 2 - - 2 stx2 stx1
and 0157 methods enable the detection of DNA from 3 stx2 stx1 3 0157 eae
GeneDisc® Plate shiga-toxin Escherichia coli (STEC) in food samples | 4 stx2 stx1
Pathogenic E. coli 0157 using the real-time polymerase chain reaction. 5 0157 eae
6 0157 eae
The GeneDisc® Plate EHEC 5 ID method enables 1 Inhibition control
the detection of DNA from shiga-toxin Escherichia 2 0145
GeneDisc® Plate coli (STEC) belonging to serogroups 026, 0103, 3 H7 0111
EHEC 5 ID™ 0111, 0145 and the flagellar H7 in raw beef meats, | 4 H7 0111
dairy products and vegetables using the real-time 5 026 0103
polymerase chain reaction. 6 026 0103
GeneDisc® Plate STEC & | The GeneDisc® Plate STEC & Salmonellasppand | 1 Inhibition control 1 - Inhibition control
Salmonella spp () Pathogenic E. coli 0157 & Salmonella spp. method | 2 - - 2 Salmonella spp. stx1-2
and enables the detection of DNA from shiga-toxin 3 Salmonella spp. stx1-2 3 0157 eae
GeneDisc® Plate Escherichia coli (STEC) belonging to serogroup 4 Salmonella spp. stx1-2
Pathogenic E. coli 0157 & 0157 in food samples using the real-time 5 0157 eae
Salmonella spp. polymerase chain reaction. 6 0157 eae
The GeneDisc® Plate STEC TOP 7 method enables | 1 0145 Inhibition control
the detection of DNA from shiga-toxin Escherichia 2 eae epsilon stx1-2
GeneDisc® Plate STEC coli (STEC) belonging to serogroups, 026, 045, 3 eae beta eae gamma
TOP7M 0103, 0111, 0121, 0145 and 0157 in food 4 eae theta 0111
matrices using the real-time polymerase chain 5 0157 026
reaction. 6 0103 045-0121

(: GeneDisc tested for the validation study

ADRIA Développement
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2.1.2 Protocols

Several protocols are available depending on the food matrices tested; they are
described in Table 3.

Table 3 - Protocols

Protocol steps Raw beef meat Raw dairy products Vegetables
Protocol @ Protocol @ Protocol ©
Test portion 25¢g 25¢g 25¢
(Unpaired study) (Unpaired study) (Paired study)
Enrichment broth zf\ﬁ p5r§ (-:wiar1rrt1)((e:d BPVEQS ?ncggll?)avm BPW
Volume of enrichment broth 225 ml 225 ml 225 ml
Enrichment condition 8h-20hat 18hx2h 18hx2h
415°C+1°C at37°C+1°C at37°C+£1°C
Sample volume for 50 pl
DNA extraction
Extraction PackFood Pack Food 1 or 2
GeneDisc Plate STEC Top7

or GeneDisc Plate STEC + GeneDisc Plate EHEC 5 ID

or GeneDisc Plate STEC & Salmonella spp.

+ GeneDisc Plate EHEC 5ID
or GeneDisc Plate Pathogenic E. coli 0157 & Salmonella spp.

+ GeneDisc Plate EHEC 5ID

or GeneDisc Plate Pathogenic E. coli 0157
+ GeneDisc Plate EHEC 5ID

Direct streaking or immunocapture + PCR
Streaking onto selective agar plates
PCR on typical colonies using GeneDisc Plate TOP 7 after lysis step

PCR screening

Confirmation

2.1.3 Restrictions

There is no restriction for use.

2.2 Reference method*

The reference method is the internal method from ADRIA Développement,
based on ISO/TS 13136 (November 2012): Microbiology of food and animal feed -
Real-Time Polymerase Chain Reaction (PCR) based method for the detection of food-
borne pathogens. Horizontal method for the detection of shiga-toxin-producing
(STEC) and the determination of 0157, O111; 026, 0103 and 0145 serogroups. The
protocol is described in Appendix 2.

* Analysis performed according to the COFRAC accreditation
ADRIA Développement 71186
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Table 4 describes the different possibilities of conclusions according to the ISO/TS
13136 method. As the target of the alternative method concerns only the positive stx 1
or/and stx 2 and eae and serogroup, only the last two lines were concerned by this
validation study.

Table 4 — Interpretation of results obtained for the reference method

PCR PCR PCR Confirmation on Conclusion Final result in
stx eae Serogroup colony the report
- / / STEC not detected -
. / - Presumptive detection of STEC -
/ + STEC detected -

Presumptive detection of STEC associated -
with attaching-effacing activity

Detection of STEC associated with -
attaching-effacing activity

Presumptive detection of STEC from -
serogroup XXX

Not concerned for this validation study

2.3 Study design
The study was an unpaired study design as the reference and the alternative
methods have different enrichment procedures, except for Protocol ©.
For the inter-laboratory study, it was an unpaired study design as Protocol @ was
applied.

3 METHOD COMPARISON STUDY
The method comparison study is a study performed by the expert laboratory to compare the
alternative method with the reference method.
The study was carried out on a diversity of samples and strains representative of agri-
food products. This does not constitute an exhaustive list of the different matrices
included in the scope.
For any comment on the alternative method, please contact AFNOR Certification at
http://nf-validation.afnor.org/contact-2/.

ADRIA Développement 8/186 March 23, 2023
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Sensitivity study

The sensitivity (SE) is the ability of the method to detect the analyte by either the reference or alternative
method.

Number and nature of samples

231 samples were analysed providing 109 (STEC + EHEC), 105 (STEC & Salmonella
+ EHEC), 108 (TOP7) positive results and 122 (STEC + EHEC), 126 (STEC &
Salmonella + EHEC), 123 (TOP7) negative results.

The distribution per tested category, type and GeneDisc Plate is given in Table 5.

The distribution of positive samples per serogroup detected is given in Table 6 per
category, type and GeneDisc format.

As described in the AFNOR technical rules (PR REV 7), the meat products were
mainly contaminated with 0145 (11 samples) and 0157 (14 samples), the dairy
products with 026 (8 samples) and O103 (10 samples), the vegetables products with
0111 (11 samples).

ADRIA Développement 9/186 March 23, 2023
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Table 5 — Distribution per tested category, type and GeneDisc Plate

GeneDisc® Plate STEC + EHEC |GeneDisc® Plate STEC & Salmonella + EHEC = GeneDisc® Plate STEC TOP7

P M o folte N g fehe lee
a|Raw 12 10 22 12 10 22 12 10 22
Raw beef meat | b | Frozen 15 10 25 15 10 25 15 10 25
8h ¢ | Seasoned and marinated 12 10 22 12 10 22 12 10 22
1 Total 39 30 69 39 30 69 39 30 69
a|Raw 12 10 22 12 10 22 12 10 22
Raw beef meat | b | Frozen 15 10 25 15 10 25 15 10 25
20h ¢ | Seasoned and marinated 12 10 22 12 10 22 12 10 22
Total 39 30 69 39 30 69 39 30 69
_ a | Raw milk 18 15 33 18 15 33 18 15 33
2 T;Z"dﬂi'trg b | Raw milk cheeses 16 26 42 16 26 42 16 26 42
Total 34 41 75 34 41 75 34 41 75
a | Sprouts 12 31 43 8 35 43 11 32 43
b | Baby leaves 11 9 20 11 9 20 1" 9 20
3 Vegetables
¢ | Fresh, frozen, non seasoned 13 11 24 13 11 24 13 11 24
Total 36 51 87 32 55 87 35 52 87
Total 8h 109 122 231 105 126 231 108 123 231
Total 20h 109 122 231 105 126 231 108 123 231
ADRIA Développement 10/186 March 23, 2023
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Table 6 — Distribution of positive samples per serogroup detected per category, type and GeneDisc Plate

GeneDisc® Plate STEC + EHEC

GeneDisc® Plate STEC & Salmonella + EHEC

GeneDisc® Plate STEC TOP7

S 0260103 | 0111 | 0145 | 0157 | MIX | Total | 026 | 0103 | 0111 | 0145 | 0157 | MIX | Total | 026 | 0103 | 0111 | 0145 | 0157 | MIX | Total
a| Raw 2 | 2 0 4 4 0|12 2 2 0 4 4 0| 1221 2 0 4 4 | 0| 12
Raw b'teef b | Frozen 41 0 3|5 | 3 |0]15] 4 0 3 5 3 o154 01| 31|53 /|0]15
mea
8h ¢ | Seasoned and marinated 1 1 1 2 7 0] 12| 1 1 1 2 7 0 12 | 1 1 1 2 7 0| 12
1 Total| 7 | 3 4 | 11|14 0] 39| 7 3 4 11 14 | 0|3 | 7] 3 4 | 11| 14 |0 39
a| Raw 2 | 2 0 4 4 o122 2 0 4 4 0] 12|21 2 0 4 4 | 0| 12
Raw b(:ef b | Frozen 410 3 5 0|15 4 0 3 5 3 /o] 15410 3 5 3 10115
mea
20h ¢ | Seasoned and marinated 1 1 1 2 7 0] 12| 1 1 1 2 7 0 12 | 1 1 1 2 7 0| 12
Total| 7 | 3 4 | 11| 140|397 3 4 11 14 | 0| 39 | 7] 3 4 | 11| 14 |0 39
a | Raw milk 5| 5 1 1 4 | 2118 5 5 1 1 4 2| 18| 9| 4 1 1 3 101 18
Raw dairy .
2 b | Raw milk cheeses 3| 5 2 3 310|163 5 2 3 3 0| 16|21 6 2 3 3101 16
products
Total| 8 | 10 | 3 4 7 | 23| 8| 10 3 4 7 2 | 3 [ 11] 10| 3 4 6 | 0| 34
a | Sprouts 51 0 3 2 2 o] 12] 2 0 2 2 2 0| 8 | 4| 0 3 2 2 | o | 1
b | Baby leaves 1 1 4 2 2 |11 11]o0 1 4 2 2 20 11| 1] 0 4 2 2 | 2] 1
3 | Vegetables
c | Fresh, frozen, non seasoned | 2 4 4 1 2 0 13 2 4 4 1 2 0 13 2 4 4 1 2 0 13
Total| 8 | 5 | 11 | 5 6 | 1|36 | 4 5 10 5 6 2 |1 32 7] 4| 11] 5 6 | 2 | 35
Total 8h 23| 18 | 18 | 20 | 27 | 3 |109| 19 | 18 17 | 20 | 27 | 4 | 105 | 25| 17 | 18 | 20 | 26 | 2 | 108
Total 20h 23| 18 | 18 | 20 | 27 | 3 |109| 19 | 18 17 | 20 | 27 | 4 | 105 | 25| 17 | 18 | 20 | 26 | 2 | 108
ADRIA Développement 11/186 March 23, 2023
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3.1.2 Artificial contamination of samples

Artificial contaminations were done by seeding or spiking protocol. The artificial
contaminations are presented in Appendix 3.

160 samples were artificially contaminated, using 38 different strains. 104 gave a
positive result. 56 samples gave a negative result:

- 33 inoculated at a level < 3 CFU,
- 20 inoculated between 3 and 10 CFU,
- 3 inoculated between 10 and 20.6 CFU.

The repatrtition of the positive samples per inoculation protocol and inoculation level,
as well as the number of inoculated samples giving negative results is given in Table
7.

Table 7 - Repartition of the positive samples
per inoculation protocol and inoculation level as well as the number of

inoculated samples giving negative results

Inoculation protocol

Naturally

contaminated

<3CFU | 3<x<10,0 | 10<x<30
Number of inoculated samples / 95 60 5 160
, Number of samples / 33 20 3 56
Negative results :
% of inoculated samples / 20,6% 12,5% 1,9% 35,0%
. Number of samples 7 66 34 2 109
Positive results —
% of total positive samples 6,4% 60,6% 31,2% 1,8% 100,0%

6.4 % of the samples were naturally contaminated. These samples were
contaminated with O103 (2 samples), 0157 (4 samples), 026 and 0103 (1
sample). Note that 2 samples were contaminated with the inoculated strain and
a strain present naturally in the product (sample 2497: 026/0157, sample 5578:
026/0103).

3.1.3 Protocols applied during the validation study
2 Incubation times
The following protocols were applied (See Table 8):
ADRIA Développement 12/186 March 23, 2023
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Table 8 - Protocols

Protocol (O Protocols (2) and 3)
Enrichment step 8hand 20 h 16 h
Selective agar plates 22h

> GeneDisc® Plate tested

In order to test the different available GeneDisc® configurations, the following
GeneDisc® were tested for sensitivity study and inclusivity/exclusivity study:

- STEC (= Pathogenic E. coli 0157) + EHEC 5 ID;

- STEC & Salmonella spp. (= Pathogenic E. coli 0157 & Salmonella spp.) + EHEC
5 ID);

- TOP7.

For the relative level of detection, only the GeneDisc® Plate TOP 7 was tested.

> Confirmation protocols

- For positive PCR screening samples (STEC + EHEC 5 ID and/or STEC &
Salmonella + EHEC 5 ID and/or TOP 7), confirmation by:
* Direct streaking onto selective agar plates (CHROMagar STEC for all the
serogroups, CT-SMAC for 0157 positive PCR result and CT-RMAC for
026 positive PCR result)
* Immunocapture of the detected serogroup (the Captivate immunobeads
were used during the validation study), PCR using the GeneDisc® Plate
TOP 7 and streaking of 10 pl of immunoconcentrate onto selective agar
plates (CHROMagar STEC, CT-SMAC, CT-RMAC) even if this second
PCR is negative.

- For negative PCR samples (STEC + EHEC 5 ID and/or STEC & Salmonella +
EHEC 5 ID and/or TOP 7), confirmation by direct streaking onto selective agar
plates (CHROMagar STEC and CT-SMAC and CT-RMAC)

- In case of discordant results (positive PCR for screening step), and negative with
the confirmation method, confirmation using the alternative protocol was carried
out.

- In case of these three protocols did not allow to confirm the presence of STEC in
the enrichment broth, the alternative protocols developed at ADRIA for the Internal
method based on the ISO/TS 13136 was applied.

ADRIA Développement 13/186 March 23, 2023
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The colonies were confirmed using the GeneDisc Plate TOP7.
3.1.4 Testresults
Raw data per category are given in Appendix 4. The results are given in Table 9.

Table 9 — Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method results)

GeneDisc Plate STEC + EHEC |

Category PA NA PD ND | PPND | PPNA | Total
1 Raw beef meat - 8h 12 29 18 9 0 1 69
Raw beef meat - 20h 13 29 18 8 0 1 69
2 | Raw dairy products 16 39 12 5 1 2 75
3 |Vegetables 27 48 7 2 0 3 87
Total 8h 55 | 116 - 16 1 6 231
Total 20h 56 116 15 1 6 231

GeneDisc Plate STEC & Salmonella + EHEC

Category PA NA PD ND | PPND | PPNA | Total
1 Raw beef meat - 8h 12 29 18 9 0 1 69
Raw beef meat - 20h 13 29 18 8 0 1 69
2 | Raw dairy products 16 40 12 5 1 1 75
3 | Vegetables 27 52 3 2 0 3 87
Total 8h 55 | 121 - 16 1 5 231
Total 20h 56 121 15 1 5 231

eneDisc® Plate OF

Category PA NA PD ND | PPND | PPNA | Total
1 Raw beef meat - 8h 13 30 18 8 0 0 69
Raw beef meat - 20h 13 30 18 8 0 0 69
2 | Raw dairy products 14 39 12 7 1 2 75
3 | Vegetables 27 49 6 2 0 3 87
Total 8h 54 | 118 - 17 1 5 231
Total 20h 54 118 17 1 5 231

3.1.5 Calculation of relative trueness (RT), sensitivity (SE) and false positive
ratio (FPR)

The calculations are presented in Table 10.

ADRIA Développement 14/186 March 23, 2023
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Table 10 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR)

GeneDisc Plate STEC + EHEC

Category Type PA NA* PD ND** PPND PPNA SE at % SEwi% | RT% | FPR%
a | Raw 1 10 9 2 0 0 83,3 25,0 50,0 0
Raw beef meat | b | Frozen 6 9 3 6 0 1 60,0 80,0 64,0 10
8h ¢ | Seasoned and marinated 5 10 6 1 0 0 91,7 50,0 68,2 0,0
1 Total 12 29 18 9 0 1 76,9 53,8 60,9 3,3
a | Raw 1 10 9 2 0 0 83,3 25,0 50,0 0
Raw beef meat | b | Frozen 7 9 3 5 0 1 66,7 80,0 68,0 10
20h ¢ | Seasoned and marinated 5 10 6 1 0 0 91,7 50,0 68,2 0,0
Total 13 29 18 8 0 1 79,5 53,8 62,3 3,3
Raw dairy a | Raw m/:lk 11 14 7 0 0 1 100,0 61,1 78,8 6,7
2 products b | Raw milk cheeses 5 25 5 5 1 1 62,5 68,8 73,8 7,7
Total 16 39 12 5 1 2 82,4 64,7 76,0 7,3
a | Sprouts 5 28 7 0 0 3 100,0 417 83,7 9,7
3 Vegetables b | Baby leaves 10 9 0 1 0 0 90,9 100,0 95,0 0
¢ | Fresh, frozen, non-seasoned 12 11 0 1 0 0 92,3 100,0 95,8 0,0
Total 27 48 7 2 0 3 94 4 80,6 89,7 5,9
Total 8h 55 116 - 16 1 6 84,4 66,1 76,6 5,7
Total 20h 56 116 15 1 6 85,3 66,1 77,1 5,7
* PPNA not included ** PPND not included
ADRIA Développement 15/186 March 23, 2023
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GeneDisc Plate STEC & Salmonella + EHEC
Category Type PA NA* PD ND** PPND PPNA SE .1t % SEi% | RT% FPR %

a | Raw 1 10 9 2 0 0 83,3 25,0 50,0 0

Raw beef meat | b | Frozen 6 9 3 6 0 1 60,0 80,0 64,0 10
8h ¢ | Seasoned and marinated 5 10 6 1 0 0 91,7 50,0 68,2 0,0
1 Total 12 29 18 9 0 1 76,9 53,8 60,9 8.8

a | Raw 1 10 9 2 0 0 83,3 25,0 50,0 0

Raw beef meat | b | Frozen 7 9 3 5 0 1 66,7 80,0 68,0 10
20h ¢ | Seasoned and marinated 5 10 6 1 0 0 91,7 50,0 68,2 0,0
Total 13 29 18 8 0 1 79,5 53,8 62,3 3,3
Raw dairy a | Raw m:ilk 10 15 7 1 0 0 94 4 61,1 75,8 0,0
2 products b | Raw milk cheeses 6 25 5 4 1 1 68,8 68,8 76,2 7,7
Total 16 40 12 5 1 1 82,4 64,7 76,0 49
a | Sprouts 5 32 3 0 0 3 100,0 62,5 93,0 8,6

3 Vegetables b | Baby leaves 10 9 0 1 0 0 90,9 100,0 95,0 0
¢ | Fresh, frozen, non-seasoned 12 11 0 1 0 0 92,3 100,0 95,8 0,0
Total 27 52 3 2 0 3 93,8 90,6 94,3 55
Total 8h 55 121 16 1 5 83,8 68,6 78,4 4,8
Total 20h 56 121 15 1 5 84,8 68,6 78,8 4,8

* PPNA not included ** PPND not included
ADRIA Développement 16/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Pall Genedisc Technologies

GeneDisc® Plate STEC TOP7
Category Type PA NA* PD ND** PPND | PPNA SEat% |[SEwi% | RT% | FPR%
a | Raw 1 10 9 2 0 0 83,3 25,0 50,0 0
Raw beef meat | b | Frozen 7 10 3 5 0 0 66,7 80,0 68,0 0
8h ¢ | Seasoned and marinated 5 10 6 1 0 0 91,7 50,0 68,2 0,0
1 Total 13 30 18 8 0 0 79,5 53,8 62,3 0,0
a | Raw 1 10 9 2 0 0 83,3 25,0 50,0 0
Raw beef meat | b | Frozen 7 10 3 5 0 0 66,7 80,0 68,0 0
20h ¢ | Seasoned and marinated 5 10 6 1 0 0 91,7 50,0 68,2 0,0
Total 13 30 18 8 0 0 79,5 53,8 62,3 0,0
Raw dairy a | Raw m/:lk 9 15 7 1 0 0 94,4 61,1 75,8 0,0
2 products b | Raw milk cheeses 5 24 5 5 1 2 62,5 68,8 73,8 11,5
Total 14 39 12 6 1 2 79,4 64,7 74,7 7,3
a | Sprouts 4 29 6 1 0 3 90,9 455 83,7 9,4
3 Vegetables b | Baby leaves 10 9 0 1 0 0 90,9 100,0 95,0 0
¢ | Fresh, frozen, non-seasoned 13 11 0 0 0 0 100 100,0 100,0 0,0
Total 27 49 6 2 0 3 94,3 82,9 90,8 5,8
Total 8h 54 118 16 1 5 84,3 66,7 77,1 49
Total 20h 54 118 16 1 5 84,3 66,7 77,1 49
* PPNA not included ** PPND not included
ADRIA Développement 17/186 March 23, 2023
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A summary of the results is given in Table 11.

Table 11 - Summary of results

. GeneDisc :
GeneDisc Plate STEC & GeneDisc®
Plate STEC + Salmonella + Plate STEC
EHEC TOP7
8h 20 h 8h 20h 8h 20h
Sensitivity for the _ (PA+PD)
alternative method SEan = (PA+ND +PD) x100% 844 | 853 | 838 | 848 | 843 | 843
Sensitivity for the _ (PA+ND)
reference method SEyer = (PA+ ND £ PD) x 100 % 66.1 | 66.1 | 686 | 686 | 66.7 | 66.7
PA+ NA
Relative trueness RT =(N—)><100% 766 | 771 | 784 | 788 | 771 | 771
False positive ratio
for the alternative (FP)
method* FPR = WXlOO% 57 5.7 4.8 4.8 49 49
FP = PPNA + PPND

With ND = ND + PPND
NA = NA + PPNA

3.1.6 Analysis of discordant results

The negative deviations are given in Table 12 and the positive deviations in Table 13.
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Table 12 - Negative deviations

Alternative method: GeneDisc® Plate STEC method-
SamOpIe Product ISOITS 13136 PCR PCR Raws:(;f :_n::;: d mCUbatI::Et(I:";eSalmonella + TOP 7 PCR
N STEC | STEC& PCR Confir- EHEC PCR STEC & PCR | Confir-
Global Serogroup + | Salmonella| TOP7 | mation | Global | Sero- | Agree- | Global | Sero- | Agree- | Global | Sero- | Agree- | STEC Salmonella TOP7 | mation Agree-
result EHEC | +EHEC result | group | ment | result | group | ment | result | group | ment ment
5132 | Ground beef + 0157 - - - - - / ND - / ND - / ND - - - ND
3937 | Raw beef trim + 0145 - - - - - / ND - / ND - / ND - - - ND
3948 | Frozen ground beef | + 0157 - - - - - / ND - / ND - / ND - - - ND
3949 | Frozen ground beef | + 0157 - - - - - / ND - / ND - / ND - - - ND
3950 | Frozen ground beef | + 0145 - - - - - / ND - / ND - / ND - - - ND
STEC STEC STEC STEC | STEC
5141 | Frozen ground beef | + 0145 - - 0145 0145 - / ND - / ND + 0145 PA + 0145 0145 | 0145 PA
5145 | Frozen beef trim + 026 - - - - - / ND - / ND - / ND - - - ND
5773 | Frozen beef trim + 0145 - - - - - / ND - / ND - / ND - - - ND
3941 | Marinated heef + 0157 - - - - - / ND - / ND - / ND - - - ND
ISOITS 13136¢ g
Samople Product PCR % §
N PCR STEC & PCR 5| F
STEC + Confirmation ©
EHEC Salmonella + TOP 7
Global s EHEC
result | S€rogroup Agreement Agreement Agreement
STEC 0157 | STEC 0157
4829 | Raw goat milk + 0157 STEC 0103 | STEC 0103 - STEC 0157 ND 2 a
STEC 0145 | STEC 0145
5417 | Raw goat milk cheese | + 026 - - - - | ND | | ND | ND 2 b
STEC 026 STEC 026 m m
5420 | Raw goat milk cheese + 0103 STEC 0103 | STECO0103 | STEC 026 - PPND 2 b
STEC 0145 | STEC 0145
5423 | Raw goat milk cheese | + 0103 - STEC 0103 | STEC 0103 | STEC 0103 | ND | | PA | PA 2 b
5425 | Raw goat milk cheese | + 0103 | STEC0103 | STEC 0103 - STEC 0103 | PA | | PA | ND 2 b
5426 | Raw ewe milk cheese + 0103 - - - - | ND | | ND | ND 2 b
5577 | Raw cow milk + 026 STEC 0103 - STEC 026 STEC 026 PA 2 a
STEC 0145
5856 | Raw cow milk cheese + 0145 - - - - | ND | | ND | ND 2 b
5859 | Raw ewe milk cheese + 0145 - - - - | ND | | ND | ND 2 b
3738 | Baby leaves + 0157 - - - - | ND | | ND | ND 3 b
STEC
. STEC 0157 | STEC 0157
5667 | Sprouts (Lentils) + 0157 STECO111 | STEC 0111 - 01I gz)(;)AP “ “ ND 3 a
6231 | Vegetable mix + 0103 - - STEC 0103 | STEC 0103 | ND | | ND | PA 3 c

Bold typing: artificial contaminated samples

* Analyses performed according to the COFRAC accreditation
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Table 13 - Positive deviations

Pall Genedisc Technologies

Alternative method: GeneDisc® Plate STEC method
Raw beef meat-8h incubation time

Alternative method: GeneDisc® Plate STEC method
Raw beef meat-20h incubation time

>
Sample ISOITS 2|,
N° Product | 43430 | PCR | orirg | PCR STEC + EHEC STEC & Salmonella * TOP7 ocr | PR | pe STEC + EHEC STEC & Salmonella + EHEC TOP7 g5
STEC * | Salmonella| TOF | Confirmation e o T Sero- Agree- | Global | Sero- | Agree- | Global | Sero- | Agree- | STEC STEC& | 7op7 | Confirmation [Gjopal | Sero- Agree- | Global Agree- | Global | Sero- | Agree-
EHEC 7 Salmonella Serogroup
+ EHEC result | group ment result | group | ment | result | group | ment result | group | ment | result ment | result | group | ment
: STEC | STEC |STEC STEC | STEC | STEC
3934 | Raw beef trim one | ieC [ 9IEC| sTECO157 |+ | Ot87 PD + |ots7 | P | + [otsr | pp | ST°C | SIEE | STEC | stecots7 |+ [ots7 | D | 4 ot57 | PD | + |o57| PD | 1| a
3938 | Raw beef trim %Eﬁg %Eig %Eig STECOM45 | + | 0145 PD + |owus| pD | + | oms5| PD %Tﬁg %Tﬁg %Tﬁg STECOM45 | + | 0145 | PD | + 0145 PD | + |0W5| PD |1 |a
STEC | STEC STEC | STEC | STEC
O157H7| 0145 |STEC O157H7 | O15THT | 0157:H7
5129 | Ground beef Soﬂgg %ﬁ%‘; g;ég STECO157 | + | 0157 PD + |ots7| pD | + | o157 | PD %E%g %E%g %E%g STEcOt57 | + | o157 | PD | + ot57 | PD | + | o157 | PD | 1| a
STEC | STEC |O157 STEC | STEC | STEC
o145 | 0103 0145 | 0145 | 0145
5130 | Ground beef ngEé: STEC 026 sggé; STECO26 | + 026 PD + | ow | pp | + | 06| PD ngEg STEC 026 ngEg STECO26 | + | 026 | PD | + 026 b | + | 0% | PD | 1]a
5133 | Ground beef SSEGC STEC 026 ngEGC STECO2 | + 02 PD + | o | P | + | 026 | D SJZE(? STEC 026 SJZE(? STECO% | + | 0% | PD | + 026 0 | + | 0% | PD | 1|a
5134 | Ground beef soT1%(3: %ﬂ%g %ﬂ%g STECO103 | + | 0103 PD + | ot3| pp | + |ot03| PD %ﬂgg %ﬂgg %ﬂgg STECO103 | + | o103 | PD | + | of03 | PD | + | 0103 | PD | 1| a
STEC | STEC |STEC STEC | STEC | STEC
5135 | Ground beef o;fE:E" g;ég g;ég STECO157 | + | o157 PD + | o7 | pp | + |ot57| PD o;fg? o;fg? o;fg? STECO157 | + |ot57| pD | + | o157 | pD | + | 057 | PD | 1 | a
o145 | 0157 | 0157 0145 | 0145 | 0145
5777 | Beef trim Soﬁg %ﬁig %ﬁig STECOM5 | + | 045 PD + |omus| P | + |05 | PD 8625(5: 8625(5: 8625(5: STECOM5 | + | o045 | PD | + | o5 | pD | + | 0145 | PD | 1 | a
5780 | Beef trim SoTEg %Tﬁg %Tﬁg STECOM5 | + | o145 PD + |ows | pp | + | ows5| PD %ng %ng %ng STECOM45 | + | o5 | pD | + o45 | PD | + | o145 | PD | 1| a
STEC STEC SchEé: STEC 026 SchEé:
5144 | Frozen beef trim s | STECO26 | S50 | STECO2%6 |+ 026 PD + |o% | P | + [0 | pp | O® | stec | 0% | stECo2 | + | 026 | PD | 026 P | + | 0% | PD | 1|0
os | O | ous
5772 | Frozen beef trim %Tﬁf %Tﬁ? %Tﬁ? STECO11 | + | o111 PD + lomt| e | + |om1| pp %Tﬁf %Tﬁf %Tﬁf STECOt11 | + |ot1| pp | + o111 PO | + | o1 | PD | 1 |b
5774 | Frozen beef trim %Tﬁ? %Tﬁ? %Tﬁ? STECOI11 | + | o111 PD + ot | p0 | + |om1| D %Tﬁ? %Tﬁ? %Tﬁ? STECOM1 | + | o1l | pD | + o111 P | + |oM1| PD | 10D
Seasoned ground STEC STEC STEC STEC
5136 | oo TEC | stecozs |SIEC| stECOZ8 |+ 026 PD + |o% | pp | + | o | pp | S°C |stecos | S| stEcoss | + | 026 | PD | 4 026 b | + | 0% | PD | 1|
Seasoned ground STEC STEC STEC STEC STEC STEC
5139 | SO ol | STEC19EC| sTECO1s7 |+ | Ots7 PD + |ots7 | e | + |otsr | pp | SO | SIS STEC | stecots7 |+ |ots7 | D | 4 ot57 | PD | + |o57| PD | 1| ¢
3943 | Marinated beef %Tﬁg %Tﬁg %Tﬁg STECOM45 | + | o145 PD + |ows | pp | + | ows5| PD %Tﬁg %Tﬁg %Tﬁg STECOM5 | + | o145 | PD | + o5 | PD | + |oM5| PD | 1|
) STEC | STEC |STEC STEC | STEC | STEC
3944 | Marinated beef one | ones | oy | sTECO1s7 |+ | Ot87 PD + o7 | B | + [ots7 | pp | SO | SR | STEC | stecots7 |+ [ots7 | D | 4 ot57 | PD | + | o157 | PD | 1| ¢
Marinated beef STEC STEC STEC STEC STEC STEC
5781 | e | SIEE SIS stEc ot |+ | ot PD + foti | e | + [om | pp | DEC | OEE 1 SIEC | srecom |+ fotm | D | 4 o111 PO | + |oM1| PD | 1|
Marinated beef STEC | STEC |STEC STEC | STEC | STEC
5782 | e | OIS |9 stEcous |+ | oms PD + |ows | pp | + [oms| pp | D | OFL | S| stecoms |+ [oms | PD | 4 o5 | PD | + |oM5| PD | 1|
* Analyses performed according to the COFRAC accreditation
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ISO/TS
Samople Product 13136 PCR
N Global PCR STEC & PCR -
result STEC + Salmonella TOP 7 Confirmation
EHEC + EHEC
. STEC 0103 | STEC 0103 | STEC 0103

5110 | Raw goat milk | stecoi11 | stEcot11 | sTECo111 | STECO103
5574 | Raw goat milk - STEC 026 STEC 026 STEC 026 STEC 026

STEC 0103 | STEC 0103
5579 | Raw cow milk -(0103) | STEC0145 | STECO145 | STEC 0103 | STEC 0103

STEC 0157 | STEC 0157

_ 40103) STEC 0103 | STEC 0103
5580 | Raw cow milk {0145) STEC 0145 | STEC 0145 | STEC 0103 | STEC 0157

STEC 0157 STEC 0157
5581 | Raw ewe milk - STEC 026 STEC 026 STEC 026 STEC 026
5582 | Raw ewe milk - STEC 026 STEC 026 STEC 026 STEC 026
5583 | Raw ewe milk -(0157) | STECO0103 | STECO0103 | STECO0103 | STEC 0103
5419 | Raw cow milk cheese - STEC 026 STEC 026 STEC 026 STEC 026
5422 | Raw cow milk cheese - STEC 026 STEC 026 STEC 026 STEC 026
5858 | Raw ewe milk cheese - STEC O111 STEC O111 STEC 0111 | STEC 0111
5860 | Raw ewe milk cheese - STEC 0157 | STECO157 | STEC 0157 | STEC 0157
5862 | Raw ewe milk cheese - STEC 0145 | STEC 0145 | STEC 0145 | STEC 0145
1734 | Sprouts (Radish) - STEC 0111 - STEC 0111 | STEC 0111
1735 | Sprouts (Alfalfa, lentils, leeks) - STEC 0111 | STECO111 | STECO111 | STEC 0111
1942 | Sprouts (Alfalfa, radish, fennel) - STEC 026 - STEC 026 STEC 026
2494 | Sprouts (Alfalfa, lentils, leeks) - - - STEC 0145 | STEC 0145
2496 | Sprouts (Alfalfa, roquette) - STEC 0145 | STEC 0145 - |- STEC 0145
4713 | Sprouts - STEC 026 - STEC 026 STEC 026
4714 | Sprouts - | stEcO157 . . e
5666 | Sprouts (Radish) - STECO157 | STECO157 | STEC 0157 S(T:F?Ig(1)§7

* Analyses performed according to the COFRAC accreditation
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> Negative deviations:

17 or 16 negative deviations were observed using the STEC + EHEC and STEC &
Salmonella + EHEC GeneDisc depending on the incubation time applied for the meat
products category.

18 negative deviations were observed for the GeneDisc Plate TOP7 whatever the
incubation time applied.

For the meat category, for sample 5141, the PCR result was negative using the
GeneDisc Plate TOP7; the presence of Escherichia coli 0145 was confirmed in the
enrichment broth. After 20 h incubation time of the BPW, the PCR result was positive.

For the dairy and the vegetables categories, the presence of STEC was confirmed in
6 samples among the 12 samples concerned by the negative deviations. Note that
when all the formats of GeneDisc tested gave negative PCR results, the confirmatory
tests gave also negative results (samples 5417, 5426, 5856, 5859 and 3738). This
shows that the contamination level of the samples for which the confirmatory tests
confirmed the presence of STEC in the enrichment broths, was just at the limit of
detection giving either a positive or a negative PCR result.

Additionaly, samples in negative agreement (NA) were confirmed positive using
cultural methods. This concerns 1 sample when using the STEC+EHEC GeneDics,
5 samples when using the STEC & Salmonella + EHEC and 2 samples when using
the TOP 7.

> Positive deviations:

37, 33 and 36 positive results were obtained respectively for GeneDisc Plate STEC +
EHEC, STEC & Salmonella + EHEC and TOP?7.

For the vegetables category for which the same enrichment step was applied (BPW
for 16 h at 37°C for the alternative method and BPW for 18 h at 37°C for the reference
method) (paired study design), discordant results were observed: 7 PD, 2 ND for
STEC; 3 PD, 2 ND for STEC & Salmonella; 6 PD, 2 ND for TOP7.

For some samples in positive deviations, the DNA extracts prepared for the reference
method were tested using the GeneDisc Plate TOP7 and the DNA extracts prepared
with the extraction PackFood2 were tested with the reference method PCR. Tests
were carried out in triplicate when enough DNA extract was available. The results are
presented in Table 14.
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Table 14 - Crossed tests on samples in positive deviation (lysis Alt/PCR Ref - lysis Ref/ PCR Alt)

1942 | 2 / / / / 00| 00| 00

DNA extract reference method (DNeasy Blood and Tissue Kit Qiagen) DNA extract Pack Food 2
° PCR reference PCR Alternative method (TOP 7) PCR Alternative method (TOP 7) PCR alternative (STEC + EHEC) PCR reference
g 3 T a1 Tl
s S| o | == 85| § 58 S| o = | 85 8 |58
9D x = > @ | Fina | 8 | = 5|9 S L] &= | EC s | 80| o |Finl | 8| = | 2| 5 |g |5 < |25 59| & | 803 Fina @ 5| = |« ~ S | = ? | g | Final x| ¥ | g | Fina
@ @ © |resut | | o | & | o | © ) 5| 89 29 3 ol Jresult | © | © | O | 0|9 |9 | 5|80 Je| B | oodresut| © | O 5| B T |1 5| 5| | O |resut| 8| @ | © | result
3 °© 185 8 83 © ¢ | 85| g | 383
= [} ~ = [ ~
1 - - 136,16 - 0.0 . 0.0 00| 00 | 00]329| - 0 . 0|0 |00 - 0 0 0 - 0.0 . 00| 00| 00 . 00| 00 - /
1734 | 2 / / / / 00| 00| 00 00| 00 | 00]311]| - / / / / / / / / / / / / / / / / / / / / / / /
3 / / / / / / / / / / / / / / / / / / / / / / / / / / / / / / / / /
1 - - | 42 - 0.0 0.0 | 315 ! 0 ! 395 0 | 0 |354 ! 0 0 0 ! 0.0 ! 0.0[313] 00 ! 378 00 ! /
1735 | 2 / / / / 0.0 0.0 00309 - / / / / / / / / / / / / / / / / / / / / / / /
3 / / / / / / / / / / / / / / / / / / / / / / / / / / / / / / / / - - /
1 - - / - 00| 0.0 0.0 0.0 | 314 - 0 0 0 0 . 0 - 0 0 - 0 - 0.0 . 00, 29 | 00| 00| 0.0 - - - /
/ / /
/ / /

0.0 31.1! / /
/ / / / / /

00| 310 - 00| 0000|0000 |347|366| 00 | 359 | 00| 00 - ! 0.0 0.0! 308 0.0 0.0! 0.0
/
/

1 - - / - 00| 00| 00

2496 | 2 / / / / 00| 00 0.0 | 30.7 00|00 |00/|00 00353367 00 | 359 |00 | 00 - /

- - . - -
-

3 / / / / / / / / / / 00100000000 (345|001 00 00 | 00| 00 - / / / / / / / / /
Total 0+ /4 tests 3+ /8 tests 3 +/6 tests 4 + [ 4 tests 0+/12 tests
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The results show that when the DNA extracts obtained for reference method were
tested using the GeneDisc Plate TOP7, positive PCR results were obtained for one
replicate on 2 tested for 3 samples (1735, 1942 and 2496). For one sample (1734),
the 2 PCR tests gave negative results. For the DNA extracts prepared using the DNA
extract PackFood2 using the reference method PCR, the 3 replicates gave negative
results. The Cqg values obtained with the GeneDisc were relatively high (Cq range
34.9 - 42.5); this could explain the negative result obtained for the reference PCR
tests.

All the samples for which the presence of STEC was confirmed in the enrichment
broth, gave positive PCR result with minimum one of the 3 tested GeneDisc Plate.

The detection limit of the GeneDisc PCR determined in matrices is for all the targets
around 10 CFU/well except for O103 (83% of positive results at this level). The
detection limit of the internal method based on the ISO/TS 13136 as determined in
water is for stx1:19 CFU/well, stx2: 11 CFU/well, eae: 8 CFU/well, 026: 10 CFU/well,
0103: 8CFU/well, 0111: 9 CFU/well, 0145: 6 CFU/well, 0157: 16 CFU/well.

According to the ISO 20838 (2018) “Microbiology of food and animal feeding stuffs”,
the PCR method is supposed to detect 100 DNA copies in the well. The performances
of the internal method based on the 1SO /TS 13136 meet this criterion for all the
targets.

The analyses of discordant results according to the EN 1SO 16140-2:2016 is the
following (See Table 15).
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Table 15 - Analyses of discordant results

GeneDisc Plate STEC + EHEC

Paired Unpaired Combined
Category Type Study design | N+ | ND | PPND | PD | (ND+ PPND)-PD | AL [ (ND+ PPND)+PD | AL | (ND+ PPND)-PD | AL | (ND+ PPND)-PD | AL
Raw beef a | Raw unpaired | 12 | 2 0 9 -7 -7
an";’eaie b | Frozen | unpaired [ 15[ 6 | 0 |3 3 3
8h ¢ | Seasoned and marinated unpaired | 12 | 1 0 6 5 5
1 Total | 39 | 9 0 |18 9 3 9 S
Raw beef -2 Raw unpaired |12 | 2 0 9 7 7
an‘:’ea:e b | Frozen | unpaired | 15[ 5| 0 |3 2 2
20h ¢ | Seasoned and marinated unpaired | 12 | 1 0 6 5 5
Total | 39 | 8 0 |18 -10 3 -10 3
Raw dairy a Rawm/:/k unpa?red 1810 0 7 -7 -7
2 products b | Raw milk cheeses unpaired | 16 | 5 1 5 1 1
Total | 34 | 5 1 112 -6 3 -6 e
a | Sprouts paired 1210 0 7 -7 7 -7
b | Baby leaves paired 1111 0 0 1 1 1
3 | Vegetables ¢ | Fresh, frozen, non seasoned paired 13 ] 1 0 0 1 1 1
Total | 36 | 2 0 7 5 3 9 6 -5 3
Total 8h 109(16 | 1 |37 5 3 9 6 -15 4 -20 5
Total 20h 10915 1 |37 5 3 9 6 -16 4 -21 5
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Paired Unpaired Combined
Category Type Study design | N+ | ND | PPND | PD | (ND+ PPND)-PD | AL | (ND+ PPND)+PD | AL | (ND+ PPND)-PD | AL | (ND+ PPND)-PD | AL
Raw beef a | Raw unpaired | 12 | 2 0 9 -7 -7
an";’ea‘:e b | Frozen | unpaired | 15[ 6 | 0 |3 3 3
8h ¢ | Seasoned and marinated unpaired | 12 | 1 0 6 -5 -5
1 .Total 3919 0 |18 -9 3 -9 S
Raw beef a | Raw unpa!red 121 2 0 9 -7 -7
meat b | Frozen . unpa!red 15| 5 0 3 2 2
20h ¢ | Seasoned and marinated unpaired | 12 | 1 0 6 -5 -5
Total | 39 | 8 0 |18 -10 3 -10 3
Raw dairy a Rawm/:/k unpa@red 18 | 1 0 7 -6 -6
2 products b | Raw milk cheeses unpaired | 16 | 4 1 5 0 0
Total | 34 | 5 1 112 -6 3 -6 3
a | Sprouts paired 810 0 3 -3 3 -3
b | Baby leaves paired 1M1 0 0 1 1 1
3 | Vegetables ¢ | Fresh, frozen, non seasoned paired 13| 1 0 0 1 1 1
Total | 32 | 2 0 3 -1 3 5 6 -1 3
Total 8h 105/16 | 1 |33 -1 3 5 6 -15 4 -16 5
Total 20h 105115 1 |33 -1 3 5 6 16 4 -17 5
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GeneDisc® Plate STEC TOP7

Paired Unpaired Combined
Category Type Study design | N+ |ND | PPND | PD | (ND+ PPND)-PD | AL [ (ND+ PPND)+PD | AL | (ND+ PPND)-PD | AL | (ND+ PPND)-PD | AL
Raw beef a | Raw unpaired | 12 | 2 0 9 -7 -7
an‘:’eaie b | Frozen . unpa?red 15| 5 0 3 2 2
8h ¢ | Seasoned and marinated unpaired | 12 | 1 0 6 -5 -5
1 Total | 39 | 8 0 |18 -10 3 -10 3
Raw beef a | Raw unpaired | 12 | 2 0 9 -7 -7
an";’ea‘:e b | Frozen | unpaired | 15[ 5| 0 |3 2 2
20h ¢ | Seasoned and marinated unpaired | 12 | 1 0 6 -5 -5
Total | 39 | 8 0 |18 -10 3 -10 3
Raw dairy a Rawm/:/k unpa?red 18 | 1 0 7 -6 -6
2 products b | Raw milk cheeses unpaired | 16 | 5 1 5 1 1
Total | 34 | 6 1 112 -5 3 -5 e
a | Sprouts paired 1111 0 6 -5 7 -5
b | Baby leaves paired 1M1 0 0 1 1 1
3 | Vegetables ¢ | Fresh, frozen, non seasoned paired 1310 0 0 0 0 0
Total | 35 | 2 0 6 -4 3 8 6 -4 3
Total 8h 108/ 16 | 1 |36 -4 3 8 6 -15 4 -19 5
Total 20h 108/16 | 1 |36 -4 3 8 6 -15 4 -19 5
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For the GeneDisc Plate STEC + EHEC, the observed values for ((ND + PPND) - PD)
meet the acceptability limit for each individual category and for all the combined
categories (calculated values < AL).

The observed value for (ND + PPND + PD = 9) is above the acceptability limit (AL =
6) for vegetables (paired study design), but note that 7 positive deviations and 2
negative deviations were observed. This indicates higher performances of the
GeneDisc Plate method.

For the GeneDisc Plate TOP7, the same situation is observed with (ND + PPND + PD
=8) (PD =6, ND = 2) for an AL = 6.

For the GeneDisc Plate STEC & Salmonella + EHEC, the calculated values ((ND +
PPND) - PD) and (ND + PPND + PD) meet the acceptability limit for each category
and for all combined categories.

3.1.7 Confirmation

Three confirmation protocols were applied during the study:

- Direct streaking onto selective agar plate (CHROMagar STEC, CT-SMAC or CT-
RMAC);

- IMS step before streaking;

- Alternative protocol only in case of 2 other protocols did not allow to confirm the
PCR results.

If these three protocols did not give a positive confirmation result, the alternative
protocol dedicated to the reference method was also performed.

The number of positive confirmatory tests obtained per protocol and per category is
given in Table 16.
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Table 16 - Number of positive confirmatory tests obtained per category and
protocol applied

GeneDisc Plate STEC GeneDisc Plate STEC & GeneDisc® Plate

GeneDisc format + EHEC Salmonella + EHEC STEC TOP?
Category 2 3 1 2 3

Number of positive 31 | 28 | 34 | 31 | 28 | 30 | 31 | 27 | 3
samples confirmed
Number of samples
confirmed by direct 30 22 20 30 22 20 30 22 20
streaking
Number of samples
confirmed by IMS 31 25 22 31 25 21 31 25 22
Number of samples
confirmed by
GeneDisc alternative 0 3 9 0 3 ! 0 2 10
protocol
Number of samples
confirmed by ISO 0 0 3 0 0 2 0 0 1
alternative protocols
Number of samples
not confirmed (PPN) 1 3 3 1 2 3 0 3 3

PPN: positive presumptive not confirmed

For the meat category, 30 positive PCR samples were confirmed by direct streaking
procedure; one additional sample was confirmed by applying an IMS step prior
streaking. For one sample (3953), it was not possible to confirm the presence of STEC
in the enrichment broth whatever the protocol applied (See detailed results in Table
17). This sample gave positive PCR tests with STEC and STEC &Salmonella
GeneDisc.

For the dairy products category, 22 samples were confirmed by direct streaking;
3 additional samples were confirmed by IMS. The alternative protocol of the GeneDisc
Plate methods allowed to confirm 3 samples (4831, 5425, 5579). For 3 samples
(4177, 4833 and 5420), the positive PCR results were not confirmed.

For the vegetables category, 20 samples were confirmed by direct streaking, 22 by
IMS procedure. The alternative protocol of the GeneDisc Plate method allowed to
confirm 9 additional positive PCR results. 3 samples (4714, 5666 and 5667) were
confirmed by performing the alternative protocols dedicated to the reference method.
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Note that when a positive PCR (TOP7) was obtained on the immuno-concentrate (IMS

protocol), the presence of STEC colonies was confirmed on the selective agar plates

and when a negative PCR was obtained, no STEC colony was isolated on the plates.

6 samples which gave positive PCR result with one the GeneDisc format, were not

confirmed. Note that for one sample (3726), the presence of the following genes was
detected in isolated colonies (stx1, stx2, vir 026, 0103).

Table 17 - Unconfirmed positive presumptive samples by the protocols

Product

STEC &
Salmonella

described for the alternative method

Alternative
method
confirmation
procedures
(DS/IMS/Alt)

Reference
alternative
confirmation

protocol (AP)

3953 Frozen ground i +0103 (27,9/ | +O103 (27,4/ i i i 1
beef 30,2/32,6) 29,2/32,6)
STEC 0157
. -(026/0103/ | STEC 026 i i i i
77| Raw cow milk 0145/0157) | STEC 0145 2
STEC 0103
4833 | Raw goat milk . STEC 0103 | STEC0103 | STEC 0103 : : 2
cheese
547 | Raw cow milk : : : STEC 0103 : : 2
cheese
Raw aoat milk STEC 026 | STEC 026
5420 cheege 0103 STEC 0103 | STEC 0103 | STEC 026 - - 2
STEC 0145 | STEC 0145
Sprouts (Alfalfa, _ i i i ~(stx1+, stx2+,
3726 roquette) STEC 0103 vir 026+,0103) 3
STEC 0111
4714 | Sprouts - STEC 026 - - - + 026 3
4717 | Sprouts - STEC 0103 | STEC 0103 | STEC 0103 - - 3
5666 | Sprouts (Radish) - STEC 0157 | STEC 0157 | STEC 0157 - + 0157 3
. STEC 0157 | STEC 0157
5667 | Sprouts (Lentils) 0157 STEC 0111 | STEC 0111 - + 0157 3
566 | oprouts (Mung . STEC 0111 : : : : 3
beans, leek)
4719 | Sprouts - - STEC 0103 | STEC 0103 - - 3
5664 | Sprouts (Alfalfa) - - STEC 0157 - - - 3
4718 | Sprouts - - - STEC 0103 - - 3

For information, 7 positive screening PCR results obtained with the reference method

were not confirmed. This concerns 5 dairy products and 2 vegetables products.
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3.1.8 PCRinhibition

922 DNA extracts were prepared from enriched samples for the sensitivity study; only
3 inhibitions were observed (See Table 18).

Table 18 - Inhibitions observed for the sensitivity study

PCR result

Sample N Product STEC & EHEC TOP7
Salmonella
3939 (8 h) Beef meat - - if- -
6247 (20 h) Carpaccio - - if- -
3046 (8 h) Frozeln beef ) ) 1 )
trim

The DNA extracts were tested again without applying any dilution, and a negative
result was obtained.

3.2 Relative level of detection
The relative level of detection is the level of detection at P = 0.50 (LODso) of the alternative (proprietary)
method divided by the level of detection at P = 0.50 (LODs) of the reference method.
The RLOD is defined as the ratio of the alternative and reference methods:
_ LODy,
RLOD = LODre;.
3.2.1 Experimental design
Five (matrix/strain) pairs were analyzed by the reference method and by the
alternative method (See Table 19).
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Table 19 - Defined (matrix/strain) pairs for the RLOD determination

Pall Genedisc Technologies

Storage
EL Strain conditions Protocol
before
analysis
. (1]
Raw beef | Raw ground | E. coli O157:H7 Ad683 Beet 48 h at 8.20h Unoaired
mests beef (eaet, stel+, stx24) | o0 Me8L | gop 4 9o | 8-20Nat | Unpaire
415°C1
. e
R " E. coli 026 Ad1741 Raw milk 24 h at 82hat | Unoaired
+
awmi (eaet, stx1+, stx2+) cheese 3°Cx2°C zeha npaire
Raw dairy 37°C
products _ , (2]
Raw milk E. coli 0103 Ad982 ch 48 h at 18£2hat | Unaired
+
cheese | (eae+, stxl+, stx2+) 0S¢ | geg oo | 1OESNEL | LNpATE
37°C
. (3]
Baby | E. coli 0111 Ad981 Cini 48 h at 1842h Paired
+
aby leaves (eae+, stxl+, six2+) inic 3°C 4 2°C t2hat aire
37°C
Vegetables o
s E. coli 0145 Ad2310 Unk 48 h at 1842h Paired
+
prouts (eae+, six1-, stx2+) nknown 3°C + 2°C t2hat aire
37°C

For raw milk, a storage period of 24 h was applied instead of 48 h as initially proposed.
We encountered difficulties to find a non-contaminated (STEC) raw milk batch with
low background microflora. When applying a 48h storage period, the mesophilic
aerobic enumeration varied from 8.0 X 10° to
1.2 x 107 CFU/g and the inoculated E. coli was not able to grow. It was thus decided
to reduce the storage time to 24 h. Note that 4 RLOD were run in order to have the
right number of positive results per inoculation level.

A minimum of three inoculation levels were prepared per matrix consisting of:

- A negative control: 5 replicates;
- Alow level: 20 replicates with fractional positive result;
- Ahigh level: 5 replicates.

A total plate count determination on each matrix was performed to estimate the total
microbial load on the day of analysis. The matrix should contain microbial competitors
at a level at least 1 log higher than the target analyte.

1 Both incubation times were tested during the validation study.
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3.2.2 Calculation and interpretation of the RLOD

The raw data are given in Appendix 5. The RLOD calculations were performed using
the Excel spreadsheet available at http://standards.iso.org/iso/16140 - RLOD (clause
5-1-4-2 Calculation and interpretation of RLOD) version 06.07.2015. The RLOD are
given Table 20.

Table 20 — Presentation of RLOD before and after confirmation of the
alternative method results

RLOD RLODL RLODU b=In(RLOD) sd(b) z-Test statistic p-value

Raw bec! (90 and 20001 Unpaired | 25| 1240 | 0550 | 2835 | 0222 0410 0542 | 0588
Raw L si7a Unpaired| 25| 0761 | 0334 | 1735 = -0273 | 0412| 0663 | 1492
Ea&ﬂ”gﬁgge,fjggz Unpaired | 25| 0,308 | 0103 | 0925 | 1177 |0549| 2,142 1,968
Eésgli%j\ﬁs;(dgm Paired |15 1000 0457 | 2187 | 0000 0391 0000 1,000
E.pE:%LIJitSAQZMO Paired |15/ 0930 0321 | 2601 | -0073 0531 0137 1,109

Combined I 0835 0577 1208 | -0,180 |0185 0977 | 1672

The LODsg« calculations according to Wilrich & Wilrich POD-LOD calculation program
- version 11, 2022-10-12 test are given in Table 21.

Table 21 - LODsp results

Level of detection at 50% (CFU/test portion)

Category (Strain / matrix) pair according to Wilrich & Wilrich?
Reference method Alternative method

Raw beef meats | Raw beef (8h and 20h) / E. coli O157:H7 Ad683 0.7 [0.4;1.3] 0.9[0.5;4.0]
Raw dairy Raw milk / E. coli 026 Ad1741 1.0[0.6;1.9] 0.810.5;1.4]
products Raw milk cheese / E. coli 0103 Ad982 6.1[3.0;12.3] 24[14:4.2]
Baby Leaves / E. coli 0111 Ad981 1.0[0.51.7] 1.0[0.5;1.7]

Vegetables )

Sprouts / E. coli Ad 2310 4.0[1.9;84] 3.5[1.7;7.2]
Combined results 2.0[1.5;2.6] 1.5[1.2;2.0]

3.2.3 Conclusion

The RLOD meet the AL for all the tested matrix/strain pairs.
The LODsg varies from 0.7 to 6.1 CFU/test portion for the reference method and
from 0.8 to 3.5 CFU/ test portion for the alternative method.

2 Wilrich, C., and P.-Th. Wilrich: Estimation of the POD function and the LOD of a qualitative
microbiological measurement method. AOAC International 92 (2009) 1763 - 1772.
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Inclusivity / exclusivity

The inclusivity is the ability of the alternative method to detect the target analyte from a wide range of
strains. The exclusivity is the lack of interference from a relevant range of non-target strains of the
alternative method.

Test protocols

50 positive strains and 30 negative strains were tested. At least, 10 strains were tested
for the 026 (12), ©O103 (10) and O157 (14) serogroups and 5 strains for the 0111 (7)
and O145 (7) serogroups.

2 Inclusivity

E. coli strain cultures were performed in BHI medium at 37°C. Dilutions were done in
order to inoculate 10 - 100 cells/225 ml of BPW + acriflavin (10 mg/l) as it is the most
challenging protocol. The broth was incubated for 16 h at 37°C. The alternative
protocol was then performed including the confirmations.

> Exclusivity
The non-target strains were grown in BHI medium. Dilutions were done in order to
inoculate 10° cells/ml of BPW. The broths were incubated for 24 h at 37°C. The
alternative protocol was then performed.
Results
Raw data are given in Appendix 6.

2 Inclusivity

The 50 target strains tested gave positive PCR results with the three GeneDisc Plate
tested.

46 strains gave typical colonies on CHROMagar STEC; 4 strains were not able to
grow on this selective agar plate: E. coli 0103 Ad1772, E. coli 0103: M2 56-12, E. coli
0103 M2 262-03-18-1 and Escherichia coli O157:H7 5233 n° 34.

The confirmation procedure was applied (GeneDisc TOP7) from colonies isolated on
TBX for the 3 E. coli 0103 and from CT-SMAC for the E. coli O157:H7.
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One strain, E. coli026:H11 1311-12 gave no typical pink colonies on CT-RMAC plate.
» Exclusivity

No cross reaction was observed with the 30 non-target strains.

The GeneDisc® Plate STEC method for detection of shiga-toxin-producing
Escherichia coli (STEC) from 026, 0103, 0111, 0145 and O157 serogroups is
specific and selective.

3.4 Practicability

The alternative method practicability was evaluated according to the AFNOR criteria
relative to method comparison study.

Storage conditions, Store the extraction Pack Food 2 at room temperature (15 - 30°C)
AL R ETESEIE Store the GeneDisc plates. at 5°C £ 3°C
utilization after first use Expiration date: the information is provided on the pack

Time to result Steps Reference method \ Alternative method
Negative samples
Sampling Day 0 Day 0
Lysis and PCR Day 1 Day 00<rpB°;§C1°' 8h)
Final result Day 1 Day 1
Presumptive positive or positive results
Sampling Day 0 Day 0
Lysis and PCR Day 1 Day 00<rp6°;;°1°' 8h)
Direct streaking or IMS Day 1 Day 0 or Day 1
Reading plates Day 2 Day 1 or Day 2
PCR on colonies Day 2 Day 1 or Day 2
Final result Day 2 Day 1 or Day 2
Common step with the For vegetables category, the enrichment step is common with the
reference method reference method.

The negative results are available the day of initiating the analyses for the raw beef
meat category (8 h incubation time) and the positive result in one day.

The negative results are available in one day for the raw dairy products and
vegetables and the positive results in 2 days.

The alternative method protocol is less time consuming and significantly easier to
perform than the reference method.
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q INTER-LABORATORY STUDY

The inter-laboratory study is a study performed by multiple laboratories testing identical samples
at the same time, the results of which are used to estimate alternative-method performance
parameters.

41 Study organisation

> Collaborators number

Samples were sent to 9 laboratories; 2 collaborators were involved in the study for
Lab A and Lab G and 3 collaborators for Lab B. Finally, 14 collaborators participated
to the study.

> Matrix and strain used

Ground beef (15 % fat) was obtained from a local meat industry and was inoculated
with Escherichia coli O26:H11 12-62 isolated from meat.

» Samples

Samples were prepared and inoculated on Monday 215t January 2019, as described
below:

- 24 blind coded samples (25 g) for shiga-toxin-producing Escherichia coli (STEC)
from 026, 0103, O111, 0145 and 0157 detection by the GeneDisc® (TOP 7)
(RED LABEL);

- 24 blind coded samples (25 g) for shiga-toxin-producing Escherichia coli (STEC)
from 026, 0103, 0111, 0145 and O157 detection by the internal ADRIA method
based on ISO/TS 13136 reference method (BLUE LABEL);

- 1 sample (labelled “Sample for Total Count enumeration”) for Aerobic mesophilic
flora enumeration by the 1SO 4833-1 method

1 water flask labelled “Temperature Control” with a temperature probe.
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> Inoculation

The targeted inoculation levels were the following:

- 0CFU/25 g,
- 1 CFU/25 g (level providing fractional positive results),
- 8CFU/25g.

> Labelling and shipping

Blind coded samples were placed in isothermal boxes, which contained cooling
blocks, and express-shipped to the different laboratories using UN2814 transport.

A temperature control flask containing a sensor was added to the package in order to
register the temperature profile during the transport, the package delivery and storage
until analyses.

Samples were shipped in 24 h to the involved laboratories. The temperature
conditions had to stay lower or equal to 8°C during transport, and between 0°C — 8°C
in the labs.

> Analyses

Collaborative study laboratories and the expert laboratory carried out the analyses on
Tuesday 22 January or Wednesday 23 January 2019 with the alternative and
reference methods. The analyses by the reference method and the alternative
method were performed on the same day. Protocol @ was used during the study
with the short incubation time, i.e. 8 h at 41.5°C = 1°C. Note that for the inter-
laboratory study, only the GeneDisc® Plate STEC TOP 7 was used.

The collaborators analysed the samples by the internal method of ADRIA
Développement based on the ISO/TS 13136 method (enrichment). They proceeded
to confirmation steps on all the samples (extraction and confirmation steps) using the
IMS protocol before streaking onto selective agar plates. They sent their DNA extracts
to ADRIA Développement which run the PCR analyses in frozen conditions (- 20°C).

The typical colonies isolated on the selective agar plates for the reference method
were confirmed using the GeneDisc TOP 7 in order to facilitate the work of the
collaborators.
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The Expert Laboratory (ADRIA Développement) performed the analysis using the
internal method of ADRIA Développement based on the ISO/TS 13136 method and
the PCR tests (eae, stxl, stx2, O26) on the DNA extracts prepared by the
collaborators.

4.2 Experimental parameters controls
4.2.1 Strain stability and background microflora stability

Strain stability was checked by inoculating the matrix at 1 CFU/25 g and
10% CFU/g. Detection and enumeration analyses were performed after 24 h and 48 h
storage at 3 + 2°C. Triplicates were analysed. The aerobic mesophilic flora was also
enumerated; the results are given in Table 22.

Table 22 - Sample stability

e method (detection)  Aerobic ~ Enumeration
mesophilic (average on

Sample 2 | Sample 3 | Sample 1 | Sample 2 | Sample 3 flora 3 replicates)
(CFUlg) (CFUlg)

Day 0 + + + + + + 2,2.104 1.3103
Day 1 + + + + + + 9,2.104 1.2103
Day 2 + + + + + + 1,1.10% 1.0 103

No evolution of the enumeration was observed during storage at 3°C + 2°C for 48 h
and no decrease of the number of positive samples was observed for the low
inoculated level samples.

4.2.2 Contamination levels

The contamination levels and the sample codification were the following (see
Table 23).
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Table 23 - Contamination levels

Theoretical True level  Low limit/ High limit/

(b/ sample) ~ sample sample

target level
(b/sample)

Level 11315/12715/18/21/24]
0 27/30/32/134137/41/43147/ / / / /
49/53/55/58/60/66/68/71
Level 4/7/10/11/14/16/20/22/
1 26/29/31/33/35/40/44/45] 1 1,5 1,2 1,9
50/51/54/59/63/64/69/72
Level 2/16/8/9/13/17/19/23]
9 25/28/36/38/39/42/46/481 8 9,8 8,1 12,0
52/56/57/61/62/65/67/70

4.2.3 Logistic conditions

Temperature conditions are given in Table 24.
Table 24 - Sample temperatures at receipt

Temperature Temperature Analysis  Incubation

Collaborators measured by measured at Receipt date and time

the probe (°C) receipt (°C) BEl il

A1 2,0 5,9 8h
A2 3.0 6.0 22/01/2019 | 8h30 | 23/01/2019 ah
B1 2,5 3,6 8h
B2 2,0 2,8 22/01/2019 | 8h45 | 23/01/2019 8h
B3 2,5 4,0 8h
C 1,5 2,7 22/01/2019 | 9h35 | 23/01/2019 8h
D 1,0 1,8 22/01/2019 | 12h20 | 23/01/2019 8h
E1 3,5 4,3 8h
Ep 40 42 22/01/2019 | 9h15 | 23/01/2019 ah
F 1,5 3,5 22/01/2019 | 14h00 | 23/01/2019 8h
G1 5,0 0,6 8h
2 55 08 22/01/2019 | 15h10 | 23/01/2019 ah
H 3,0 3,3 22/01/2019 | 10h20 | 23/01/2019 8h

I 2,5 7,5 22/01/2019 | 9h00 | 23/01/2019 8h

No problem was encountered during the transport or at receipt for the
14 collaborators. All the samples were delivered on time and in appropriate
conditions. Temperatures during shipment and at receipt were all correct.
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4.3 Results analysis
The raw data are given in Appendix 7.
4.3.1 Expertlaboratory results
The results obtained by the expert laboratory are given in Table 25.
Table 25 — Results obtained by the expert Lab.
Reference method Alternative method
LO 0/8 0/8
L1 8/8 6/8
L2 8/8 8/8
All the spiked samples gave positive results using the reference method. For the
alternative method, two samples spiked at the low level gave negative PCR and
confirmation results.
4.3.2 Results observed by the collaborative laboratories
> Aerobic mesophilic flora enumeration
Depending on the Lab results, the enumeration levels varied from 1.8 10° to 3.3 108
CFU/qg.
> Shiga-toxin producing E. coli detection
14 collaborators patrticipated to the study. All the collaborators performed the analysis
on Wednesday the 23" of January 2019. The incubation time of 8 h at 41.5°C was
respected by all the collaborators.
The results obtained for all the collaborators are provided in Table 26 (reference
method) and Table 27 (alternative method).
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Table 26 - Positive results (before and after confirmation)

by the reference method (ALL the collaborators)

Contamination level

Collabo- Lo L1 L2
LIER PCR | Confirmation | Final | PCR | Confirmation|  Final PCR | Confirmation | .

result result result | result result result result result inal result
A1 0 0 0 3 3 3 8 8 8
A2 0 0 0 4 4 4 8 8 8
B1 0 0 0 2 3 2 6 6 6
B2 0 0 0 2 3 2 8 8 8
B3 0 0 0 1 1 1 7 8 7
c 0 0 0 7 7 7 8 8 8
D 0 0 0 5 5 5 8 8 8
E1 0 0 0 5 5 5 8 8 8
E2 0 2 0 3 4 3 8 8 8
F 0 0 0 6 6 6 8 8 8
G1 4 2 1 6 6 6 8 8 8
G2 0 0 0 5 5 5 8 8 8
H 0 1 0 6 6 6 8 8 8

Not Not Not Not
! 2 5 2 S tested | determined 8 tested | determined
Total |Po=6  Co=10 |CPo=3 Py=60 C;=58 | CPy=55 P,=109| C;=102 | CP,=101

Table 27 - Positive results (before and after confirmation)

by the alternative method (ALL the collaborators)

Collabo-
rators

A1

Lo

Contamination level
L1

L2

PCR
result

Confirmation
result

Final
result

PCR
result

Confirmation
result

Final
result

PCR
result

Confirmation
result

Final
result

0

0

0

7

7

7

8

8

8

A2

B1

B2

B3

c

D

E1

E2

F

G1

G2

H

ON N OO OO O OO |O

~N (N[O 00| N | NN

~N|O (OO~ NI | NN

0O (00|00 |00 |U1T|0O |00 | 0O |00 |00 |00 |0

N

OO0 MO o oo oo o|lojlo|o

~

7

N NNl sV lo|N o~

~ |00 |00 |00 |00 |00 | 0O |00 |CO|CO |00 |00 | OO

QO |00 |00 | 00|00 |1 |CO |00 |CO|CO |00 |00 | OO

7

Total

nolo|l-|wlolojlojlo|lojo|o|lo|o

o
o

O
=3
]
N
o

CPo=2

P1=99

C1=96

CP1=95

P2=111

C2=109

CP2=108
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> Results observed with the reference method

e Collaborators B1, B2, B3, E2, H and | confirmed the presence of shiga-toxin
producing E. coli in the enrichment broth while the PCR was negative. This
concerns samples:

- Collaborator B1.: sample B16 (level 1);

- Collaborator B2: sample B29 (level 1);

- Collaborator B3: sample B56 (level 2);

- Collaborator E2: samples E30 (level 0) and E41 (level 0);
- Collaborator H: sample H12 (level 0);

- Collaborator I: samples 112, 115, 118, 121 (level 1).

e Collaborators G1 and | obtained positive PCR results on unspiked samples (stx+,

eae+, O26+):
- Collaborator G1: samples G3, G12, G18 and G24;
- Collaborator I: samples I3 and 124.

o Collaborator | was not able to test the colonies isolated on selective agar plates
with the GeneDisc Plate TOP 7 as it performed a control for each GeneDisc used
and had no more GeneDisc to test the colonies.

> Results observed with the alternative method

e Collaborators E2, G1, G2 and | confirmed the presence of shiga-toxin producing
E. coli in the enrichment broths while the PCR results were negative. This concerns

samples:

- Collaborator E2; samples E27, E30, E37, E47 (level 0);

- Collaborator G1.: samples G12, G15, G18, G21, G24 (level 0);

- Collaborator G2: samples G27, G30, G32, G34, G41, G43, G47
(level 0), G44 (level 1);

- Collaborator I: samples 112, 118 (level 0), 113 (level 2).

e Collaborator E2 obtained positive PCR results but the presence of STEC was not
confirmed; this concerns samples E33, E40, E44, E45 (level 1) and samples E42,
E46, E48 (level 2).

Finally, the data sets from Collaborators E2, G1, G2 and | were not kept for
interpretation as more than one contamination was observed on unspiked samples
(PCR and/or confirmation). 10 data sets are thus available for interpretation.
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4.3.3 Results of the collaborators retained for interpretation

The results obtained with the 10 collaborators kept for interpretation are presented in
Table 28 (reference method) and Table 29 (alternative method).

Table 28 - Positive results (before and after confirmation)
by the reference method (Without Labs E2, G1, G2 and I)

Contamination level

Collaborators 'LO ! i ! L1 : i 'L2 : :
PCR | Confirmation | Final | PCR | Confirmation| Final PCR | Confirmation| Final
result result result | result result result | result result result

A1 0 0 0 3 3 3 8 8 8
A2 0 0 0 4 4 4 8 8 8
B1 0 0 0 2 3 2 6 6 6
B2 0 0 0 2 3 2 8 8 8
B3 0 0 0 1 1 1 7 8 7
C 0 0 0 7 7 7 8 8 8
D 0 0 0 5 5 5 8 8 8
E1 0 0 0 5 5 5 8 8 8
F 0 0 0 6 6 6 8 8 8
H 0 1 0 6 6 6 8 8 8
Total Po=0 Co=1 CPy=0|P1=41| C1=43 |CP1=41|P,=77| C,=78 |[CP,=T77

Table 29 - Positive results (before and after confirmation)
by the alternative method (Without Labs E2, G1, G2 and I)

Contamination level

Collaborators LO L1 L2
PCR | Confirmation | Final | PCR | Confirmation| Final PCR | Confirmation| Final
result result result | result result result | result result result
A1 0 0 0 7 7 7 8 8 8
A2 0 0 0 7 7 7 8 8 8
B1 0 0 0 6 6 6 8 8 8
B2 0 0 0 7 7 7 8 8 8
B3 0 0 0 6 6 6 8 8 8
c 0 0 0 7 7 7 8 8 8
D 0 0 0 6 6 6 8 8 8
E1 0 0 0 8 8 8 8 8 8
F 0 0 0 8 8 8 8 8 8
H 0 0 0 7 7 7 8 8 8
Total Po=0 Co=0 CPy=0 P1=69| C:=69 |CP;=69 P,=80 C,=80 |CP,=80
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Calculation and interpretation
Calculation of the specificity percentage (SP)

The percentage specificities (SP) of the reference method and of the alternative
method, using the data after confirmation, based on the results of level LO are the
following (See Table 30).

Table 30 - Percentage specificity

e P
Specificity for the SPyos = (1 - (_0)> x 100 % = 100 %
 reference method N

CP,
Specificity for the =(1- (_0) o =
pecificity SPat <1 N )xlOOA) 100 %

alternative method -

N: number of all LO tests
Po = total number of false-positive results obtained with the blank samples before confirmation
CPy = total number of false-positive results obtained with the blank samples

Calculation of the sensitivity (SEax), the sensitivity for the reference
method (SE.s), the relative trueness (RT) and the false positive ratio
for the alternative method (FPR)

Fractional positive results were obtained for the low and the high inoculation levels
(L1 + L2). The two inoculation levels were retained for calculation.

A summary of the results of the collaborators retained for interpretation, and obtained
with the reference and the alternative methods for Level 1 and Level 2 is provided in
Table 31.

Table 31 - Summary of the obtained results with the reference method
and the alternative method for Level 1 and Level 2

Reference method Reference method
positive (R+) negative (R-)
AUCETHENTER GBI Positive agreement (A+/R+) | Positive deviation (R-/A+)
positive (A+) PA =38 PD=31

PUCTHENER G EG GRS Negative deviation (A-/R+) | Negative agreement (A-/R-)
negative (A-) ND =3 (PPND=0) NA =8 (PPNA=0)

AUCETHENTER GBI Positive agreement (A+/R+) | Positive deviation (R-/A+)
positive (A+) PA=T77 PD=3

PUCTHEIER G EG GBS Negative deviation (A-/R+) | Negative agreement (A-/R-)
negative (A-) ND =0 (PPND=0) NA=0(PPNA=0)

Response
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Based on the data summarized in Table 31, the values of sensitivity of the alternative
and reference methods, as well as the relative trueness and false positive ratio for the
alternative method taking account the confirmations, are the following (See Table 32).

Table 32 - Sensitivity, relative trueness and false positive ratio percentages

Sensitivity for

(PA+PD)

the alternative (IS iyl U 95.8 % 100.0 %
method:

Sensitivity for

the reference SErer = % x100% = 56.9 % 96.3 %

method:

Relative RT = (PA+NA) 100% = 57.5% 96.3 %
trueness N

False positive
ratio for the
alternative
method

FPR=%x100%= 0% /

4.4.3 Interpretation of data

A summary of the negative and positive deviations is given in Table 33.
For the samples in negative deviation, the presence of STEC was not confirmed in
the enrichment broth.
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Table 33 - Summary of the negative and positive deviations

Negative deviations for Level 1 \ Positive deviations for Level 1 Positive deviations for Level 2

Lab | Sample N° | Confirmation Lab Sample N° Lab Sample N°
C C22 - A7 B1 B2
D D22 - Al A11 B13
H H4 - A16 B3 B56
A20
A33
A2 A35
A40
B10
B14
B16
B22
B26
B29
B2 B33
B35
B45
B51
B54
B3 B59
B63
B69
C C16
D11
D14
E7
E1 E11
E16
F4
F10
H14
H16

B1

For an unpaired study design, the difference between (ND — PD) is calculated for
the level(s) where fractional recovery is obtained (so L: and possibly Ly). The
observed value found for (ND — PD) shall not be higher than the AL. The AL is defined
as [(ND — PD)max] and calculated per level where fractional recovery is obtained as
described below using the following three parameters:

P

X

(p+)ref ZN_X

where
Px= number of samples with a positive result obtained with the reference method at

level x (L1 or L) for all the collaborators

ADRIA Développement 46/186 March 23, 2023
Summary report (Version 0)
GeneDisc STEC



Pall Genedisc Technologies

Nx = number of samples tested at level x (L1 or L) with the reference method by all
the collaborators
CcP

X

(p +)alt ZN_X
where
CPyx =number of samples with a confirmed positive result obtained with the alternative
method at level x (L1 or Ly) for all the collaborators.
Nx = number of samples tested at level x (L1 or L,) with the alternative method by all
the collaborators.

(ND-PD), = 3N (5 ), (0 g ~2((P ) o (), )
where
Nx = number of samples tested for level x (L1 or L,) with the reference method by
all the collaborators.

The AL is not met when the observed value is higher than the AL. When the AL is not
met, investigations should be made (e.g. root cause analysis) in order to provide an
explanation of the observed results. Based on the AL and the additional information,
it is decided whether the alternative method is regarded as not fit for purpose. The
reasons for acceptance of the alternative method when the AL is not met shall be
stated in the study report.

In this study, fractional recovery was observed at Level 1 and Level 2. The
calculations are the following, according to the EN ISO 16140-2:2016 (See Table 34).

Table 34 - Calculations

Nx 80 80
(p#)ret 0.75 0.96
(p+)art 1.05 1.00

AL = (ND - PD) max 7.35 3.00
ND-PD -28 -3
Conclusion ND-PD <AL ND-PD <AL

The ISO 16140-2 (2016) requirements are fulfilled as (ND - PD) is lower than the
AL.
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4.4.4 Evaluation of the LOD so%, LOD 954, and RLOD between laboratories

The RLOD was calculated using the EN ISO 16140-2:2016 Excel spreadsheet
available at https://standards.iso.org/iso/16140/-5/ed-1/en/RLOD inter-lab-
study 16140-2 AnnexF verl 28-06-2017.xls. The results are given for information
in Table 35.

Table 35 - LOD50 %, LOD95% and RLOD

Method = LODsw  LODas,
Reference | 1.7[1.3;2.2] | 7.4 [5.7;9.6]

0.31[0.22;0.42]

Alternative | 0.5[0.4;0.7] | 2.3[1.7;3.0]

5 CONCLUSION

The method comparison study conclusions are:

The method comparison study scheme corresponds to a PAIRED STUDY
design for the vegetables category as the alternative and reference methods
have common enrichment procedures and to an UNPAIRED STUDY design for
the two other categories as the alternative and reference methods have a
different enrichment procedure.

In the sensitivity study, three food categories were tested. The protocol of the
alternative method shows 37, 33 or 36 positive deviations (PD) depending on
the GeneDisc tested and 17 (8 h), 16 (20 h) or 17 (8 h and 20 h) negative
deviations (ND) depending on the GeneDisc tested for the overall categories.

The calculated values for (ND + PPND) - PD meet the acceptability limits (AL)
whatever the categories, and as well for the three tested categories.

The calculated values for (ND + PPND + PD) meet the acceptability limit (AL)
for the GeneDisc Plate STEC & Salmonella + EHEC but is above the AL for the
two other GeneDisc Plate tested (STEC + EHEC and TOP7). This concerns the
vegetables category for which the same enrichment step was used for the
reference and alternative methods (paired study design) Discordant results
were observed between the two methods, but the number of positive deviations
was higher than the negative deviations showing the higher performances of
the GeneDisc Plate method.
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The Relative Levels of Detection (RLOD) are all below the AL whatever the
matrix/strain pairs tested.

The inclusivity and exclusivity testing gave the expected results for the 50 target
strains and the 30 non-target strains.

The alternative method allows a one-day screening of the negative samples
(raw dairy products and vegetables categories). The screening results are
available the day of the initiating of the analyses for the raw beef meat category
when 8 h incubation time is applied.

The alternative method fulfils all the EN ISO 16140-2:2016 and AFNOR
technical rules (revision 6).

The inter-laboratory study conclusions are:

The data and interpretations comply with the EN ISO 16140-2:2016
requirements. The alternative method is considered equivalent to the ISO
standard.

Quimper, 23 March 2023

Maryse RANNOU
Project Manager

Validation of Altérnative

s

| hereby attest to the validation of the verification of the
conformity of the report (opinion and interpretation).
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Appendix 1 — Flow diagram of the alternative method: GeneDisc® Plate STEC for detection of shiga-toxin-producing
Escherichia coli (STEC) from 026, 0103, 0111, 0145 and O157 serogroups

Protocol © Protocol ® Protocol ©
Raw beef meat Raw dairy products Vegetables (including sprouts)
259+ 225 ml 25 g + 225 ml BPW 25 g + 225 ml BPW
Pre-warmed BPW + acriflavin (10 mg/l)
at41.5°C+1°C l l
v
8h-20hMat41.5°C+£1°C 18h+t2hat37°C+1°C 18h+2hat37°C+1°C

! |

EXTRACTION with Pack Food 1 or 2 2

Transfer 1 ml of enrichment into a collection tube

Transfer 50 pl of enric#ment into the lysis tube

Heating for 10 min at 102*0 + 2°C into the GeneDisc
Ultralyser or GeneDisc Dry Block heater

Allow lysates to sit at rogm temperature for 5 min

.
/ PCR —

STEC screening . Top 7 screening
Add 36 pl (6 sectors) or 18 ul (12 sectors) of Add 36 pl pf Master Mix to each sector of the
Master Mix to each sector of the GeneDisc Plate GeneDisc Plate + 36 pl of DNA extract
+ 36 or 18 pl of DNA extract
GeneDisc Plate STEC Top7®
GeneDisc Plates: Targets: stx1-2, eae3, eaey, eae0, eaee, 026,
STEC® or 0103, 0111, 0145, 0157, 045, 0121
Pathogenic E. coli 0157 or

Salmonella & pathogenic E. coli 0157 or Salmonella & STEC“
Targets: stx1-2, eae, 0157

EHEC identification ®)

Add 36 pl of Master Mix to each sector of the
GeneDisc Plate + 36 pl of DNA extract

GeneDisc Plate EHEC 5 ID
Targets: H7, 026, 0103, 0111, 0145

CONFIRMATION METHOD

— ~.

Streak 10 pl of enriched sample onto: Immunocapture of the detected serogroup detected on 1 ml enriched

- CHROMagar STEC: all serogroups sample, according to manufacturer recommendation

- CT-SMAC: 0157 Resuspend in 200 pl PBS

- CT-RMAC: 026 Lysis on 100 uL of the immunoconcentrated sample in lysis tube by
heating for 10 min at 102°C + 2°C

Incubation for 24h £ 2h at 37°C £ 1°C Analysis by GeneDisc Plate STEC Top7

Streak 10 pl of immunoconcentrate onto ©;
- CHROMagar STEC: all serogroups

- CT-SMAC: 0157

- CT-RMAC: 026

Incubation for 24h $ 2hat37°C+1°C

Confirm up to 5 colonies by GeneDisc Plate STEC Top7
(transfer 1 colony in a lysate tube, incubate for 10 min at 102°C £ 2°C and run PCR analysis)

() The two incubation times were tested during the validation study (@ Pack Food 2 was used during the validation study
@ Both steps were carried out on all DNA extracts (positive and/or ) GeneDisc used for the validation study

negative for screening step)
®) This step must be carried out even if the PCR test is negative
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ALTERNATIVE PROTOCOL FOR CONFIRMATION
of a presumptive positive sample in the event of discordance between
PCR and confirmation method result ©

Enrichment broth
\)
Subculture 1 mlin 9 mI mTSB

\)

Incubation for 18 h + 2 h at 41.5°C + 1°C
\)

Mix and proceed to IMS on 1 ml mTSB using the appropriate magnetic beads

\)

Plate 10 pl of the immunoconcentrate onto:

- CHROMagar STEC: all serogroupes
- CT-SMAC: 0157
- CT-RMAC: 026

J
Incubation for24 h+2hat37°C £ 1°C

\:
Confirm up to 5 colonies by
GeneDisc Plate STEC Top7
(Transfer 1 colony in a lysis tube;
incubate for 10 min at 102°C + 2°C, and run PCR analysis)

©)This protocol was applied only if discordant results are observed between PCR and confirmation method.
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Appendix 2 — Flow diagram of the reference method

Internal method from ADRIA Développement based on ISO/TS 13136

ENRICHMENT STEP (1/10 dilution)

beef meats and vegetables

Raw beef meats Frozen beef meats, seasoned Raw dairy products

mTSB + 16 mg/lI novobiocin BPW mTSB + 12 mg/l acriflavin

v
Incubation for 18 h - 24 h at 37°C £ 1°C

v

EXTRACTION
using the DNeasy Blood and Tissue Kit Qiagen
on 1 ml enrichment broth

\:
PCR using the CFX96 from Bio-Rad on 5 pL of DNA extract

stx1, stx2, eae
J

0157, 0111, 026, 0103, 0145
\:

CONFIRMATION

IMS on the detected serogroup (1 ml enrichment broth)
\2
Streaking onto selective agar plates:
CT-SMAC (0157)
CT-RMAC (026)
CHROMagar STEC (all serogroups)
TBX (all serogroups)
\2
Incubation24 h +2 h at 37°C £ 1°C
\2
Streak until 50 typical colonies onto non-selective agar plates
\2
Incubation for 18 h - 24 h at 37°C + 1°C
\2
Selection of the colonies to test by latex test
\2
PCR on isolated colonies or 10 pooled colonies
Detection of stx and eae genes and serogroups
Indol test or biochemical gallery (for stx+, eae+ only)
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Serogroup in green color:

Appendix 3 — Artificial contamination of samples

Serogroup naturally present in the sample
Natural contamination

Pall Genedisc Technologies

)
Sample Product . =
L Product . . . Inoculation &

N (French name) Strain Origin Injury protocol men?:gtre- level/25g result detected 8
3934 | Tournedos de bceuf | Raw beef trim E.coli 0157:H7 Ad485 Ground beef Seeding 48h 3°C £ 2°C / 2-3-6-2-1 2,8 + 0157 1] a
3935 | Faux filet Raw beef trim E.coli 0157:H7 Ad562 Ground beef Seeding 48h 3°C £ 2°C / 6-1-2-4-2 3,0 - 1] a
3936 | Rumsteack Raw beef trim E.coli 0145 Ad2314 / Seeding 48h 3°C £ 2°C / 1-2-2-4-2 2,2 - 1] a
3937 | Steack haché Raw beef trim E.coli 0145:H28 092-4 Meat Seeding 48h 3°C £ 2°C / 3-1-3-3-1 2,2 + 0145 1] a
3938 | Bifteck Raw beef trim E.coli 0145:H28 092-4 Meat Seeding 48h 3°C + 2°C / 3-1-3-3-1 2,2 + 0145 1] a
3939 | Bavette d'aloyau Raw beef trim E.coli O157:H7 Ad485 Ground beef Seeding 48h 3°C + 2°C / 2-3-6-2-1 28 - 1] a

Brochette de beeuf & , , , o o
3940 Seasoned beef E.coli O157:H7 Ad485 Ground beef Seeding 48h 3°C £ 2°C / 2-3-6-2-1 2,8 - 11 ¢

la provencale
3941 g)fspti‘;c” de bl | Marinated beef EcoliO157HT AdS62 | Groundbeef | Seeding48h3°C+2°C | | 61242 |30| # | o157 | 1|
3947 | Carpacciodebeeuf 1y oo peet E.coli 0145 Ad2314 / Seeding48h 3°C£2°C | 12242 | 22| - 1] ¢

(citron vert/menthe)
3943 (cbaa’sﬁﬁ‘;’m debeeuf | parinated beef E.coli O145:H28 092-4 | Meat Seeding 48h 3°C + 2°C / 313341 (22| # | ou5 |1 |c
3944 | Boeuf mariné Marinated beef E.coli 0157:H7 Ad562 Ground beef Seeding 48h 3°C + 2°C / 6-1-2-4-2 3,0 + 0157 1]c
3945 Elf;ffgue:::: de charolais | ¢ zen beef trim EcoliO157H7 Ad485 | Groundbeef | Seeding-20°C2weeks | |/ 23621 |28 | *# | o157 | 1|0
3946 | Tournedos surgelé Frozen beef trim E.coli 0157:H7 Ad562 Ground beef Seeding -20°C 2 weeks / 6-1-2-4-2 3,0 - 11D
3947 f::’;gzed aloyau Frozen beef trim E.coli 0145 Ad2314 / Seeding -20°C 2 weeks / 12242 |22 | - 1] b
3948 | Steack haché surgelé | Frozen ground beef E.coli O157:H7 Ad485 Ground beef Seeding -20°C 2 weeks / 2-3-6-2-1 2,8 + 0157 115D
3949 | Steack haché surgelé | Frozen ground beef E.coli O157:H7 Ad562 Ground beef Seeding -20°C 2 weeks / 6-1-2-4-2 3,0 + 0157 115D
3950 !Liggfézachee Frozen ground beef | E.coli O145:H28 0924 | Meat Seeding -20°C 2 weeks | | 31331 |22 % | o045 |1 |b
5129 | Steak haché de beeuf | Ground beef E.coli O157:H7 Ad1248 Ground beef Seeding 48h 3°C £ 2°C / 3-3-2-1-3 24 + 0157 1] a
5130 | Steak haché de beeuf | Ground beef E.coli 026:H11 12-62 Meat Seeding 48h 3°C £ 2°C / 3-2-1-0-0 1,2 + 026 1] a
5131 | Steak haché de beeuf | Ground beef E.coli 0103:H2 03-35 Meat Seeding 48h 3°C £ 2°C / 0-6-3-2-0 2,2 + 0103 1] a
5132 | Steak haché de bceuf | Ground heef E.coli O157:H7 Ad1248 Ground beef Seeding 48h 3°C £ 2°C / 3-3-2-1-3 2,4 + 0157 1] a
5133 | Steak haché de bceuf | Ground heef E.coli 026:H11 12-62 Meat Seeding 48h 3°C £ 2°C / 3-2-1-0-0 1,2 + 026 1] a
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, Sero- &

Sample Product Injury Inoculation Global group >

N (French name) Strain Origin Injury protocol m?;\:rl:{e- level/25g result detected g
5134 | Steak haché de beeuf | Ground heef E.coli 0103:H2 03-35 Meat Seeding 48h 3°C £ 2°C / 0-6-3-2-0 2,2 + 0103 1] a
5135 | Steak haché de beeuf | Ground heef E.coli O157:H7 Ad1248 Ground beef Seeding 48h 3°C £ 2°C / 3-3-2-1-3 24 + 0157 1] a
5136 zf;!.f haché "tex Seasoned ground beef | E.coli 026:H11 12-62 Meat Seeding 48h 3°C + 2°C / 32400 | 12| + 026 | 1]c¢
5137 5:?:;:;229 Seasoned ground beef | E.coli 0103:H2 03-35 Meat Seeding 48h 3°C + 2°C / 06320 |22| % | o103 |1]c
5138 m‘;ft:“he ala I seasoned ground beef | E.col O157:H7 Ad1248 | Groundbeef | Seeding 48h 3°C + 2°C / 33243 | 24| # | o157 |1
5139 :?:?;r‘:;‘:me a Seasoned ground beef | E.coli O157:H7 Ad1248 | Groundbeef | Seeding 48h 3°C + 2°C / 33243 |24 % | o157 |1 |¢c
5140 ::i;';lg“he de boeuf | £ ozen ground beef | £.coli 0145 :H28 1331-100 | Meat Seeding -20°C2weeks | |/ 22300 | 14| = 1] b
5141 ::‘:;';2“*‘9 deboeuf | o oen ground beef | E.coli 0145 :H28 1331-100 | Meat Seeding -20°C 2 weeks / 22300 | 14| * | o5 |10
5142 | oot 4P | Frozen ground beef | Ecol 0261111483 | Meat Seeding 20°C 2 weeks | | 1440 |08 | % | 02 |1]0b
5143 f:‘:;';l';a"he debeeuf | £ sen ground beef | E.coli 026:H11 14-53 Meat Seeding -20°C 2 weeks / 14140 | 08 | * 0% |1|b
5144 | Bavette surgelée Frozen beef trim E.coli 026:H11 14-53 Meat Seeding -20°C 2 weeks / 1-1-1-1-0 0,8 + 026 11b
5145 | Steak surgelé Frozen beef trim E.coli 026:H11 14-53 Meat Seeding -20°C 2 weeks / 1-1-1-1-0 0,8 + 026 11b
5146 | Faux filet surgelé Frozen beef trim E.coli 0145 :H28 1331-100 | Meat Seeding -20°C 2 weeks / 2-2-3-0-0 1,4 - 11b
5147 | Rumsteack surgelé | Frozen beef trim E.coli 0145 :H28 1331-100 | Meat Seeding -20°C 2 weeks / 2-2-3-0-0 14 + 0145 11D
5238 | Beeuf a I'échalotte Marinated beef trim E.coli 0157:H7 Ad1501 Ground beef Seeding 48h 3°C £ 2°C / 0-5-9-4-4 44 + 0157 11 ¢c
5p39 | Beeuf mariné Marinated beef trim | E.coli 0157:H7 Ad1501 Ground beef Seeding 48h 3°C + 2°C / 05944 |44 | # o157 | 1| ¢

piment/tabasco

5240 S::t’l’;‘;‘:t"hg'tm“ Marinated beeftrim | E.coli O157:H7 Ad1501 Ground beef Seeding 48h 3°C + 2°C / 0-5-0-4-4 |44 | # o157 | 1] ¢
5772 ::t“l:r“ee“s SUrgelé | £ rozen beef trim E.coliO111:H8 577-54 |Dairy product | Seeding -20°C 2 weeks / 0-0-0-42 |12 [ # oMt | 1]b
5773 | Faux filet surgelé Frozen beef trim E.coli 0145:H28 1502-105 | Dairy product Seeding -20°C 2 weeks / 0-1-2-0-1 0,8 + 0145 11b
5774 | Entrecdte surgelée Frozen beef trim E.coli0111:H8 577-54 Dairy product Seeding -20°C 2 weeks / 0-0-0-4-2 1,2 + o111 11b
5775 | Rumsteak surgelé Frozen heef trim E.coli 0145:H28 1502-105 | Dairy product Seeding -20°C 2 weeks / 0-1-2-0-1 0,8 + 0145 11b
5776 zg:‘f"s’l'l‘;ce'?:: 9e | Frozengroundbeef | E.coliO111:H8 577-64  |Dairy product | Seeding -20°C 2 weeks / 00042 |12 # | ot1 |1 ]b
5777 | Steak de beeuf Beef trim E.coli 0145:H28 1502-105 | Dairy product Seeding 48h 3°C £ 2°C / 0-1-2-0-1 0,8 + 0145 1] a
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inations (spiking protocol)

, Sero- &
Sample Product Injury Inoculation Global group >
N (French name) Strain Origin Injury protocol m?;\:g{e- level/25g result detected g
5778 | Rumsteak Beef trim E.coli 0145:H28 1502-105 | Dairy product Seeding 48h 3°C £ 2°C / 0-1-2-0-1 0,8 - 1] a
5779 | Rumsteak Beef trim E.coli0111:H8 577-54 Dairy product Seeding 48h 3°C £ 2°C / 0-0-0-4-2 1,2 - 1] a
5780 | Faux filet Beef trim E.coli 0145:H28 1502-105 | Dairy product Seeding 48h 3°C £ 2°C / 0-1-2-0-1 0,8 + 0145 1] a
5781 | Rumsteak au poivre | Marinated beef trim E.coli0111:H8 577-54 Dairy product Seeding 48h 3°C £ 2°C / 0-0-0-4-2 1,2 + 0111 1] ¢
5782 F&?ﬁfﬁiﬁa Marinated beef trim | E.coli 0145:H28 1502-105 | Dairy product | Seeding 48h 3°C £ 2°C / 0-1-2-0-1 |08 [ # o145 | 1] ¢
1733 g:('j'l‘:f germees Sprouts (Radish) E.coli 0111:H8 Ad511 Clinical Seeding 48h 3°C + 2°C / 1-3-140 | 18| # oM | 3| a
1734 g:gl‘gf germees Sprouts (Radish) E.coli 0111 Ad981 Clinical Seeding 48h 3°C + 2°C / 12200 | 10| # oM | 3| a
Graines germées | gt (Alfalfa, lentils
1735 | (Alfalfa, lentilles, leeks) ’ " | E.coliO111:H8 Ad511 Clinical Seeding 48h 3°C £ 2°C / 1-3-1-4-0 1,8 + 0111 3| a
poireaux)
1736 g’ji'r";sugf’mees Sprouts (Leeks) E.coli 0111 Ad981 Clinical Seeding 48h 3°C £ 2°C / 12200 [ 1,0 | - 3| a
1737 | Ananas Pineapple E.coli 0111:H8 Ad511 Clinical Seeding 48h 3°C £ 2°C / 1-3-1-4-0 1,8 + o111 3] ¢
1738 | Carottes rapées Grated carrots E.coli 0111 Ad981 Clinical Seeding 48h 3°C + 2°C / 1-2-2-0-0 1,0 - 3| ¢
1739 | Chou rouge rapé Grated red cabbage E.coli 0111:H8 Ad511 Clinical Seeding 48h 3°C + 2°C / 1-3-1-4-0 1,8 + o111 3| c
1740 | Jeunes pousses Baby leaves E.coli 0111 Ad981 Clinical Seeding 48h 3°C + 2°C / 1-2-2-0-0 1,0 + 0111 31b
1741 | Jeunes pousses Baby leaves E.coli 0111:H8 Ad511 Clinical Seeding 48h 3°C + 2°C / 1-3-1-4-0 1,8 + 0111 31b
1742 | Mesclun et roquette | Baby leaves E.coli 0111 Ad981 Clinical Seeding 48h 3°C + 2°C / 1-2-2-0-0 1,0 + 0111 31b
1743 | Mesclun et roquette | Baby leaves E.coli 0111:H8 Ad511 Clinical Seeding 48h 3°C £ 2°C / 1-3-1-4-0 1,8 - 3| b
Graines germées Sprouts (Roquette, , - , Py .
1940 (Roquettes, Alfalfa) | alfalfa) E.coli 026 Ad980 Clinical Seeding 48h 3°C £ 2°C / 1-2-1-0-0 0,8 3| a
Graines germées Sprouts (Alfalfa
1941 | (Alfalfa, radis, . ’ E.coli0103 Ad982 Clinical Seeding 48h 3°C £ 2°C / 1-1-1-0-0 0,6 - 3| a
. radish, fennel)
fenouil)
Graines germées Sprouts (Alfalfa
1942 | (Alfalfa, radis, ; ! E.coli 026 Ad980 Clinical Seeding 48h 3°C £ 2°C / 1-2-1-0-0 08 + 026 3| a
. radish, fennel)
fenouil)
1943 ?A’I?'a'l‘g germees | sprouts (Alfalfa) E.coli 0103 Ad982 Clinical Seeding 48h 3°C + 2°C / 11100 | 06 | - 3| a
Jeunes pousses Baby leaves
1944 | (Redchard, roquette, | (Redchard, roquette, E.coli 026 Ad980 Clinical Seeding 48h 3°C £ 2°C / 1-2-1-0-0 0,8 - 31b
épinards) spinach)
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Sample Product Injury , Global ~ >°"°
N° (French name) Strain Origin Injury protocol measure- IreE o result  9°UP
ment level/25g detected

Pousses (Mesclun, Baby leaves (Mesclun,

1945 | roquette, cerfeuil, roquette, chervil, red E.coli 0103 Ad982 Clinical Seeding 48h 3°C £ 2°C / 1-1-1-0-0 0,6 - 31b
laitue verte et rouge) | and green lettuce)

1946 | Pousses d'épinard Baby leaves (Spinach) | E.coli 026 Ad980 Clinical Seeding 48h 3°C £ 2°C / 1-2-1-0-0 0,8 + 026 31b

1947 | Pousses (Mache, ) Baby leaves (Mache, | . 5103 pqog0 Clinical Seeding 48h 3°C + 2°C / 14400 |06 + | 0103 |3 |b
roquette, épinard) roquette, spinach)

1948 | Pomme Apple E.coli 026 Ad980 Clinical Seeding 48h 3°C £ 2°C / 1-2-1-0-0 0,8 + 026 3| c

1949 | Aubergine Eggplant E.coli 0103 Ad982 Clinical Seeding 48h 3°C £ 2°C / 1-1-1-0-0 0,6 + 0103 3| c

1950 | Céleri branche Celery E.coli 026 Ad980 Clinical Seeding 48h 3°C £ 2°C / 1-2-1-0-0 0,8 + 026 3| c

2126 ((Z?;Tf‘:j 9ermees | sprouts (Alfalfa) E.coli 0145 Ad983 Clinical Seeding 48h 3°C + 2°C / 62222 |28 | - 3| a
Graines germées .

2127 | (Alfalfa, lentilles, Z’:{("S‘;ts (Alfalfa, lentils, | £ i 0157.H7 Ad571 Clinical Seeding 48h 3°C + 2°C / 42142 |26 [ - 3| a
poireaux)
Graines germées Sprouts (Alfalfa

2128 | (Alfalfa, radis, . ’ E.coli 0145 Ad983 Clinical Seeding 48h 3°C £ 2°C / 6-2-2-2-2 2,8 - 3] a
fenouil) radish, fennel)

2129 |Crainesgermées | Sprouts (Alfalfa EcoliO157HT AdST1 | Clinical Seeding48h 3°C£2°C | 42142 |26 | - 3| a
(Alfalfa, roquette) roquette)
Tendres pousses Baby leaves (Mache,

2130 | (Mache, épinard, spinach, red and green | E.coli 0145 Ad983 Clinical Seeding 48h 3°C £ 2°C / 6-2-2-2-2 2,8 + 0145 31b
laitue rouge et verte) | lettuce)
Jeunes pousses (Red | Baby leaves

2131 | chard, roquette, (Redchard, roquette, E.coli O157:H7 Ad571 Clinical Seeding 48h 3°C £ 2°C / 4-2-1-4-2 2,6 + 0157 31b
épinard) spinach)
Jeunes pousses Baby leaves (Mache

2132 | (Mache, roquette, . ’ E.coli 0145 Ad983 Clinical Seeding 48h 3°C £2°C / 6-2-2-2-2 2.8 + 0145 3| b
épinard) roquette, spinach)

2133 | Mangue Mango E.coli 0145 Ad983 Clinical Seeding 48h 3°C + 2°C / 6-2-2-2-2 28 | # 0145 3| ¢

2134 | Poire Pear E.coli 0157:H7 Ad571 Clinical Seeding 48h 3°C + 2°C / 4-2-1-4-2 2,6 + 0157 3| ¢

2135 | Carottes rapées Grated carrots E.coli 0145 Ad983 Clinical Seeding 48h 3°C £ 2°C / 6-2-2-2-2 2,8 - 3| c
x;:z:gl;:;gd“es Vegetable mix (White

2136 o cabbage, carrots, E.coli 0157:H7 Ad571 Clinical Seeding 48h 3°C £ 2°C / 4-2-1-4-2 2,6 + 0157 3| ¢
carottes, frisée,

. salad, red pepper)
poivron rouge)
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2499 | Graines germées Sprouts (Alfalfa) E.coli 0157:H7 Ad556 Environmental | g jing 48h 3°C + 2°C / 16-6-6-1 | 40 | = 3| a
(Alfalfa) sample

2491 (GA’I";:I‘S germées | girouts (Alfalfa) E coli 0157:H7 Ad556 f;‘:;;j’gme”ta' Seeding 480 3°C+2°C | | 16661 | 40| - 3| a

2492 g’l";;?;s) germées | sorouts (Alfalfa) E.coli O157:H7 Ad556 E:;';‘l’gme”ta' Seeding 48h 3°C + 2°C / 16661 | 40| - 3| a
Graines germées .

2493 | (Alfalfa, radis, S‘g.""“tsf (Aifaits E.coli O157:H7 Ad556 cvronmental | Seeding 48h 3°C £ 2°C / 16661 | 40| - 3| a
fenouil) radish, fennel) sample
Graines germées .

2494 | (Alfalfa, lentilles, ﬁei?sl;ts (Alfalfa, lentils, | = i 0145:H28 23051 | Meat Seeding 48h 3°C £ 2°C / 53464 | 44 | = 3| a
poireaux)
Graines germées .

2495 | (Alfalfa, lentilles, i‘;‘:’s‘;ts (Alfalfa, lentils, | - - i 0145:H28 23051 | Meat Seeding 48h 3°C + 2°C / 53464 | 44| + | o145 |3 a
poireaux)

2496 | Graines germées | Sprouts (Alfalfa, E.coli 0145:H28 2305-1 | Meat Seeding 48h 3°C + 2°C / 53464 |44 % | 0145 |3 |a
(Alfalfa, roquette) roquette)

2497 | Jeunes pousses | Baby leaves E.coli 026 Ad1777 Clinical Seeding 48h 3°C + 2°C / 154241 | 26| # M'())(1(507§6/ 3| b

2498 | Jeunes pousses Baby leaves E.coli 0111:H8 1251-31 Dairy product Seeding 48h 3°C £ 2°C / 3-1-5-5-2 2,8 + 0111 3| b

2499 | Jeunes pousses Baby leaves E.coli 0111:H8 1251-31 Dairy product Seeding 48h 3°C £ 2°C / 3-1-5-5-2 2,8 - 3| b

3328 S:%“;I'zgm"s Frozen mushrooms | E.coliO111:H8 1391-40 | Dairy product | Seeding 2 weeks -20°C / 45134 | 34| - 3| ¢

3329 2::;"’;2 verts Frozen Greenbeans | E.coliO111:H8 1391-40 | Dairy product | Seeding 2 weeks -20°C / 45134 |34 | # oM | 3¢

3330 ';3?;;{‘;5 PoUr POtage | £, on vegetable mix | E.coliO111:H8 1391-40 | Dairy product | Seeding 2 weeks -20°C / 45134 |34 ] - 3| ¢

3331 2"3!32.%2 delégumes | b\ on vegetable mix | EcoliO111:H8 1391-40 | Dairy product | Seeding 2 weeks -20°C / 45434 |34 + | ot |3
Mix de graines Sprouts (Green peas

3725 | germées (pois verts, pre Peas, | £ 6ol 0103 Ad2309 / Seeding 48h 3°C £ 2°C / 5-3-4-1-3 3,2 - 3| a
lentilles, soja) lentils, soy)

3726 |Grainesgermées | Sprouts (Alfalfa, E.coli 0103 Ad2309 / Seeding 48h 3°C + 2°C / 53413 | 32| - 3| a
(Alfalfa, roquette) roquette)
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Graines germées Sprouts (Alfalfa, lentils
3727 | (Alfalfa, lentilles, leeks) ' ’ | E.coli 0103 Ad2309 / Seeding 48h 3°C + 2°C / 5-3-4-1-3 32 3| a
poireaux)
Graines germées Sprouts (Alfalfa
3728 | (Alfalfa, radis, dish. f | ’ E.coli 0103 Ad2309 / Seeding 48h 3°C + 2°C / 5-3-4-1-3 3,2 3| a
fenouil) radish, fennel)
Graines germées Sprouts (Alfalfa
3729 | (Alfalfa, radis, . ’ E.coli 026:H11 Ad1507 / Seeding 48h 3°C £ 2°C / 5-2-4-1-2 2,8 3| a
fenouil) radish, fennel)
Graines germées .
3730 | (Alfalfa, lentilles, i’;{("s‘;ts (Alfalfa, lentils, | £ - 0%6:H11 Ad1507 |/ Seeding 48h 3°C + 2°C / 52412 | 28 3| a
poireaux)
373 | Graines germées ) Sprouts (Alfalfa, E.coli 026:H11 Ad1507 |/ Seeding 48h 3°C + 2°C / 52412 | 28 3| a
(Alfalfa, roquette) roquette)
Graines germées | g\ tc (Alfalfa, lentils
3732 | (Alfalfa, lentilles, leeks) ’ " | E.coli 0145 Ad2310 / Seeding 48h 3°C £ 2°C / 2-2-11-5-2 44 3] a
poireaux)
3733 | Grainesgermées | Sprouts (Alfalfa, E coli 0145 Ad2310 / Seeding 48h 3°C + 2°C / 204162 | 44 3| a
(Alfalfa, roquette) roquette)
Mix de graines Sprouts (Green peas Environmental
3734 | germées (Pois verts, lentil * | E.coli O157:H7 Ad557 I Seeding 48h 3°C £ 2°C / 1-5-1-2-5 2,8 3| a
lentilles, soja) entils, soy) sample
Graines germées .
3735 | (Alfalfa, radis, Sprouts (Alfalfa, E.coli O157:H7 Ad557 Environmental | go jing 4gh 3°C + 2°C / 15125 | 28 3| a
fenouil) radish, fennel) sample
Graines germées Sprouts (Alfalfa, , , Environmental , o o e
3736 (Alfalfa, roquette) roquette) E.coli O157:H7 Ad557 sample Seeding 48h 3°C £ 2°C / 1-5-1-2-5 2,8 3| a
3737 | Jeunes pousses Baby leaves E.coli 0157:H7 Ad558 ngq';‘l’é‘me”ta' Seeding 48h 3°C + 2°C / 141131 | 14 3| b
3738 | Jeunes pousses Baby leaves E.coli 0157:H7 Ad558 E:rf;‘l’gme”ta' Seeding 48h 3°C + 2°C / 141131 | 14 0157 | 3| b
4713 | Haricot mungo Sprouts E.coli 026:H11 Ad1507 / Seeding 48h 3°C £ 2°C / 11-10-9-10-10 | 10,0 026 3] a
4714 ;‘(':iarfzdi'“"'es’ Sprouts E.coli 026:H11 Ad1507 |/ Seeding 48h 3°C + 2°C ;| 11-10-9-10-10 [ 10,0 0% |3|a
4715 | Alfalfa roquette Sprouts E.coli 026:H11 Ad1507 / Seeding 48h 3°C £ 2°C / 11-10-9-10-10 | 10,0 026 3| a
4716 | Alfalfa fines pousses | Sprouts E.coli 026:H11 Ad1507 / Seeding 48h 3°C + 2°C / 11-10-9-10-10 | 10,0 026 3| a
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4717 | Alafla radis, fenouil | Sprouts E.coli 0103:H2 56-12 Meat Seeding 48h 3°C £ 2°C / 11-8-10-9-12 | 10,0 - 3| a
4718 | Alafla radis, fenouil | Sprouts E.coli 0103:H2 56-12 Meat Seeding 48h 3°C £ 2°C / 11-8-10-9-12 | 10,0 - 3| a
4719 ;‘L‘ﬁ:s de haricots | g outs E.coli 0103:H2 56-12 Meat Seeding 48h 3°C + 2°C / 11-8-10-0-12 |100| = 3| a
saq7 | Fromageaulaitcru oo oot ik cheese | E.coli 026 Ad2675 Raw milk cheese | Seeding 48h 3°C £ 2°C / 54425 |40 [ 026 |2]|b
de chévrev (Picodon)
Fromage au lait cru
5418 | de vache (Brie de Raw cow milk cheese | E.coli 026 Ad2675 Raw milk cheese | Seeding 48h 3°C +2°C / 5-4-4-2-5 4,0 - 21D
Meaux)
5419 |Fromageaulaiteru o, oo milk cheese | E.coli 026 Ad2675 Raw milk cheese | Seeding 48h 3°C + 2°C / 5-4-42-5 | 40 | # 0% |2|b
de vache (Comté)
5420 z?c“r‘]aég‘r’ea” laiteru | paw goat milk cheese | E.coli 026 Ad2675 Raw milk cheese | Seeding 48h 3°C % 2°C / 54-4-2-5 | 40 [ # 0103 | 2| b
Fromage au lait cru
5421 | de vache Raw cow milk cheese | E.coli 026 Ad2675 Raw milk cheese | Seeding 48h 3°C + 2°C / 5-4-4-2-5 4,0 - 2| b
(Camembert)
Fromage au lait cru
5422 | de vache (Tomme de | Raw cow milk cheese | E.coli 026 Ad2675 Raw milk cheese | Seeding 48h 3°C +2°C / 5-4-4-2-5 4,0 + 026 2 |b
Savoie)
Fromage au lait cru
5423 | de chévre (Saint Raw goat milk cheese | E.coli 0103 Ad1773 Cheese Seeding 48h 3°C £ 2°C / 3-4-6-5-0 3,6 + 0103 2| b
Maure de Touraine)
Fromage au lait cru
5424 | de vache Raw cow milk cheese | E.coli 0103 Ad1773 Cheese Seeding 48h 3°C £ 2°C / 3-4-6-5-0 3,6 + 0103 2 1b
(Camembert)
Fromage au lait cru
5425 | de chévre (Selles sur | Raw goat milk cheese | E.coli 0103 Ad1773 Cheese Seeding 48h 3°C £ 2°C / 3-4-6-5-0 3,6 + 0103 210D
Cher)
5426 |Fromageaulaitery g, oe milk cheese | E.coli 0103 Ad1773 Cheese Seeding 48h3°C £2°C | 34650 |36 # | 0103 |2]|b
de brebis (Bethmale)
5427 |Tromageaulaiteru g, oy milk cheese | E.coli 0103 Ad1773 Cheese Seeding 48h 3°C + 2°C / 34650 |36 [ - 2 b
de vache (Rebochon)
5573 | Lait cru de chévre Raw goat milk E.coli 026 Ad2303 Raw milk cheese | Seeding 48h 3°C + 2°C / 4-1-6-5-3 3,8 + 026 2| a
5574 | Lait cru de chévre Raw goat milk E.coli 026 Ad2303 Raw milk cheese | Seeding 48h 3°C + 2°C / 4-1-6-5-3 3,8 + 026 2| a
5575 | Lait cru de chévre Raw goat milk E.coli 0103:H2 1144 Dairy product Seeding 48h 3°C £ 2°C / 4-5-2-5-6 44 + 0103 2 | a
5576 | Lait cru de chévre Raw goat milk E.coli 0103:H2 1144 Dairy product Seeding 48h 3°C + 2°C / 4-5-2-5-6 44 + 0103 2 | a
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5577 | Lait cru de vache Raw cow milk E.coli 026 Ad2303 Raw milk cheese | Seeding 48h 3°C + 2°C / 4-1-6-5-3 3,8 + 026 2 | a
5578 |Laitcrudevache | Raw cow milk E.coli 026 Ad2303 Raw milk cheese | Seeding48h3°C+2°C | |/ 41653 | 38 | M'C))(1(0°3§6’ 2 | a
5579 | Lait cru de vache Raw cow milk E.coli 0103:H2 1144 Dairy product Seeding 48h 3°C £ 2°C / 4-5-2-5-6 44 + 0103 2| a
5580 | Lait cru de vache Raw cow milk E.coli 0103:H2 1144 Dairy product Seeding 48h 3°C £ 2°C / 4-5-2-5-6 44 + 0157 2 ] a
5581 | Lait cru de brebis Raw ewe milk E.coli 026 Ad2303 Raw milk cheese | Seeding 48h 3°C + 2°C / 4-1-6-5-3 3,8 + 026 2| a
5582 | Lait cru de brebis Raw ewe milk E.coli 026 Ad2303 Raw milk cheese | Seeding 48h 3°C + 2°C / 4-1-6-5-3 3,8 + 026 2 | a
5583 | Lait cru de brebis Raw ewe milk E.coli0103:H2 1144 Dairy product Seeding 48h 3°C £ 2°C / 4-5-2-5-6 44 + 0103 2 | a
5664 g’l’;:l‘; germees | sprouts (Alfalfa) E.coli O157:H7 Ad573 Faeces Seeding 48h 3°C £ 2°C I |1919-1420414 | 172] = 3| a
5665 ((Z?;Tf‘:j germees | sprouts (Alfalfa) E.coli O157:H7 Ad573 Faeces Seeding 48h 3°C + 2°C 19191420414 | 172] - 3| a
5666 ((::é':se)s 9ermees | sprouts (Radish) E.coli O157:H7 Ad573 Faeces Seeding 48h 3°C + 2°C /| |[1919-142014 172+ | 0157 |3 | a
sp67 | rainesgermees g o e (Lentils) E.coli O157:H7 Ad582 Faeces Seeding 48h 3°C £ 2°C | |2422116-16-25|206| + | 0157 |3 | a
(Lentilles, poireaux)
Graines germées
sggg | (Haricots mungo, | Sprouts (Mung beans, | = . 157147 agse2 Faeces Seeding 48h 3°C + 2°C || 2420161625 | 206 | - 3| a
pois chiches, leek)
poireaux)
5852 | Lait cru de brebis Raw ewe milk E.coli 0111:H8 593-95 Dairy product Seeding 48h 3°C £ 2°C / 5-2-5-0-5 3,4 + 0111 2 | a
5853 | Lait cru de brebis Raw ewe milk E.coli 0145 Ad2310 Dairy product Seeding 48h 3°C £ 2°C / 2-2-3-6-6 3,8 + 0145 2 | a
sg54 | romageaulaiteru g, oot milk cheese | Ecoli O157:H7 Adess | roMMeNtal | geeding4gh3ec £ 2C | 23444 |34| + | ot |2 |0
de chévre sample
Fromage au lait cru
5855 | de chévre Raw goat milk cheese | E.coli O111:H8 593-95 Dairy product Seeding 48h 3°C £ 2°C / 5-2-5-0-5 3,4 - 2 1b
(Rocamadour)
Fromage au lait cru
5856 | de vache (Beaumont | Raw cow milk cheese | E.coli 0145 Ad2310 Dairy product Seeding 48h 3°C £ 2°C / 2-2-3-6-6 3,8 + 0145 2 |b
de Savoie)
sg57 | romageaulaitoru g, cow milk cheese | Ecoi O157:H7 Adess | roMMeNl | geading agh3sc £ 20C | 23444 |34 % | o157 |2|b
de vache (Comté) sample
sg58 | fomageaulaiteru g, owe milk cheese | EcoiO111:H8593-95 | Dairyproduct | Seeding 48h 3°C £ 2°C / 52505 |34 # | OoM1 [2|b
de brebis (Roquefort)
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5859 . Raw ewe milk cheese | E.coli 0145 Ad2310 Dairy product Seeding 48h 3°C £ 2°C / 2-2-3-6-6 3,8
de brebis (Roquefort)

sggo | romageaulaiteru oo oo ik cheese | Ecoli O157:H7 Adess | EVironmental | g o ing 48h 3°C £ 2°C / 23444 | 34
de brebis (Roquefort) sample
Fromage au lait cru . , . . . o R

5861 de brebis (Roquefort) Raw ewe milk cheese | E.coli O111:H8 593-95 Dairy product Seeding 48h 3°C + 2°C / 5-2-5-0-5 34
Fromage au lait cru . , . . o o

5862 de brebis (Roquefort) Raw ewe milk cheese | E.coli 0145 Ad2310 Dairy product Seeding 48h 3°C + 2°C / 2-2-3-6-6 38

6230 | Radis préts a croquer | Radish E.coli 0103 Ad1772 Clinical Seeding 48h 3°C £ 2°C / 1-1-2-2-2 1,6
Mélange asiatique

6231 | (carottes, chou bainc, | Vegetable mix E.coli0103 Ad1772 Clinical Seeding 48h 3°C £ 2°C / 1-1-2-2-2 1,6
poireai, coriandre)

6232 | Carottes nantaises Carrots E.coli 0103 Ad1772 Clinical Seeding 48h 3°C £ 2°C / 1-1-2-2-2 1,6

g233 | Duo carottes Roots and carrots E.coli 0103 Ad1772 Clinical Seeding 48h 3°C + 2°C / 141222 | 16
betteraves
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Appendix 4 — Sensitivity study: raw data

Bold typing: artificially inoculated samples

Detection results:

m: minoritary level of target analyte

M: maijoritary level of target analyte

P: pure culture level of target analyte

112 50% level of target analyte

d: doubtful colonies

(x): number of colonies in the plate if few colonies
- no typical colonies but presence of background microflora
st: plate without any colony

PA: positive agreement

NA: negative agreement

ND: negative deviation

PD: positive deviation

PPNA: positive presumptive negative agreement
PPND : positive presumptive negative deviation

* DNA extract dilution d 1/10

Chr: CHROMagar STEC
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Pall Genedisc Technologies

RAW BEEF MEATS

Reference method : ISO/TS 13136
Confirmation >
o (]
Sa,r\lnople (FreFr)mrc?: l:]c;tme) Product PCR result e Alternative Final result Global result {1;:3’ =
Chr protocols confirmation o
Stxt | Stx2 | eae | 026 | 0103 | 0111 | O145 | 0157 | STec | ToX | CT-SMAC ) CT-RMAC Global
Result Result | Serogroup result Serogroup
3934 | Tournedos de boeuf Raw beef trim - - / / / / / - / 11 a
3935 | Faux filet Raw beef trim - - / / / / / - / 11 a
3936 | Rumsteack Raw beef trim - - / / / / / - / 11 a
3937 | Steack haché Raw beef trim - 22,28 | 23,73 - - 22,21 0145 / / / / 0145 + 0145 1| a
3938 | Bifteck Raw beef trim - - / / / / / - / 11 a
3939 | Bavette d'aloyau Raw beef trim - - / / / / / - / 1| a
4172 | Tournedos Frozen beef trim - - / / / / / - / 11 a
4173 | Steak de bosuf Frozen beef trim - - / / / / / - / 11 a
4174 | Bavette Frozen beef trim - - / / / / / - / 11 a
4175 | Jarret de bosuf Frozen beef trim - - / / / / / - / 11 a
4176 | Viande a bourguignon Frozen beef trim - - / / / / / - / 1] a
5129 | Steack haché de boeuf Ground beef - - 22,06 / / / / / - / 1] a
5130 | Steack haché de boeuf Ground beef - - - / / / / / - / 11 a
5131 | Steack haché de boeuf Ground beef 22,26 - 22,08 22,18 - - 0103 / / / / 0103 + 0103 1] a
5132 | Steack haché de beeuf Ground beef - 22,39 | 21,22 - - 2107 | 0157 / / / / 0157 + 0157 1| a
5133 | Steack haché de boeuf Ground beef - - - / / / / / - / 11 a
5134 | Steack haché de boeuf Ground beef - - / / / / / - / 11 a
5135 | Steack haché de beeuf Ground beef - - / / / / / - / 11 a
5777 | Steack de boeuf Beef trim - - / / / / / - / 1] a
5778 | Rumsteak Beef trim - - / / / / / - / 1] a
5779 | Rumsteak Beef trim - - / / / / / - / 11 a
5780 | Faux filet Beef trim - - - / / / / / / 11 a
3945 | Effeuillé de charolais surgelé | Frozen beef trim i~ | 16,64 | 20,07 - - 18,66 0157 / / / / 0157 0157 11D
3946 | Tournedos surgelé Frozen beef trim - - / / / / / - / 11b
3947 | Bavette d'aloyau surgelée Frozen beef trim - - / / / / / - / 11b
3948 | Steack haché surgelé Frozen ground beef - 17,19 | 19,73 - - 19,18 0157 / / / / 0157 + 0157 11D
3949 | Steack haché surgelé Frozen ground beef 19,85 | 18,95 | 22,33 - - - 21,09 0157 / / / / 0157 + 0157 11D
3950 | Viande hachée surgelée Frozen ground beef - 27,68 | 30,17 - - 29,05 - 0145 / / / / 0145 + 0145 11D
3951 | Viande hachée surgelée Frozen beef trim - - / / / / / - / 11b
3952 | Steack haché surgelé Frozen ground beef - - / / / / / - / 11b
3953 | Steack haché surgelé Frozen ground beef - 22,38 / / / / / - / 11b
3954 | Pavé de beeuf surgelé Frozen beef trim - - / / / / / - / 11b
3955 | Pavé de beeuf surgelé Frozen beef trim - - / / / / / - / 11b
3956 | Carpaccio de boeuf surgelé Frozen beef trim - - / / / / / - / 11b
5140 | Steak haché de beeuf surgelé | Frozen ground beef - - - / / / / / - / 11b
5141 | Steak haché de beeuf surgelé | Frozen ground beef - 2551 | 22,19 - - - 2414 - / / / / 0145 + 0145 11b
5142 | Steak haché de beeuf surgelé | Frozen ground beef 19,27 - 19,01 | 18,41 - - - - 026 / / / / 026 + 026 11D
5143 | Steak haché de beeuf surgelé | Frozen ground beef 20,78 - 20,25 | 20,08 - - 39,23 026 (0157) - / - (0157) 026 + 026 11b
5144 | Bavette surgelée Frozen beef trim - - - / / / / / / 11b
5145 | Steak surgelé Frozen beef trim 24,27 - 23,48 | 23,28 - - 026 / / / / 026 026 11D
5146 | Faux filet surgelé Frozen beef trim - - - / / / / / - / 11b
* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

RAW BEEF MEATS

Reference method : ISO/TS 13136¢
Confirmation >
Sample Product PCR It IMS S| 8
Nop (French name) Product resu Alternative Final result Global result %’ =
Chr protocols confirmation o
Stxt | Stx2 | eae | 026 | 0103 | 0111 | 0145 | o157 | STEC | TBX | CT-SMAC | CT-RMAC Global
Result Result | Serogroup result Serogroup

5147 | Rumsteack surgelé Frozen beef trim - 30,77 | 30,1 - - 29,27 | 38,22 - 0145 / / - (0157) + 0145 + 0145 11D
5772 | Tournedos surgelé nature Frozen beef trim - - - / / / / / - / 11D
5773 | Faux filet surgelé Frozen beef trim iI~* | 16,54 | 16,15 - - 17,47 0145 / / / / + 0145 + 0145 11b
5774 | Entrecéte surgelée Frozen beef trim - - - / / / / / - / 11b
5775 | Rumsteak surgelé Frozen beef trim il-* | 15,63 | 15,63 - - 16,5 0145 / / / / + 0145 + 0145 11D
5776 ‘S’La;;gfé:achee de boeuf Frozengroundbeef | 18,15 | 192 | 18,41 - 1993 0111 / / / / + | ot + o111 |1 |b
3949 | Brochette debeeutala Seasoned beef -] / / / / / : / 1] ¢

provengale
3941 | Carpaccio de beeuf (pesto) Marinated beef 29,69 | 28,37 | 29,95 - - 29,41 0157 / / / + 0157 + 0157 11 ¢
3042 | Carpaccio debaeuf(citron o peef R / / / / / : / 1] ¢

vert/menthe)
3943 | Carpaccio de beeuf (basilic) | Marinated beef - - / / / / / - / 11]c¢c
3944 | Beeuf mariné Marinated beef - - / / / / / - / 11c¢
5136 | Beeuf haché "tex mex" Seasoned ground heef - - - / / / / / - / 1]¢
5137 | Beeuf haché holognaise Seasoned ground beef 33,82 - 31,79 32,05 - - 0103 / / / / + 0103 + 0103 11 ¢
5138 | Beeuf haché a la tomate Seasoned ground beef - 17,24 | 16,2 - - 16,2 0157 / / / / + 0157 + 0157 11 ¢
5139 | Beeuf haché a I'oignon Seasoned ground beef - - - / / / / / - / 1]¢
5238 | Beeuf a I'échalotte Marinated beef trim iI-* | 24,23 | 23,77 - - 22,714 | 0157 - / / / + 0157 + 0157 11]c¢
5239 | Beeuf mariné piment/tabasco | Marinated beef trim - 16,68 | 9,67 - - 15,81 0157 / / / + 0157 + 0157 1] ¢
5240 | Carpaccio citron vert/menthe | Marinated beef trim - 24,96 | 23,18 - - 23,53 0157 - / / / + 0157 + 0157 11 ¢
5781 | Rumsteak au poivre Marinated bheef trim - - - / / / / / - / 1]1c¢
5782 | Rumsteak a I'échalotte Marinated beef trim - - / / / / / - / 11¢
6240 qupagcp de boaut, huile de Marinated Carpaccio - - / / / / / - / 11c¢

noix, vinaigre
6241 glia:lrgacmo de boeuf, parmesan, Marinated Carpaccio - - / / / / / - / 11 ¢
6242 | Steak haché a la tomate Tomato ground beef - - / / / / / - / 1] ¢
6243 | Steak haché a l'oignon Onions ground beef - - / / / / / - / 1]1c¢
6244 | Haché de beceuf bolognaise Seasoned beef - - / / / / / - / 1]1c¢
6245 Carpaccp de ,bO.BUf pesto Marinated Carpaccio - - / / / / / - / 11]¢c

rouge, huile d'olive
6246 | Steak haché a l'oignon Onions ground beef - - / / / / / - / 1]1c¢
6247 Qarpacmo de boeuf marinade Marinated Carpaccio - - / / / / / - / 11c¢

pistou
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RAW BEEF MEAT (8 h incubation time)

Relfgz)elr.;_;eg: ;E?d : Alternative method: GeneDisc® Plate STEC method
Final result =
Sample | . . . . . GeneDisc® STEC | Adreement | g, | o
N° roduct Global result GeneDisc® Plate STEC GeneDisc® Plate EHEC 51D Final result Final result Final result | Final result all +GeneDisc® EHEC GeneDisc® | & | =
Final result PCR direct IMS Alternative | confirmatory 51D STEC8h | ©
Final streaking protocol tests +GeneDisc®
Global eae | 0157 |stx1|stx2| IC H7 0103 | O111 | O145 | 026 IC Global EHEC 5ID
result Serogroup result result Serogroup
3934 | Raw beef trim - / 2931309 | 00 [30.8]|320]| + 31.2 0.0 0.0 0.0 0.0 20.7 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 1] a
3935 | Raw beef trim / 00|00 ]00]00]37 0.0 0.0 0.0 0.0 0.0 290.8 - - / NA 1] a
3936 | Raw beef trim / 36.3] 00 | 0000312 0.0 0.0 0.0 37.8 0.0 20.7 - - / NA 1] a
3937 | Raw beef trim + 0145 00 ] 00 | 00]00]33] - 0.0 0.0 0.0 0.0 0.0 30.3 - - - - / ND 1] a
3938 | Raw beef trim / 286 | 00 | 0.0 |326(319| + 0.0 0.0 0.0 30.5 0.0 30.1 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1] a
3939 | Raw beef trim / 0.0 0.0 | 0.0 | 0.0 |329 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/29.3 i/- - - / NA 1] a
4172 | Frozen beef trim / 0.0 0.0 | 0.0 | 0.0 | 31.1 0.0 0.0 0.0 0.0 0.0 29.7 - - / NA 1] a
4173 | Frozen beef trim / 0.0 00 | 00| 0.0 |322 0.0 0.0 0.0 0.0 0.0 30.5 - - / NA 1] a
4174 | Frozen beef trim / 0.0 | 0.0 | 0.0 | 0.0 |320 0.0 0.0 0.0 0.0 0.0 30.3 - - / NA 1] a
4175 | Frozen beef trim / 00| 00 ]00]0.0]35 0.0 0.0 0.0 0.0 0.0 30.3 - - / NA 1] a
4176 | Frozen beef trim / 00| 00 ] 00]0.0]319 0.0 0.0 0.0 0.0 0.0 30.4 - - / NA 1] a
STEC O157:H7
5129 | Ground beef / 259|290 | 00 [29.2|319| + 239 | 297 0.0 20.4 0.0 29.7 STEC 0103 STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 1| a
STEC 0145
5130 | Ground beef / 23.7| 00 [ 247] 00 [315| + 26.3 0.0 0.0 0.0 26.4 30.4 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 1] a
5131 Ground beef + 0103 204 | 00 | 214] 00 [313] + 0.0 23.8 0.0 0.0 0.0 29.5 STEC 0103 STEC 0103 | STEC 0103 STEC 0103 + 0103 PA 1] a
5132 | Ground beef + 0157 0.0 0.0 | 0.0 | 0.0 | 32.1 - 0.0 0.0 0.0 0.0 0.0 29.8 - - - - / ND 1] a
5133 | Ground beef / 235| 0.0 |245]| 00 | 315 + 0.0 0.0 0.0 0.0 25.8 30.1 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 1] a
5134 | Ground beef / 215] 0.0 | 225 0.0 | 323 + 237 | 245 0.0 0.0 0.0 30.1 STEC 0103 STEC 0103 | STEC 0103 STEC 0103 + 0103 PD 1] a
5135 | Ground beef / 264|276 00 [280(315| + [ 206 | 00 | 00 | 257 | 00 | 301 | SECOWINT ISTEC 0157 | STECO167 STECO17 | STECOts7 | + | 0167 PD 1| a
5777 | Beef trim / 196 | 0.0 | 0.0 [221]323| + 26.1 0.0 0.0 21.6 0.0 29.5 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1] a
5778 | Beef trim / 0.0 00 | 00| 0.0 |316 0.0 0.0 0.0 0.0 0.0 29.6 - - - / NA 1] a
5779 | Beef trim / 0.0 00 | 00| 0.0 |314| - 0.0 0.0 0.0 0.0 0.0 30.2 - - - - / NA 1] a
5780 | Beef trim - / 210 00 | 0.0 | 228|316 | + 0.0 0.0 0.0 224 0.0 29.8 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1] a
3945 | Frozen beef trim + 0157 261|288 | 0.0 [29.6|328| + 28.8 0.0 0.0 0.0 0.0 30.5 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 11b
3946 | Frozen beef trim - / 00| 00 ] 00]0.0]316 0.0/0.0 | 0.0/0.0 { 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/30.0 il- - - / NA 11b
3947 | Frozen beef trim - / 00| 00 ] 00]0.0]332 0.0 0.0 0.0 0.0 0.0 30.7 - - / NA 11b
3948 | Frozen ground beef + 0157 00| 00 ] 00]0.0]316 0.0 0.0 0.0 0.0 0.0 30.4 - - / ND 11D
3949 | Frozen ground beef + 0157 00| 00 ]00]00]37 23.2 0.0 0.0 271 0.0 29.9 - - / ND 11b
3950 | Frozen ground beef + 0145 0.0 00 | 00| 0.0 313 0.0 0.0 0.0 0.0 0.0 29.7 - - / ND 11D
3951 Frozen beef trim - / 0.0 00 | 00| 0.0 1315 0.0 0.0 0.0 0.0 0.0 29.3 - - / NA 11D
3952 | Frozen ground beef / 0.0 | 00 | 00| 0.0 |323| - 34.8 0.0 0.0 0.0 0.0 30.0 - - / NA 11D
3953 | Frozen ground beef / 279| 00 | 0.0 |302(319| + 273 | 326 0.0 0.0 0.0 30.6 STEC 0103 - - / PPNA 110D
3954 | Frozen beef trim / 0.0 | 0.0 | 0.0 | 0.0 | 32.1 0.0 0.0 0.0 0.0 0.0 29.9 - - / NA 110D
3955 | Frozen beef trim / 00| 00 ] 00] 0.0 305 0.0 0.0 0.0 0.0 0.0 30.1 - - / NA 11b
3956 | Frozen beef trim / 00| 00 ] 00]0.0330 0.0 0.0 0.0 0.0 0.0 30.4 - - / NA 11b
5140 | Frozen ground beef - / 00| 00 | 00 ] 00311 - 33.7 0.0 0.0 0.0 0.0 29.3 - - / NA 11b
5141 Frozen ground beef + 0145 198 | 00 | 0.0 | 218|308 | + 0.0 0.0 0.0 0.0 0.0 30.7 - STEC 0145 | STEC 0145 STEC 0145 - / ND 11b
5142 | Frozen ground beef + 026 28.7| 00 [291] 00 [31.0| + 0.0 0.0 0.0 0.0 30.6 29.8 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PA 110D
5143 | Frozen ground beef + 026 230 | 00 [ 244] 00 [309| + 0.0 0.0 0.0 0.0 26.3 29.8 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PA 110D
5144 | Frozen beef trim - / 23.7| 00 [253] 00 [318| + 0.0 0.0 0.0 0.0 25.9 30.0 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 110D
5145 | Frozen beef trim + 026 0.0 0.0 | 0.0 | 0.0 | 320 0.0 0.0 0.0 0.0 0.0 29.3 - - - / ND 110D
5146 | Frozen beef trim - / 0.0 00 | 00 | 0.0 |31.1 - 0.0 0.0 0.0 0.0 0.0 29.9 - - - - / NA 110D
5147 | Frozen beef trim + 0145 208 | 0.0 | 0.0 [231 312 + 0.0 0.0 0.0 222 0.0 29.0 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PA 11b
5772 | Frozen beef trim - / 241] 0.0 | 23.6 [ 258|317 + 0.0 0.0 25.2 0.0 0.0 30.0 STEC 0111 STEC 0111 | STEC O111 STEC 0111 + 0111 PD 11D
5773 | Frozen beef trim + 0145 00| 00 ]00] 001315 0.0 0.0 0.0 0.0 0.0 290.9 - - - / ND 11D
* Analyses performed according to the COFRAC accreditation
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RAW BEEF MEAT (8 h incubation time)

Relfggalr.ln_;e;;\: ;E?d : Alternative method: GeneDisc® Plate STEC method
. Finalresult |, 18|
a'r\lnop ® | Product Global result GeneDisc® Plate STEC GeneDisc® Plate EHEC 51D Final result | . Final result | Final result all | SeNeDISCOSTEC | 0 eDisco | & =
. inal result . . +GeneDisc® EHEC ©
Final result PCR dlregt IMS Alternative | confirmatory 51D STEC _8h o
Final streaking protocol tests +GeneDisc®

Global eae | 0157 | stx1|stx2| IC H7 0103 | O111 | O145 | 026 IC Global EHEC 5ID

result Serogroup result result Serogroup
5774 | Frozen beef trim - / 245| 00 | 2441264311 | + 0.0 0.0 26.0 0.0 0.0 29.7 STEC 0111 STEC 0111 | STEC O111 STEC 0111 + 0111 PD 11D
5775 | Frozen beef trim + 0145 302 | 00 | 00 |323]|310] + 0.0 0.0 0.0 3141 0.0 29.7 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PA 11D
5776 | Frozen ground beef + 0111 212| 00 | 2751290 | 31.7| + 0.0 0.0 28.3 0.0 0.0 29.3 STEC 0111 STEC 0111 | STEC O111 STEC 0111 + 0111 PA 11D
3940 | Seasoned beef - / 00| 00 ]00]00]39 0.0 0.0 0.0 0.0 0.0 30.3 - - - / NA 1]c¢c
3941 | Marinated beef + 0157 00| 00 ]00]0.0]39 0.0 0.0 0.0 0.0 0.0 29.9 - - / ND 11c¢
3942 | Marinated beef - / 00 ] 00 | 00]00[33] - 0.0 0.0 0.0 0.0 0.0 290.7 - - - - / NA 11c¢
3943 | Marinated beef - / 261] 0.0 | 00 [287318]| + 0.0 0.0 0.0 27.8 0.0 30.2 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 11c¢
3944 | Marinated beef - / 2941310 130.0[303|318]| + 30.5 0.0 0.0 0.0 0.0 29.7 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 11c¢
5136 | Seasoned ground beef - / 215| 0.0 | 226| 0.0 | 321 + 0.0 0.0 0.0 0.0 24.0 30.0 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 11c¢
5137 | Seasoned ground beef + 0103 246 | 0.0 | 25.7| 00 | 316 + 0.0 27.6 0.0 0.0 0.0 29.5 STEC 0103 STEC 0103 | STEC 0103 STEC 0103 + 0103 PA 1]c¢
5138 | Seasoned ground beef + 0157 220|241 | 00 [243|316| + 242 0.0 0.0 0.0 0.0 290.7 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 11c¢
5139 | Seasoned ground beef - / 202|226 | 00 [236313]| + 234 0.0 0.0 0.0 0.0 30.4 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 11c¢
5238 | Marinated beef trim + 0157 230253 | 00 [257 313 + 25.5 0.0 0.0 0.0 0.0 29.6 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 11c¢
5239 | Marinated beef trim + 0157 2311255 | 00 [269 311 + 25.7 0.0 0.0 0.0 0.0 29.2 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 11c¢
5240 | Marinated beef trim + 0157 239262 | 00 [26.7 317 + 26.8 0.0 0.0 0.0 0.0 29.6 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 11c¢
5781 | Marinated beef trim - / 250| 0.0 | 252 (268|319 + 0.0 0.0 26.1 0.0 0.0 29.2 STEC O111 STEC O111 | STEC O111 STEC O111 + 0111 PD 11c¢
5782 | Marinated beef trim - / 225| 0.0 | 00 [251 318 + 0.0 0.0 0.0 24.9 0.0 29.0 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 11c¢
6240 | Marinated Carpaccio / 00| 00 ]00]00][35 0.0 0.0 0.0 0.0 0.0 29.8 - - / NA 11c¢
6241 | Marinated Carpaccio - / 00| 00 | 0.0 ] 0.0 |32.1 - 0.0 0.0 0.0 0.0 0.0 29.3 - - / NA 1]c¢
6242 | Tomato ground beef - / 296 | 0.0 | 00 [ 318|324 + 0.0 0.0 0.0 0.0 0.0 29.5 - - / NA 1]c¢
6243 | Onions ground beef - / 0000 ]00]00]|3N7 0.0 0.0 0.0 0.0 0.0 29.6 - - / NA 1]c¢
6244 | Seasoned beef - / 00| 00 ] 00]0.0320 29.0 0.0 0.0 0.0 0.0 29.6 - - / NA 1]c¢
6245 | Marinated Carpaccio - / 0.0 | 0.0 | 0.0 0.0]316 0.0 0.0 0.0 0.0 0.0 29.7 - - / NA 1]1c¢
6246 | Onions ground beef - / 00|00 ]00]00]|3n7 0.0 0.0 0.0 0.0 0.0 29.6 - - / NA 11c¢
6247 | Marinated Carpaccio - / 00| 00 ]00]0.0]38 0.0 0.0 0.0 0.0 0.0 28.8 - - / NA 11c¢
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RAW BEEF MEAT (8 h incubation time)

Re:g’g;}f{g:g:ﬁ" ' Alternative method: GeneDisc® Plate STEC method
Final result ~ Agreement | _
: . GeneDisc® STEC | GeneDisc® | 6 | o
Savele product Global result STEC.& Sumonlis o GeneDisc® Plate EHEC 5ID Finalresult . | Finalresuit "o " | & Saimonellaspp.  STEC& £ S
: . direct | "2 TESUL L Ajternative 2 +GeneDisc® EHEC | Salmonella = O
Final result PCR . IMS confirmatory
Salmo- | stx1 Final streaking protocol tests 51D spp. 8h
Global eae | 0157 nella | six 2 IC result H7 0103 | O111 | O145 | 026 IC Global +GeneDisc®
result | S°rogroup result | S¢°9UP | EpEC 51D
3934 Raw beef trim - / 2831303 | 0.0 [30.1 308 + 31.2 0.0 0.0 0.0 0.0 29.7 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 1] a
3935 Raw beef trim - / 0.0 | 0.0 0.0 0.0 | 30.8 - 0.0 0.0 0.0 0.0 0.0 29.8 - - - / NA 1] a
3936 Raw beef trim - / 33.7| 0.0 0.0 0.0 | 30.8 - 0.0 0.0 0.0 37.8 0.0 29.7 - / NA 1] a
3937 Raw beef trim + 0145 00 | 0.0 0.0 0.0 | 30.7 - 0.0 0.0 0.0 0.0 0.0 30.3 - - - - / ND 1] a
3938 Raw beef trim - / 283 | 0.0 00 [299 318 + 0.0 0.0 0.0 30.5 0.0 30.1 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1] a
3939 Raw beef trim - / 00 | 0.0 0.0 0.0 | 33.0 - 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/29.3 - - - - / NA 1] a
4172 Frozen beef trim - / 00 | 0.0 0.0 0.0 | 311 - 0.0 0.0 0.0 0.0 0.0 29.7 - / NA 1] a
4173 Frozen beef trim - / 0.0 | 0.0 0.0 0.0 1308 - 0.0 0.0 0.0 0.0 0.0 30.5 - / NA 1] a
4174 Frozen beef trim - / 0.0 | 0.0 0.0 0.0 | 32.0 - 0.0 0.0 0.0 0.0 0.0 30.3 - / NA 1] a
4175 Frozen beef trim - / 0.0 | 0.0 0.0 0.0 | 30.6 - 0.0 0.0 0.0 0.0 0.0 30.3 - / NA 1] a
4176 Frozen beef trim - / 00 | 0.0 0.0 0.0 | 304 - 0.0 0.0 0.0 0.0 0.0 30.4 - / NA 1] a
STEC 0145
5129 Ground beef - / 255|284 | 00 [283|306| + 239 | 29.7 0.0 204 0.0 29.7 STEC 0157 STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 1] a
STEC 0103
5130 Ground beef - / 234 | 0.0 00 245 303 + 26.3 0.0 0.0 0.0 26.4 304 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 1] a
5131 Ground beef + 0103 20.6 | 0.0 00 209 30.6 + 0.0 23.8 0.0 0.0 0.0 29.5 STEC 0103 STEC 0103 | STEC 0103 STEC 0103 + 0103 PA 1] a
5132 Ground beef + 0157 00 | 0.0 0.0 0.0 | 30.0 0.0 0.0 0.0 0.0 0.0 29.8 - - - - / ND 1] a
5133 Ground beef - / 238 | 0.0 00 [245 30.6 0.0 0.0 0.0 0.0 25.8 30.1 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 1] a
5134 Ground beef - / 212 | 0.0 00 [22.1 306 237 | 245 0.0 0.0 0.0 30.1 STEC 0103 STEC 0103 | STEC 0103 STEC 0103 + 0103 PD 1] a
5135 | Ground beef : / 2611271 | 00 266 305 + | 276 00 00 | 257 | 00 | 301 ggg 81;? STEC 0157 | STEC 0157 | STEC 0157 | STECO157 | + | 0157 PD 1] a
5777 Beef trim - / 19.9 | 0.0 00 212 31.0 + 26.1 0.0 0.0 21.6 0.0 29.5 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1] a
5778 | Beef trim - / 00/ 00| 00 [ 00[300 - | 00 | 00 | 00 | 00 | 00 | 296 - - - - / NA 1 a
5779 Beef trim - / 00 | 0.0 0.0 0.0 | 30.6 - 0.0 0.0 0.0 0.0 0.0 30.2 - - - - / NA 1] a
5780 Beef trim - / 204 | 0.0 00 [218 304 | + 0.0 0.0 0.0 224 0.0 29.8 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1] a
3945 Frozen beef trim 0157 260 | 286 | 00 |[27.7|318| + 28.8 0.0 0.0 0.0 0.0 30.5 STEC 0157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 11b
3946 Frozen beef trim - / 0.0 | 0.0 0.0 0.0 | 30.5 - 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/0.0 | 0.0/30.0 il- - - - / NA 11D
3947 Frozen beef trim - / 0.0 | 0.0 0.0 0.0 | 319 - 0.0 0.0 0.0 0.0 0.0 30.7 - / NA 11D
3948 Frozen ground beef + 0157 0.0 | 0.0 0.0 0.0 | 315 - 0.0 0.0 0.0 0.0 0.0 304 - / ND 11D
3949 Frozen ground beef + 0157 00 | 0.0 0.0 0.0 | 30.7 - 23.2 0.0 0.0 271 0.0 29.9 - / ND 11b
3950 Frozen ground beef + 0145 00 | 0.0 0.0 0.0 | 311 - 0.0 0.0 0.0 0.0 0.0 29.7 - / ND 11b
3951 Frozen beef trim - / 00 | 0.0 0.0 0.0 | 29.8 - 0.0 0.0 0.0 0.0 0.0 29.3 - / NA 11b
3952 Frozen ground beef - / 00 | 0.0 0.0 0.0 | 295 - 348 0.0 0.0 0.0 0.0 30.0 - / NA 11b
3953 Frozen ground beef - / 274 | 0.0 00 292 294 + 27.3 32.6 0.0 0.0 0.0 30.6 STEC 0103 - / PPNA 11D
3954 Frozen beef trim - / 0.0 | 0.0 0.0 0.0 | 30.5 - 0.0 0.0 0.0 0.0 0.0 29.9 - / NA 11D
3955 Frozen beef trim - / 0.0 | 0.0 0.0 0.0 | 30.6 - 0.0 0.0 0.0 0.0 0.0 30.1 - / NA 11D
3956 Frozen beef trim - / 00 | 0.0 0.0 0.0 | 30.0 - 0.0 0.0 0.0 0.0 0.0 304 - / NA 11 b
5140 Frozen ground beef - / 00 | 0.0 0.0 0.0 | 31.0 - 33.7 0.0 0.0 0.0 0.0 29.3 - - / NA 11 b
5141 Frozen ground beef + 0145 210 | 0.0 00 215308 + 0.0 0.0 0.0 0.0 0.0 30.7 - STEC 0145 | STEC 0145 STEC 0145 - / ND 11 b
5142 Frozen ground beef + 026 289 | 0.0 00 291316 + 0.0 0.0 0.0 0.0 30.6 29.8 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PA 11 b
5143 Frozen ground beef + 026 232 | 0.0 00 |251 303 + 0.0 0.0 0.0 0.0 26.3 29.8 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PA 11D
5144 Frozen beef trim - / 242 | 0.0 00 249 318 + 0.0 0.0 0.0 0.0 25.9 30.0 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 11D
5145 Frozen beef trim + 026 0.0 | 0.0 0.0 0.0 |30.7 - 0.0 0.0 0.0 0.0 0.0 29.3 - - - - / ND 11D
5146 Frozen beef trim - / 00 | 0.0 0.0 0.0 | 33.0 - 0.0 0.0 0.0 0.0 0.0 29.9 - - - - / NA 11 b
5147 Frozen beef trim + 0145 210 | 0.0 00 219 30.3 + 0.0 0.0 0.0 222 0.0 29.0 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PA 11 b
5772 Frozen beef trim - / 239 | 0.0 0.0 [235 30.1 + 0.0 0.0 25.2 0.0 0.0 30.0 STEC 0111 STEC 0111 | STEC 0111 STEC 0111 + 0111 PD 11 b
5773 Frozen beef trim + 0145 0.0 | 0.0 0.0 0.0 |30.7 - 0.0 0.0 0.0 0.0 0.0 29.9 - - - - / ND 11D
5774 Frozen beef trim - / 246 | 0.0 00 243 30.1 + 0.0 0.0 26.0 0.0 0.0 29.7 STEC 0111 STEC 0111 | STEC 0111 STEC 0111 + 0111 PD 11D
* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

RAW BEEF MEAT (8 h incubation time)

Re:eslglq_t;e 1";:;22(’ ' Alternative method: GeneDisc® Plate STEC method
Finalresult | Agreement | _
; . GeneDisc® STEC | GeneDisc® | s | o
Sam0e proguct Global result STEcéegle'f,ﬁo@nZ',fatipp GeneDisc® Plate EHEC 5ID Finalresult . | Finalresuit "o " | & Saimonellaspp.  STEC& £ S
: . direct a reSUt | Alternative 2 +GeneDisc® EHEC | Salmonella | S
Final result PCR . IMS confirmatory
Salmo- | stx1 Final streaking protocol tests 51D spp. 8h
Global eae | 0157 nella | six 2 IC result H7 0103 | O111 | O145 | 026 IC Global +GeneDisc®
result | SerO9rOUP result S°T°9"°P EHEC 51D
5775 | Frozen beef trim + 0145 300 00 | 0.0 |30.7 305 + 0.0 0.0 0.0 3141 0.0 29.7 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PA 11b
5776 | Frozen ground beef + 0111 2711 00 | 00 |26.7(301| + 0.0 0.0 28.3 0.0 0.0 29.3 STEC O111 STEC 0111 | STEC 0111 STEC O111 + 0111 PA 11b
3940 | Seasoned beef - / 00 00| 00 |00 310 - 0.0 0.0 0.0 0.0 0.0 30.3 - - - / NA 1]¢c
3941 | Marinated beef + 0157 00 00| 00 | 00307 - 0.0 0.0 0.0 0.0 0.0 29.9 - / ND 1]¢
3942 | Marinated beef - / 00 00| 00 |00 311 - 0.0 0.0 0.0 0.0 0.0 29.7 - - - - / NA 1]¢
3943 | Marinated beef - / 261| 00 | 00 [279(313| + 0.0 0.0 00 | 278 0.0 30.2 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1]¢
3944 | Marinated beef - / 295|318 | 00 [297(302| + 30.5 0.0 0.0 0.0 0.0 29.7 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 1]¢
5136 | Seasoned ground beef - / 213| 00 | 00 [227(306| + 0.0 0.0 0.0 0.0 24.0 30.0 STEC 026 STEC 026 | STEC 026 STEC 026 + 026 PD 1]¢c
5137 | Seasoned ground beef + 0103 2441 00 | 00 [ 253(308| + 0.0 27.6 0.0 0.0 0.0 29.5 STEC 0103 STEC 0103 | STEC 0103 STEC 0103 + 0103 PA 1]¢c
5138 | Seasoned ground beef + 0157 2171237 | 00 [232(300]| + 242 0.0 0.0 0.0 0.0 29.7 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 11¢c
5139 | Seasoned ground beef - / 206|227 | 00 [221{302| + 234 0.0 0.0 0.0 0.0 30.4 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PD 1]¢
5238 | Marinated beef trim + 0157 233|253 | 00 |[245(300]| + 25.5 0.0 0.0 0.0 0.0 29.6 STEC 0157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 1]¢
5239 | Marinated beef trim + 0157 233|254 | 00 |251{305| + 25.7 0.0 0.0 0.0 0.0 29.2 STEC 0157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 1]¢
5240 | Marinated beef trim + 0157 2371257 | 00 |257(305| + 26.8 0.0 0.0 0.0 0.0 29.6 STEC O157:H7 | STEC 0157 | STEC 0157 STEC 0157 + 0157 PA 1]¢c
5781 | Marinated beef trim - / 251] 00 | 00 248|307 | + 0.0 0.0 26.1 0.0 0.0 29.2 STEC O111 STEC 0111 | STEC 0111 STEC O111 + 0111 PD 1]¢c
5782 | Marinated beef trim - / 228| 00 | 00 [ 243(300]| + 0.0 0.0 00 | 249 0.0 29.0 STEC 0145 STEC 0145 | STEC 0145 STEC 0145 + 0145 PD 1]¢c
6240 | Marinated Carpaccio - / 0000 ] 00 | 00299 - 0.0 0.0 0.0 0.0 0.0 29.8 - - / NA 1]¢c
6241 | Marinated Carpaccio - / 00 00| 00 | 00300 - 0.0 0.0 0.0 0.0 0.0 29.3 - / NA 1]¢c
6242 | Tomato ground beef - / 292| 00 | 00 [308|296| + 0.0 0.0 0.0 0.0 0.0 29.5 - / NA 1]¢
6243 | Onions ground beef - / 00 00| 00 | 00300 - 0.0 0.0 0.0 0.0 0.0 29.6 - / NA 1]¢
6244 | Seasoned beef - / 0000 ] 00 | 00303 - 29.0 0.0 0.0 0.0 0.0 29.6 - / NA 11¢c
6245 | Marinated Carpaccio - / 00 00| 00 | 00307 - 0.0 0.0 0.0 0.0 0.0 29.7 - / NA 11¢c
6246 | Onions ground beef - / 0000 ] 00 | 00299 - 0.0 0.0 0.0 0.0 0.0 29.6 - / NA 11¢c
6247 | Marinated carpaccio - / 0.0 | 0.0 00 | 0.0 307, - 0.0 0.0 0.0 0.0 0.0 28.8 - / NA 1] ¢
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Pall Genedisc Technologies

RAW BEEF MEAT (8h incubation time)

Relf;ge;ll_t;e1r21e ;gfd : Alternative method: GeneDisc® Plate STEC method
PCR result - it
Inal resu
Samol Global result GeneDisc® Plate STEC TOP7 GeneDisc® z
H [¢b]
amf ® | Product eae Final result | _. Final result floaljeetl STEC TOP7 Agreerpent I S
eae direct Final result Alternative all GeneDisc® s
045 | st 1- | ©€ae ga;nm eae | epsilon streaking IMS protocol confirmator STEC TOP7
Giobal | 0103 | 0111 | 0145 | 0157 | 026 | >0 | %" | theta | (f, | beta | (045- | IC | Final resu ytests | Global | ¢ 8h
result | S®709"UP ©111)| ™ | (026) | 0103 - result | Serogroup
0157) 0121)
3934 | Raw beef trim : / 00 | 00 | 00 [ 307 00 | 00 | 304 | 00 | 288 | 00 | 00 | 321 | STEC O157 %EE? SoT1§(7; STECO157 | + | 0157 PD 1| a
3935 | Raw beef trim : ] 00 | 00 | 00 ] 00| 00001 00/ 00 00 |00 00 |316 g g : / NA T | a
3936 | Raw beef trim : / 00 | 00 [ 360 00 | 00 | 00 | 00 | 00 | 339 | 00 | 00 | 326 § : / NA 1 | a
3937 | Raw beef trim n 0145 00 | 00 | 00 000000001 00 00 |00 00 |327 g § : / ND 1 | a
3938 | Raw beef trim : / 00 | 00 [308 00 | 00 | 00 | 296 | 00 | 279 | 00 | 00 | 319 | STEC 0145 %Tﬁg SoT1§(5: STECO145 | + | 0145 PD 1| a
3939 | Raw beef trim : ] 00 | 00 | 00 | 00 | 00 ] 00 ] 00 ] 00 | 00 | 00 | 00 | 344 ; § : ] NA 1 | a
4172 | Frozen beef trim : / 00 | 00 ] 00 | 00 ] 00 ] 0000 00 | 00 |00 00 |313 ; : / NA 1 | a
4173 | Frozen beef trim : / 00 | 00 | 00 | 00 ] 00 ] 00 ] 00 00 | 00 |00 00 |39 ; : / NA 1 | a
4174 | Frozen beef trim : / 00 | 00 ] 00 | 00 ] 00 ] 00 ] 00 00 | 00 |00 00 |312 ; : / NA 1 | a
4175 | Frozen beef trim : / 00 | 00 | 00 [ 0000001001 00 00 |00 00 |312 g : / NA 1 | a
4176 | Frozen beef trim : / 00 | 00 | 00 10000001001 00 00 |00 00 |306 g g : / NA 1 | a
5129 | Ground beef : / 215 | 00 | 216 285 | 00 | 00 |24 | 264 | 200 | 00 | 00 |07 |gECOMH | SIEC | STEC . | stecots7 | + | ofer PD 1| a
5130 | Ground beef : ] 00 | 00 | 00 | 00 [T2427 00 | 244 | 00 | 00 [2380 00 | 31.6 | STEC 026 | STEC 026 | STEC 026 STECO26 | + 026 PD 1 | a
5131 | Ground beef s 0103 [ 219 00 | 00 | 00 | 00 | 00 [205] 00 | 00 | 00 [ 210 | 308 | STEC 0103 %E%g SOTE)% STECO103 | + | 0103 PA 1| a
5132 | Ground beef n 0157 00 | 00 | 00 | 00 ] 00 ] 001 00 ] 00 | 00 |00 00 | 313 § § § : / ND 1 | a
5133 | Ground beef : / 00 | 00 | 00 | 00 2487 00 [72387 00 | 00 [2427 00 | 31.3 | STECO2 | STEC 026 | STEC 026 STECO%6 | + 026 PD 1 | a
5134 | Ground beef ] / 217100 [ 00 ] 00| 00|00 |211] 00 | 00 | 00 | 218 | 317 | STECO103 %E%g %Tﬁ)g STECO103 | + 0103 PD 1 |a
STECO145 | STEC STEC STEC
5135 | Ground beef i / 00 | 00 {279 | 27.4| 00 | 00 | 259 | 00 | 257 | 00 | 00 | 316 |S1=g ot | PTES o | STECOMST |+ | Ots7 PD 1| a
5777 | Beef trim i / 00 | 00 224 00 | 00 | 00 | 206 | 00 [ 190 | 00 | 00 | 314 | STEC 0145 %Tﬁg %Eg STECO145 | + | 0145 PD 1| a
5778 | Beef trim : ] 00 | 00 | 00 | 00 00001 00 ] 00| 00 [ 00 00 |30 g g : ] NA T 1 a
5779 | Beef trim : / 00 | 00 | 00 100000000 00 00 |00 00 |312 § g : / NA 1 | a
5780 | Beef trim : / 00 | 00 [ 226 00 | 00 | 00 [208| 00 | 207 | 00 | 00 | 310 |STECOMs| SEE | SIEP STECOM5 | + | o5 PD 1| a
3945 | Frozen beef trim s 0157 00 | 00 | 00 2821 00 | 00 | 270 | 00 | 256 | 00 | 00 | 315 | STEC O157 %Tg; %EE? STECO157 | + | 0157 PA 1| b
3946 | Frozen beef trim : ] 00 | 00 | 00 ] 00 | 00 ] 00 00 ] 00 | 00 | 00| 00 | 309 § § : / NA T 1o
3947 | Frozen beef trim : / 00 | 00 | 00 | 00 ] 00 ] 0000 00 | 00 |00 00 |37 § : / NA 1 b
3048 | Frozen ground beef n 0157 00 | 00 [ 00 000000001 00 00 |00 00 |35 g : / ND 1 b
3949 | Frozen ground beef n 0157 00 | 00 [ 288100 | 00 | 00 ] 00 ] 00 | 00 |00 00 |30 g : / ND 1 b
3950 | Frozen ground beef n 0145 00 | 00 [ 00 1000000100 00 00 [00] 00 |35 g : / ND 1 b
3951 | Frozen beef trim : / 00 | 00 [ 00 10000001001 00 00 [00] 00|38 g : / NA 1 b
3952 | Frozen ground beef : / 00 | 00 [ 00 00000000 00 00 |00 00 |330 § : / NA 1 b
3953 | Frozen ground beef : / 307 ] 0.0 | 00 | 00 | 00 | 00 | 289 | 299 | 00 | 285 | 00 | 325 § § § : / NA 1 b
3954 | Frozen beef trim : / 00 | 00 | 00 |00 ] 0000001 00 00 |00 00 | 329 § : / NA 1 b
3955 | Frozen beef trim : / 00 | 00 | 00 | 00 ] 00 ] 00 ] 00 00 | 00 |00 00 |326 § : / NA 1 b
3956 | Frozen beef trim : / 00 | 00 | 00 ] 00 ] 00 ] 0000 00 | 00 |00 00 |320 § : / NA 1 b
5140 | Frozen ground beef . / 00 | 00 [ 00 000000100 00 00 [00] 00312 i : / NA 1 b
* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

RAW BEEF MEAT (8h incubation time)

Relfggelr.:_t;e:;e ;2?" : Alternative method: GeneDisc® Plate STEC method
PCR result - it
Inal resu
Sarmp Global result GeneDisc® Plate STEC TOP7 GeneDisc® z
H [¢b]
an,\}f ® | Product eae Final result | _. Final result floaljeetl STEC TOP7 Agreerpent I E
eae direct Final result Alternative all GeneDisc® s
045- | stx 1- | S2¢ ga;n "] eae epsilon streaking e protocol BRI LA STEC TOP7
Giobal | 0103 | 0111 | 0145 | 0157 | 026 | >0 | %" | theta | (f, | beta | (045- | IC | Final resu ytests | Gobal | ¢ 8h
result | S®709"UP ©111)| ™ | (026) | 0103 - result | Serogroup
015 0121)
5141 | Frozen ground beef s 0145 00 | 00 220 00 | 00 | 00 | 207 | 00 [ 199 | 00 | 00 | 307 | STEC 0145 %Eg ‘Zﬂi? STECO145 | + | 0145 PA 1] b
5142 | Frozen ground beef n 026 00 | 00 | 00 | 00 2927 00 | 287 | 00 | 00 [2937 00 | 315 | STECO2 | STEC 026 | STEC 026 STECO26 | + 026 PA T 1o
5143 | Frozen ground beef n 026 00 | 00 | 00 | 00 | 243 | 00 | 239 | 00 | 00 [238 | 00 | 31.2 | STECO26 | STEC 026 | STEC 026 STECO26 | + 026 PA 1 b
5144 | Frozen beef trim g / 00 | 00 | 00 | 00 | 249 | 00 | 243 | 00 | 00 1239 00 | 326 | STECO26 | STEC 026 | STEC 026 STECO26 | + 026 PD 1 b
5145 | Frozen beef trim n 026 00 | 00 | 00 100 00001 00 00 00 |00 00 |38 i i i : / ND 1 b
5146 | Frozen beef trim : / 00 | 00 | 00 1000000001 00 00 |00 00 |312 g g : / NA 1 b
5147 | Frozen beef trim s 0145 00 | 00 | 225 00 | 00 | 00 | 213 | 00 | 204 | 00 | 00 | 315 | STEC 0145 %Tﬁg Sonlg STECO145 | + | 0145 PA 1 | b
5772 | Frozen beef trim : / 00 | 245 | 00 | 00 | 00 | 00 [230 | 250 | 00 | 00 | 00 |313[sTECOt11| GIEC | SFEC STECO111 | + | 0111 PD 1 |b
5773 | Frozen beef trim n 0145 | 00 | 00 | 00 | 00 | 00 00 00| 00 | 00 | 00| 00 |310 g g : / ND T b
5774 | Frozen beef trim i / 00 | 253 | 00 | 00 | 00 | 00 | 244 | 263 | 00 | 00 | 00 | 309 |STECO111 %Tﬁ? %Tﬁf STECOM1 | + | o1 PD 1| b
5775 | Frozen beef trim s 0145 00 | 00 [ 322 00 | 00 | 00 | 303 | 00 [ 300 | 00 | 00 | 316 | STEC 0145 %Tﬁg Sonlg STECO145 | + | 0145 PA 1] b
5776 | Frozen ground beef s 0111 00 | 276 | 00 | 00 | 00 | 00 | 266 | 283 | 00 | 00 | 00 | 317 |STEC 0111 %Tﬁ? %Tﬁ? STECON1 | + | O PA 1] b
3940 | Seasoned beef : ] 00 | 00 | 00 | 00 | 00 | 365] 00 | 00 | 00 |00 | 00 | 328 § g : / NA T 1o
3941 | Marinated beef n 0157 | 00 | 00 | 00 | 00 | 00 [ 00 |00 00 | 00 | 00| 00 |320 § : / ND 1 1o
3942 | Marinated beef : / 00 | 00 | 00 1000000007 00 00 |00 00 |324 § g : / NA 1 1o
3943 | Marinated beef . / 00 | 00 [280 00 | 00 | 00 | 274 | 00 | 258 | 00 | 00 | 320 | STECO145 %Eﬁg %Tﬁg STECO145 | + 0145 PD 1| ¢
3944 | Marinated beef : / 00 | 00 | 00 [ 318 00 | 00 | 296| 00 | 303 | 00 | 00 |313 [sTECOIST | S | DT STECO157 | + | o157 PD 1|
5136 | Seasoned ground beef | - ] 00 | 00 | 00 | 00 2287 00 | 219 | 00 | 00 [2197 00 | 316 | STECO2 | STEC 026 | STEC 026 STECO%6 | + 026 PD T o
5137 | Seasoned ground beef | + 0103 [ 259 | 00 | 00 | 00 | 00 | 341|248 | 00 | 00 | 00 | 249 | 315 | STEC 0103 %E%g %T1%(3: STECO103 | + 0103 PA 1|
5138 | Seasoned ground beef | + 0157 00 | 00 | 00 | 238 00 | 00 | 229 00 | 216 | 00 | 00 | 316 | STECO157 %Tg %Té? STECO157 | + 0157 PA 1 |e
5139 | Seasoned ground beef | - / 00 | 00 | 00 2281 00 | 00 | 219 | 00 | 206 | 00 | 00 | 317 | STEC O157 %Tg; %EE? STECO157 | + | 0157 PD 1] ¢
5238 | Marinated beef trim s 0157 00 | 00| 00 | 250 00 | 384 [ 243 00 | 228 | 00 | 00 | 318 | STEC O157 %EE; %ZE(; STECO157 | + 0157 PA 1|
5239 | Marinated beef trim s 0157 00 | 00| 00 | 254 | 00 | 00 [240 00 | 228 | 00 | 00 | 314 | STEC O157 %TE? %EE? STECO157 | + 0157 PA 1|
5240 | Marinated beef trim s 0157 00 | 00 | 00 [ 2641 00 | 00 | 254 | 00 | 240 | 00 | 00 | 308 | STEC O157 %ﬁ%‘; %E';? STECO157 | + | 0157 PA 1] ¢
5781 | Marinated beef trim i / 00 | 253 | 00 | 00 | 00 | 377 | 246 | 258 | 00 | 00 | 00 | 307 |STECO111 SOTﬁ? %Tﬁ? STECOM1 | + | o1 PD 1] ¢
5782 | Marinated beef trim ] / 00 | 00 | 252 00 | 00 | 00 [240 | 00 | 229 | 00 | 00 | 310 | STEC 0145 %Tﬁg %ng STECO145 | + 0145 PD 1|
6240 | Marinated Carpaccio . ] 00 | 00 ] 00 | 00 ] 00001 00 ] 00| 00 |00 00 | 328 § g : / NA T ¢
6241 | Marinated Carpaccio : / 00 | 00 | 00 ] 00 ] 00 ] 0000 00 | 00 |00 00 |37 § : / NA 1 ¢
6242 | Tomato ground beef : / 00 | 00 | 00 | 00 | 00 ] 00 |308] 00 | 00 | 00 | 304 | 3.7 § : / NA 1 ¢
6243 | Onions ground beef : / 00 | 00 | 00 | 00 ] 00001001 00 | 00 |00 00 |39 § : / NA 1 ¢
6244 | Seasoned besf : / 00 | 00 | 00 | 00 ] 00 ] 00 ] 00 00 | 00 |00 00 | 340 § : / NA 1 ¢
6245 | Marinated Carpaceio : / 00 | 00 | 00 | 00 ] 00 ] 0000 00 | 00 |00 367|319 ; : / NA 1 ¢
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Pall Genedisc Technologies

RAW BEEF MEAT (8h incubation time)

Reference method : : . -
ISO/TS 13136* Alternative method: GeneDisc® Plate STEC method
PCR result - it
inal resu
Samol Global result GeneDisc® Plate STEC TOP7 GeneDisc® z
H [
amf © | Product eae Final result | _. Final result floaljeetl STEC TOP7 Agreerpent 3 S
eae direct Final result Alternative _aII GeneDisc® s
045- | stx 1- | S2¢ ga;n " | eze | epsibon streaking L protocol | cOMirmator STEC TOP7
Global S 0103 | O111 | 0145 | O157 | 026 01211 2 theta (0145 beta | (045-| IC | Final result ytests | Global S 8h
result | S®709"UP (0111) | '™ | (026) [ 0103 - result | S€rogroup
0157) 0121)
6246 | Onions ground beef - / 00 | 00 | 00 | 00 ] 00| 00 ] 00 0.0 0.0 0.0 00 | 316 - - / NA 1 c
6247 | Marinated Carpaccio - / 00 | 00 ] 00| 00 ] 00 ] 00 ] 00 0.0 0.0 0.0 00 | 316 - - / NA 1 c
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Pall Genedisc Technologies

RAW BEEF MEAT (20 h incubation time)

Relfggaﬁge;;e ;2?(’ ' Alternative method: GeneDisc® Plate STEC method
s PCR Result Final result Agreement | 5| o
"N | Product Global GeneDisc® Plate STEC GeneDisc® Plate EHEC 5ID Final result Final result | Final result all | Sone SCOSTEE | GeneDisc® | &
result . . : : . +GeneDisc® EHEC T
Final result direct Final result IMS | Alternative | confirmatory 51D STEC + o
Final PCR streaking protocol test GeneDisc®

Global eae | 0157 | stx1 |stx2| IC It H7 | 0103 | 0111 | 0145 | 026 IC Global EHEC 5ID

result Serogroup resu result Serogroup
3934 | Raw beef trim - / 228 | 237 | 0.0 | 237|322 + |240)| 00 | 0.0 | 0.0 | 0.0 | 304 | STECO157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PD 1] a
3935 | Raw beef trim - / 00 00 [ 00 | 00 | 306| - 00 | 00 |00 | 00 00| 00 - - - - / NA 1] a
3936 | Raw beef trim - / 210, 00 | 00 | 00 312 | - 00 | 0.0 | 0.0 | 228 | 0.0 | 30.1 - - - / NA 1] a
3937 | Raw beef trim + 0145 00| 00 | 00 | 00 | 314 | - 00 | 00 | 0.0 | 0.0 | 0.0 | 30. - - - - / ND 1] a
3938 | Raw beef trim - / 1841 00 | 00 [19.7 319 + 00 | 0.0 | 0.0 | 193 0.0 | 30.2 STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
3939 | Raw beef trim - / 00 | 00 [387] 00 |339]| - 00 | 00|00 | 00 | 00 | 313 - - - - / NA 1] a
4172 | Frozen beef trim - / 00 00 [ 00 | 00 |316]| - 00 | 00 | 00 | 00 | 0.0 | 308 - - - / NA 1] a
4173 | Frozen beef trim - / 0000 |00 ] 00 | 312] - 00 | 00|00 | 00 | 0.0 | 300 - - - / NA 1] a
4174 | Frozen beef trim - / 00 00 | 00 | 00 | 326 - 00 | 00 |00 | 00 | 0.0 | 307 - - - / NA 1] a
4175 | Frozen beef trim - / 00| 00 | 00 | 00 |314| - 00| 00 | 0.0 | 00 | 0.0 | 29.6 - - - / NA 1] a
4176 | Frozen beef trim - / 00| 00| 00 |00 |312] - 00 | 00 | 0.0 | 0.0 | 0.0 | 30.6 - - - - / NA 1] a

STEC 0157:H7
5129 | Ground beef - / 26.0 | 291 | 0.0 | 294 | 315 238 | 29.7 | 00 | 218 | 00 | 30.2 STEC 0103 | STEC 0157 STEC 0157 STEC 0157 | STEC 0157 + 0157 PD 1] a
STEC 0145
5130 | Ground beef - / 226 | 00 | 226 0.0 | 310 226 | 0.0 | 00 | 0.0 [241 307 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PD 1] a
5131 | Ground beef + 0103 179 | 00 | 176 | 0.0 | 316 00 1207 | 0.0 | 0.0 | 0.0 | 30.1 STEC 0103 | STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PA 1] a
5132 | Ground beef + 0157 00 | 00 | 00 | 0.0 | 316 00 | 00 | 00 00 | 0.0 | 308 - - - ND 1] a
5133 | Ground beef - / 230 0.0 /229 00 | 317 00 | 0.0 | 0.0 | 0.0 [ 246 | 307 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PD 1] a
5134 | Ground beef / 202 | 00 | 202 0.0 | 316 204 | 223 | 00 | 0.0 | 0.0 | 30.3 STEC 0103 | STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PD 1] a
5135 | Ground beef : | 266 273 00 |273 | 312 214 | 00 | 00 | 246 00 | 304  SCEOUTH IstEcOts7 | STECO187 STECO157 | + | 0157 D1 a
5777 | Beef trim - / 186 | 00 | 00 [193 323 | + [230| 00 | 00 [ 193 | 00 | 29.2 STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
5778 | Beef trim - / 00 00| 0000|317 - 00| 00| 00 00 | 0.0 | 29.8 - - - - / NA 1] a
5779 | Beef trim - / 00| 00 | 00 | 00 |305| - 00 | 00 | 0.0 | 0.0 | 0.0 | 29.6 - - - - / NA 1] a
5780 | Beef trim / 175 | 00 | 00 [20.0 325 + 00 | 0.0 | 0.0 | 19.7 | 0.0 | 294 STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
3945 | Frozen beef trim + 0157 172|181 | 00 | 191 321 | + 188 | 0.0 | 0.0 | 0.0 | 0.0 | 299 | STECO157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11b
3946 | Frozen beef trim - / 00 00 |00 ] 00 |317| - 00 | 00 |00 | 00 | 0.0 302 - - - - / NA 11b
3947 | Frozen beef trim - / 00 00 |00 ] 00 | 310| - 00 | 00 | 0.0 | 0.0 | 0.0 | 30.1 - - - / NA 11b
3948 | Frozen ground beef + 0157 00| 00 | 00 | 00 |318| - 00| 00| 00 00 0.0 | 302 - - - / ND 11 b
3949 | Frozen ground beef + 0157 00| 00|00 |00 320, - 206 00| 00 |241] 00 | 300 - - - / ND 11 b
3950 | Frozen ground beef + 0145 0.0 | 00 | 00 | 0.0 | 31.1 - 00 | 00| 00 00 | 0.0 | 300 - - - / ND 11 b
3951 | Frozen beef trim - / 00 | 00 | 00 | 00 | 308 - 00| 00| 00 00 00 | 297 - - - / NA 11 b
3952 | Frozen ground beef - / 00 00 |00 |00 (309 - [237] 00|00 00| 00 305 - - - - / NA 11b
3953 | Frozen ground beef - / 237 | 00 | 0.0 /250|306 + |226|275| 0.0 | 00 | 0.0 | 30.0 STEC 0103 - - - - - / PPNA 11b
3954 | Frozen beef trim - / 00 00 |00 ] 00 307]| - 00 | 00 | 00 | 00 | 0.0 | 304 - - - - / NA 11D
3955 | Frozen beef trim - / 00| 00 | 00 | 00 |315| - 00 | 0.0 | 0.0 | 0.0 | 0.0 | 30. - - - / NA 11 b
3956 | Frozen beef trim - / 00 | 00 | 00 | 0.0 |307 | - 00 | 00 | 00 | 00 | 0.0 | 302 - - - / NA 11 b
5140 | Frozen ground beef - / 00| 00| 00|00 318 - 24000 | 00 | 00 | 00 | 298 - - / NA 11 b
5141 | Frozen ground beef + 0145 177 00 | 00 | 188 309 | + 00 | 00 | 0.0 [ 186 | 0.0 | 30.1 STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PA 11b
5142 | Frozen ground beef + 026 236 | 00 /233 0.0 | 308 | + 00 | 00 | 0.0 | 00 | 252 | 2938 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PA 11b
5143 | Frozen ground beef + 026 179 | 00 | 176 | 00 | 314 | + 00 | 00 | 0.0 | 0.0 | 195 294 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PA 11b
5144 | Frozen beef trim - / 178 | 00 | 185 00 | 321 + 00 | 00 | 0.0 [ 349 | 19.7 | 299 SSTTIE((:: 5)12465 STEC 026 STEC 026 STEC 026 + 026 PD 110D
5145 | Frozen beef trim + 026 00| 00 | 00 | 00 |315| - 00 | 0.0 | 0.0 | 0.0 | 0.0 | 29.6 - - - - / ND 11 b
5146 | Frozen beef trim - / 00 | 00 | 00 | 00 | 307 - 00 | 00| 00 00 | 0.0 | 303 - - - - / NA 11 b
5147 | Frozen beef trim + 0145 163 | 00 | 00 | 174 | 313 | + 00 | 00 | 0.0 [174 | 0.0 | 299 STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PA 11b
5772 | Frozen beef trim - / 166 | 00 | 16.6 | 182 | 32.6 | + 00 | 00 | 172 | 00 | 0.0 | 29.2 STEC 0111 STEC O111 0111 STEC 0111 + o111 PD 11b
5773 | Frozen beef trim + 0145 00 | 00 | 00 | 0.0 | 321 - 00 | 00 | 0.0 | 00 | 0.0 | 296 - - - - ND 11b
* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

RAW BEEF MEAT (20 h incubation time)

Re;‘;:;;e;;e ;Z?d : Alternative method: GeneDisc® Plate STEC method
s PCR Result Final result Agreement | E| o
amf e Product Global GeneDisc® Plate STEC GeneDisc® Plate EHEC 5ID Final result Final result | Final result all GeneDl§c® IES GeneDisc® | & ,%
result . . . . . +GeneDisc® EHEC ©
Final result direct Final result IMS | Alternative | confirmatory 51D STEC + o
Final PCR streaking protocol test GeneDisc®

Global eae | 0157 | stx1 |stx2| IC It H7 | 0103 | 0111 | 0145 | 026 IC Global EHEC 5ID

result Serogroup resu result Serogroup
5774 | Frozen beef trim - / 16.2 | 0.0 | 15.7 | 17.0 | 32.1 + 00 | 00 [ 172 | 0.0 | 0.0 | 299 STEC 0111 STEC 0111 o111 STEC 0111 + 0111 PD 110b
5775 | Frozen beef trim + 0145 182 | 00 | 00 [188 ] 320 | + 00 | 00 | 0.0 | 191 0.0 | 295 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PA 110b
5776 | Frozen ground beef + o111 178 | 00 | 178 | 191 | 31.7 | + 0.0 | 00 | 188 | 0.0 | 0.0 | 29.2 STEC 0111 STEC 0111 o111 STEC 0111 + o111 PA 11b
3940 | Seasoned beef - / 00 | 00 | 00 | 0.0 | 317 - 00 | 00 | 0.0 | 0.0 | 0.0 | 307 - - - - / NA 1] c
3941 | Marinated beef + 0157 00 | 00 | 00 | 0.0 | 314 - 00 | 00 | 0.0 | 0.0 | 0.0 | 302 - - - - / ND 1] c
3942 | Marinated beef - / 00 | 00 | 00 | 0.0 | 326 - 00 | 00 | 0.0 | 0.0 | 0.0 | 294 - - - - / NA 1] c
3943 | Marinated beef - / 191 00 | 00 [199 | 313 | + 00 | 00 | 0.0 | 19.7] 0.0 | 299 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] c
3944 | Marinated beef - / 252|261 | 250|257 /309 + [248| 0.0 | 00 | 00 | 0.0 | 30.2 | STECO157:H7 - STEC 0157 STEC 0157 + 0157 PD 1] c
5136 | Seasoned ground beef - / 193 00 | 195 0.0 | 31.0 00 | 00 | 0.0 | 0.0 /205 297 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PD 1] c
5137 | Seasoned ground beef + 0103 236 | 0.0 | 237 | 00 | 317 00 [ 262 | 0.0 | 0.0 | 0.0 | 298 STEC 0103 STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PA 1] c
5138 | Seasoned ground beef + 0157 226|230 | 0.0 | 227 | 312 229 | 00 | 00 | 0.0 | 0.0 | 305 | STECO157:H7 | STEC O157 STEC 0157 STEC 0157 + 0157 PA 1] c
5139 | Seasoned ground beef - / 18.2 | 19.0 | 0.0 [19.7 | 31.8 205| 00 | 00 | 0.0 | 0.0 | 31.0 | STECO157:H7 | STEC O157 STEC 0157 STEC 0157 + 0157 PD 1] c
5238 | Marinated beef trim + 0157 21.7 | 226 | 0.0 | 22.8 | 31.1 + [234] 00 ) 00 | 0.0 | 0.0 | 29.8 | STECO157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 1] c
5239 | Marinated beef trim + 0157 181 (188 | 00 [189 | 314 | + 199 00 | 0.0 | 0.0 | 0.0 | 29.8 | STECO157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 1] c
5240 | Marinated beef trim + 0157 16.0 [ 16.8 | 0.0 [172] 309 | + 183 | 0.0 | 0.0 | 0.0 | 0.0 | 29.7 | STEC O157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 1] c
5781 | Marinated beef trim - / 238 | 0.0 | 230|250 327 | + 00 | 00 | 237 | 0.0 | 0.0 | 30.1 STEC 0111 STEC 0111 o111 STEC 0111 + o111 PD 1] c
5782 | Marinated beef trim - / 212] 0.0 | 0.0 | 235|314 | + 00 | 00 | 0.0 | 235 0.0 | 300 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] c
6240 | Marinated Carpaccio - / 00 | 00 | 00 | 0.0 | 323 - 00 | 00 | 0.0 | 0.0 | 0.0 | 295 - - - - / NA 1] c
6241 | Marinated Carpaccio - / 00 | 00 | 00 | 00 | 317 - 00 | 00 | 0.0 | 0.0 | 0.0 | 296 - - - - / NA 1] c
6242 | Tomato ground beef - / 228 | 0.0 | 0.0 | 245|315 | + 00 | 00 | 0.0 | 0.0 | 0.0 | 298 - - - - / NA 1] c
6243 | Onions ground beef - / 00 | 00 | 00 | 0.0 | 308 - 00 | 00 | 0.0 | 0.0 | 0.0 | 290 - - - - / NA 1] c
6244 | Seasoned beef - / 00 | 00 | 00 | 0.0 | 325 - 2121 00 | 00 | 00 | 00 | 0.0 - - - - / NA 1] c
6245 | Marinated Carpaccio - / 00 | 00 | 00 | 0.0 | 327 - 00 | 00 | 0.0 | 0.0 | 0.0 | 305 - - - - / NA 1] c
6246 | Onions ground beef - / 00 | 00 | 00 | 0.0 | 326 - 00 | 00 | 0.0 | 0.0 | 0.0 | 299 - - - - / NA 1] c
6247 | Marinated Carpaccio - / 00 | 00 | 00 | 0.0 | 321 - 00 | 00 | 0.0 | 0.0 | 0.0 | 298 if- - - - / NA 1] c
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Pall Genedisc Technologies

RAW BEEF MEAT (20 h incubation time)

Relf;:)e/r.;.ge;;: ;E?d ’ Alternative method: GeneDisc® Plate STEC method
PCR Result Final result Agreement -

; GeneDisc® STEC & | GeneDisc®
Sa'r\lnople Product Global result STE%egeST;ncﬁ)nZII?;espp GeneDisc® Plate EHEC 5ID Final result Final result | Final result all | Salmonella spp. + STEC & % g
i Final result direct Final result IMS | Alternative | confirmatory | GeneDisc® EHEC | Salmonella | &S |

Final PCR streaking protocol test 51D spp. +

Giobal eae |O157 |six1|stc2 | IC | Na | H7 |0103|0111|0145| 026 | IC Giobal GeneDisc®

result | S°709r0UP result | SSO90UP | EpEc 5D
3934 Raw beef trim - / 28.3130.3 | 0.0 | 30.1]| 30.8 + 240 00 | 00 | 0.0 | 0.0 | 304 STEC O157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PD 1] a
3935 Raw beef trim - / 00 | 00 | 0.0 | 00 | 308 - 00| 00| 00 | 00| 00 0.0 - - - - / NA 1] a
3936 Raw beef trim - / 3371 00 | 0.0 | 0.0 | 30.8 - 00 00| 00 228 ]| 0.0 | 30.1 - - - - / NA 1] a
3937 Raw beef trim + 0145 00 | 00 | 0.0 | 0.0 |30.7 - 00 00| 00| 00| 00| 301 - - - - / ND 1] a
3938 Raw beef trim - / 283 | 00 | 0.0 [ 299 | 31.8 + 00| 00 | 00 [ 193 0.0 | 30.2 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
3939 Raw beef trim - / 00| 00 | 00| 0.0 | 330 - 00] 00| 00 | 00 | 00| 313 - - - - / NA 1] a
3940 Seasoned beef - / 00| 00 | 00| 0.0 | 31.0 - 00] 00| 00 | 00 | 00 | 307 - - - - / NA 11¢c
3941 Marinated beef + 0157 00| 00 | 00| 0.0 |307 - 00] 00| 00 | 00 | 00 | 302 - - - - / ND 11¢c
3942 Marinated beef - / 00| 00 | 00| 0.0 | 31.1 - 00 ] 00| 00 | 00 | 00 | 294 - - - - / NA 11¢c
3943 Marinated beef - / 26.1| 00 [ 0.0 | 279 | 31.3 + 00 ] 00 | 00 [ 19.7 | 00 | 29.9 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PD 11¢c
3944 Marinated beef - / 295 | 318 | 0.0 | 29.7 | 30.2 + 248 | 00 | 00 | 0.0 | 0.0 | 30.2 STEC 0157:H7 - STEC 0157 STEC 0157 + 0157 PD 11 ¢
3945 Frozen beef trim + 0157 26.0 [ 28.6 | 0.0 | 27.7 | 31.8 + 188 | 0.0 | 0.0 | 0.0 | 0.0 | 29.9 STEC 0157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 110D
3946 Frozen beef trim - / 00 | 00 | 0.0 | 0.0 |305 - 00 00| 00| 00| 00| 302 - - - - / NA 110D
3947 Frozen beef trim - / 00 | 00 | 0.0 | 00 | 319 - 00 00| 00| 00 ] 00/ 301 - - - - / NA 110D
3948 Frozen ground beef + 0157 00 | 00 | 00| 00 |315 - 00 00| 00| 00| 00| 302 - - - - / ND 110D
3949 Frozen ground beef + 0157 00| 00 | 00| 0.0 |307 - 206 | 00 | 0.0 | 241 | 0.0 | 30.0 - - - - / ND 110D
3950 Frozen ground beef + 0145 00| 00 | 00| 0.0 | 31.1 - 00] 00| 00 | 00 | 00 | 300 - - - - / ND 110D
3951 Frozen beef trim - / 00| 00 | 00| 0.0 | 298 - 00] 00| 00 | 00 | 00 | 29.7 - - - - / NA 110D
3952 Frozen ground beef - / 00| 00 | 00| 0.0 | 295 - 2371 00 | 0.0 | 0.0 | 0.0 | 305 - - - - / NA 110D
3953 Frozen ground beef - / 274 | 00 | 0.0 [ 292 | 294 + 226|275 | 00 | 0.0 | 0.0 | 30.0 STEC 0103 - - - - - / PPNA 110D
3954 Frozen beef trim - / 00 | 00 | 0.0 | 0.0 | 305 - 00| 00| 00| 00| 00| 304 - - - - / NA 110D
3955 Frozen beef trim - / 00 | 00 | 0.0 | 0.0 | 306 - 00 00| 00| 00| 00/ 301 - - - - / NA 110D
3956 Frozen beef trim - / 00 | 00 | 0.0 | 0.0 |30.0 - 00| 00| 00| 00| 00| 302 - - - - / NA 110D
4172 Frozen beef trim - / 00 | 00 | 00| 00 |311 - 00| 00| 00| 00| 00 | 308 - - - - / NA 1] a
4173 Frozen beef trim - / 00| 00 | 00| 0.0 | 308 - 00] 00| 00 | 00 | 00| 300 - - - - / NA 1] a
4174 Frozen beef trim - / 00| 00 | 00| 0.0 | 320 - 00| 00| 00 | 00 | 00 | 307 - - - - / NA 1] a
4175 Frozen beef trim - / 00| 00 | 00| 0.0 | 306 - 00| 00| 00 | 00 | 0.0 | 296 - - - - / NA 1] a
4176 Frozen beef trim - / 00| 00 | 00| 0.0 |304 - 00| 00| 00 | 00 | 0.0 | 306 - - - - / NA 1] a

STEC O157:H7
5129 Ground beef - / 255 | 284 | 0.0 | 283 | 30.6 + 2381297 | 00 | 218 | 0.0 | 30.2 STEC 0103 STEC 0157 STEC 0157 STEC 0157 | STEC 0157 + 0157 PD 1] a
STEC 0145

5130 Ground beef - / 234 | 00 | 0.0 | 24.5| 30.3 + 226 | 00 | 0.0 | 0.0 | 241 | 307 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PD 1] a
5131 Ground beef + 0103 206 | 0.0 [ 0.0 | 20.9 | 30.6 + 00 |20.7| 00 | 0.0 | 0.0 | 301 STEC 0103 STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PA 1] a
5132 Ground beef + 0157 00| 00 | 00| 0.0 |30.0 - 00| 00| 00 | 00 | 00 | 308 - - - / ND 1| a
5133 Ground beef - / 238 | 00 | 0.0 | 245 | 30.6 + 00| 00 | 00 | 0.0 [246 | 30.7 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PD 1] a
5134 Ground beef - / 212 | 00 | 0.0 | 221 | 30.6 + 2041223 | 00 | 0.0 | 0.0 | 30.3 STEC 0103 STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PD 1] a
5135 | Ground beef : / 261 | 274 | 00 |266|305| + |274| 00 | 0.0 | 246 0.0 | 304 STSI':_I'E(?2)51745H7 STECO157 |  STEC 0157 STECO157 | + 0157 PD 1] a
5136 Seasoned ground beef - / 213 | 0.0 | 0.0 | 22.7 | 30.6 + 00 ] 00 | 00 | 00 [205| 29.7 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PD 11¢c
5137 Seasoned ground beef + 0103 244 |1 00 | 0.0 | 253 | 30.8 + 00 | 262 | 00 | 0.0 | 0.0 | 29.8 STEC 0103 STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PA 11¢c
5138 Seasoned ground beef + 0157 21.7 | 23.7 | 0.0 | 23.2 | 30.0 + 229 00 | 00 | 0.0 | 0.0 | 305 STEC O157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11¢c
5139 Seasoned ground beef - / 206 | 227 | 0.0 | 221 | 30.2 + 205 00 | 00 | 0.0 | 0.0 | 310 STEC O157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PD 11 ¢
5140 Frozen ground beef - / 00 | 00 | 0.0 | 0.0 | 31.0 - 240 00 | 00 | 0.0 | 0.0 | 29.8 - - / NA 11b
5141 Frozen ground beef + 0145 210| 00 | 0.0 | 215 30.8 + 00| 00 | 00 | 186 | 0.0 | 301 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PA 11b
5142 Frozen ground beef + 026 289 | 00 | 0.0 [ 29.1| 31.6 + 00| 00 | 00 | 0.0 [25.2| 298 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PA 11b
5143 Frozen ground beef + 026 232 | 00 | 0.0 | 251 30.3 + 00 ] 00 | 00 | 0.0 [195| 294 STEC 026 STEC 026 STEC 026 STEC 026 + 026 PA 11b

* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

RAW BEEF MEAT (20 h incubation time)

Re;‘;(r)elr.;.ge;:: ;E?d : Alternative method: GeneDisc® Plate STEC method
PCR Result Final result Agreement -

; GeneDisc® STEC & | GeneDisc®
Sa'r\lnople Product Global result STE%eEeS[:IsmcfnTI?;pr GeneDisc® Plate EHEC 5ID Final result Final result | Final result all | Salmonella spp. + STEC & % g
i Final result direct Final result IMS | Alternative | confirmatory | GeneDisc® EHEC | Salmonella | &S |

Final PCR streaking protocol test 51D spp. +

Global eae | O157 | six1|stc2 | IC | o | H7 |0103|0111|0145| 026 | IC Global GeneDisc®

result SHEgE result S EHEC 51D
5144 | Frozen beef trim i / 22| 00 | 00 [249(318| + |00 |00 |00 |349 (197|209 | oiCO% | STECO% | STECOZ STECO2 | + 026 PD 1] b
5145 Frozen beef trim + 026 00 | 00 | 0.0 | 0.0 |30.7 00| 00| 00 ] 00 ] 00| 296 - - / ND 11b
5146 Frozen beef trim - / 00 | 00 | 0.0 | 0.0 | 33.0 - 00| 00| 00 ] 00 ] 00| 303 - - - - / NA 11b
5147 Frozen beef trim + 0145 21.0| 00 | 0.0 | 21.9 | 30.3 + 00 | 00 | 00 [ 174 | 0.0 | 299 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PA 11b
5238 Marinated beef trim + 0157 2331253 | 0.0 [245[300| + |234) 00 | 0.0 | 0.0 | 0.0 | 298 | STECO157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 1]¢c
5239 Marinated beef trim + 0157 2331254 ] 00 | 251 (305| + |199] 00 | 00 | 0.0 | 0.0 | 29.8 | STECO157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11c¢
5240 Marinated beef trim + 0157 237257 | 00 | 257|305| + |183]| 0.0 | 0.0 | 0.0 | 0.0 | 29.7 | STECO157:H7 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11c¢
5772 Frozen beef trim - / 239 | 00 | 00 [235|301 | + 00 | 00 | 172] 00 | 0.0 | 29.2 STEC 0111 STEC 0111 0111 STEC 0111 + 0111 PD 11b
5773 Frozen beef trim + 0145 00 | 00 | 0.0 | 0.0 | 30.7 - 00| 00| 00 ] 00 ] 00| 296 - - - - / ND 1|b
5774 Frozen beef trim - / 246 | 00 | 0.0 | 24.3 | 301 + 00| 00 | 172 | 0.0 | 0.0 | 29.9 STEC 0111 STEC 0111 o111 STEC 0111 + 0111 PD 1|b
5775 Frozen beef trim + 0145 300 | 0.0 | 0.0 |30.7 | 30.5 + 00| 00| 00 | 194 ] 0.0 | 29.5 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PA 1|b
5776 Frozen ground beef + 0111 271 | 00 | 0.0 | 26.7 | 30.1 + 00 | 00 | 188 | 0.0 | 0.0 | 29.2 STEC 0111 STEC 0111 o111 STEC 0111 + 0111 PA 1|b
5777 Beef trim - / 19.9| 0.0 | 0.0 [21.2 | 31.0 + 230 00 | 0.0 [ 193 | 0.0 | 29.2 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1| a
5778 Beef trim - / 00| 00 | 00 ] 0.0 |30.0 0.0 ] 00 ] 00 | 00 ] 00| 298 - - - - / NA 1] a
5779 Beef trim - / 00| 00 | 00| 0.0 |30.6 0.0 ] 00 ] 00 | 00 ] 00 296 - - - - / NA 1] a
5780 Beef trim - / 204 | 0.0 | 0.0 | 21.8 | 304 0.0 ] 0.0 | 00 [19.7] 00 | 294 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
5781 Marinated beef trim - / 251 0.0 | 0.0 | 24.8 | 30.7 0.0 ] 0.0 | 237 0.0 | 0.0 | 301 STEC 0111 STEC O111 0111 STEC 0111 + 0111 PD 11c¢
5782 Marinated beef trim - / 228 | 0.0 | 0.0 | 243 30.0 0.0 ] 0.0 ] 00 [235] 0.0 | 30.0 STEC 0145 STEC 0145 STEC 0145 STEC 0145 + 0145 PD 11c¢
6240 Marinated Carpaccio - / 00 | 00 | 0.0 | 0.0 | 29.9 00| 00| 00 ] 00 ] 00| 295 - - - - / NA 1| ¢
6241 Marinated Carpaccio - / 00 | 00 | 0.0 | 0.0 | 30.0 - 00| 00| 00| 00 ] 00| 296 - / NA 1| ¢
6242 Tomato ground beef - / 292 | 0.0 | 0.0 | 30.8 | 29.6 + 00| 00| 00| 00 ] 00| 298 - - / NA 1| ¢
6243 Onions ground beef - / 00 | 00 | 0.0 | 0.0 | 30.0 00| 00| 00 ] 00 ] 00| 29.0 - - / NA 1| ¢
6244 Seasoned beef - / 00| 00 | 00 ] 0.0 |303 2121 00 | 00 | 00 | 00 | 00 - - / NA 1]¢c
6245 Marinated Carpaccio - / 00100 |00 00307 00100 |00 ] 00100/ 305 - - / NA 1]1c¢
6246 Onions ground beef - / 00| 00 | 00 ] 0.0 |299 0.0 ] 00 ] 00 | 00 ] 00 299 - - / NA 11c¢
6247 Marinated Carpaccio - / 00 1] 0000100307 00100 |00 1] 0000 298 i/- - / NA 1]1c¢
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Pall Genedisc Technologies

RAW BEEF MEAT (20 h incubation time)

Reference method : . . :
ISO/TS 13136° Alternative method: GeneDisc® Plate STEC method
PCR result -
. Final result 5
Samople Product Global result GeneDisc® Plate STEC TOP7 Final result Final result Final result GeneDisc® STEC Agreer{lent g §
N . . . all GeneDisc® | & | —
direct Final result IMS | Alternative fi TOP7 TE O
€3 | . ogamma | €3¢ | €aeepsilon streaking protocol | *°" irmatory STEC
Global | 0103 | O111| 0145 | 0157 | 026 | 045-0121 [ stx 1-2 | theta | S ey o7y | beta | (045-0103 | IC | Final result test  [Giopal s TOP7
result | “°r09"°P (0111) (026)| -0121) result | Serogroup
3934 | Raw beef trim - / 00| 00 | 00 | 244 | 0.0 0.0 23.3 0.0 23.8 0.0 0.0 31.8 | STEC 0157 | STEC 0157 STEC 0157 STEC 0157 + 0157 PD 1] a
3935 | Raw beef trim = / 00| 00| 00|00 |00 0.0 0.0 0.0 0.0 0.0 0.0 31.7 - - - / NA 11a
3936 | Raw beef trim = / 00 | 00 [229| 0.0 |00 0.0 0.0 0.0 217 0.0 0.0 316 - - - / NA 11a
3937 | Raw beef trim + 0145 00 [ 00| 0000 ]00]| 362 0.0 0.0 0.0 0.0 0.0 32.0 - : - / ND 1] a
3938 | Raw beef trim - / 00 | 00 [201 1 00 | 0.0 0.0 18.2 0.0 18.4 0.0 0.0 32.0 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
3939 | Raw beef trim - / 00 | 00| 00 | 00|00 0.0 00 | 00 0.0 0.0 0.0 328 - - - / NA 1] a
4172 | Frozen beef trim - / 00| 00| 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 32.2 - - - / NA 11a
4173 | Frozen beef trim - / 00| 00 | 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 30.7 - - - / NA 11a
4174 | Frozen beef trim = / 00| 00| 00| 0000 0.0 0.0 0.0 0.0 0.0 0.0 31.8 - - - / NA 11a
4175 | Frozen beef trim = / 00| 00| 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 31.6 - - - / NA 11a
4176 | Frozen beef trim - / 00| 00 | 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 31.2 - - - / NA 11a
STEC 0157
5129 | Ground beef - / 2751 00 11221 | 291 | 0.0 0.0 28.1 271 284 0.0 0.0 32.6 | STEC 0103 | STEC 0157 STEC 0157 STEC 0157 | STEC 0157 + 0157 PD 1] a
STEC 0145
5130 | Ground beef - / 00| 00| 00 | 00 |228 0.0 22.2 0.0 0.0 23.2 0.0 31.3| STEC 026 | STEC 026 STEC 026 STEC 026 + 026 PD 1] a
5131 | Ground beef + 0103 188 | 00 | 00 | 0.0 | 0.0 0.0 17.1 0.0 0.0 0.0 18.0 31.9 | STEC 0103 | STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PA 1] a
5132 | Ground beef + 0157 00| 00| 00| 0000 0.0 0.0 0.0 0.0 0.0 0.0 31.6 - - - / ND 11a
5133 | Ground beef - / 001 00 | 00 | 00 [233 0.0 23.0 0.0 0.0 23.8 0.0 31.1| STEC 026 | STEC 026 STEC 026 STEC 026 + 026 PD 1] a
5134 | Ground beef - / 204 | 00 | 00 | 00 |00 0.0 193 0.0 0.0 0.0 20.2 31.6 | STEC 0103 | STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PD 1] a
5135 | Ground beef - / 00 | 00 | 269|267 | 0.0 0.0 257 0.0 25.8 0.0 0.0 31.2 ggg 81% STEC 0157 STEC 0157 STEC 0157 + 0157 PD 1] a
5777 | Beef trim - / 00| 00 11971 00 | 0.0 0.0 17.9 0.0 17.8 0.0 0.0 30.8 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
5778 | Beef trim - / 00| 00| 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 31.1 - - - / NA 11a
5779 | Beef trim - / 00| 00|00/ 00|00 0.0 0.0 0.0 0.0 0.0 0.0 316 - - = / NA 11a
5780 | Beef trim - / 0.0 00 199 | 00 | 0.0 0.0 18.2 0.0 18.7 0.0 0.0 30.7 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PD 1] a
3945 | Frozen beef trim + 0157 00| 00 | 00 | 183 | 0.0 0.0 17.1 0.0 17.5 0.0 0.0 31.6 | STEC 0157 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11b
3946 | Frozen beef trim - / 00| 00|00/ 00|00 0.0 0.0 0.0 0.0 0.0 0.0 31.1 - - - / NA 110b
3947 | Frozen beef trim - / 00| 00|00/ 00|00 0.0 0.0 0.0 0.0 0.0 0.0 316 - - - / NA 110b
3948 | Frozen ground beef + 0157 00 ] 00| 001 00|00 0.0 0.0 0.0 0.0 0.0 0.0 316 - - - / ND 110b
3949 | Frozen ground beef + 0157 00 | 00 | 267 ] 00 |00 0.0 0.0 0.0 0.0 0.0 0.0 31.2 - - - / ND 110b
3950 | Frozen ground beef + 0145 00 ] 00| 001 00|00 0.0 0.0 0.0 0.0 0.0 0.0 31.3 - - - / ND 110b
3951 | Frozen beef trim - / 00| 00 | 00| 0000 0.0 0.0 0.0 0.0 0.0 0.0 31.8 - - - / NA 1T1b
* Analyses performed according to the COFRAC accreditation
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RAW BEEF MEAT (20 h incubation time)

Pall Genedisc Technologies

Relf;:)elr.ll.ge;:: ;E?d : Alternative method: GeneDisc® Plate STEC method
PCR result . =
Sample Product Global result GeneDisc® Plate STEC TOP7 Final result Final esult| FinalTesult | ot STE | Agreement 28
direct | Final result IMS | Alternative £l TOP7 GeneDisc® | 5 | =
eae eae | eae epsilon streakin rotocol | coNfirmatory STEC
Global | ¢ 0103 | 0111 | 0145 | 0157 | 026 | 045-0121 | stx 12 | theta (8?259?8'1"”537) beta | (045-0103 | IC | Final result g P test  [Giopal TOP7
result group (0111) (026)| -0121) result | Serogroup
3952 | Frozen ground beef - / 00|00 ] 00|00 ([00| 00 00 | 00 0.0 0.0 0.0 32.3 - - - / NA T|b
3953 | Frozen ground beef J / 0.0 | 0.0 | 0.0 | 0.0 |00 0.0 0.0 0.0 0.0 0.0 0.0 32.0 - & : - / NA 110D
3954 | Frozen beef trim - / 00 | 00| 00| 00[00]| 00 00 | 00 0.0 0.0 0.0 315 - - - / NA 1]b
3955 | Frozen beef trim - / 00 | 00 | 00 |00 [00]| 00 00 | 00 0.0 0.0 0.0 32.9 - - - / NA 1]b
3956 | Frozen beef trim - / 00 | 00 | 00|00 [00]| 00 00 | 00 0.0 0.0 0.0 32.6 - - - / NA T|b
5140 | Frozen ground beef - / 00 | 00| 00 | 00|00 0.0 00 | 00 0.0 0.0 0.0 316 - - / NA T]b
5141 | Frozen ground beef + 0145 00 | 00 [192 | 00 | 0.0 0.0 17.6 0.0 18.1 0.0 0.0 32.6 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PA 11b
5142 | Frozen ground beef + 026 00| 00| 00 | 00 |239 0.0 234 0.0 0.0 24 1 0.0 31.5| STEC 026 | STEC 026 STEC 026 STEC 026 + 026 PA 11b
5143 | Frozen ground beef + 026 00| 00| 00| 00 |184 0.0 17.6 0.0 0.0 18.6 0.0 32.0| STEC 026 | STEC 026 STEC 026 STEC 026 + 026 PA 11b
5144 | Frozen beef trim : / 00 | 00l 0ol oo l185] 00 | 198 | 00 00 183 00 |324| gres o | STECO26 | STECO2 STECO26 | + 026 PO | 1|b
5145 | Frozen beef trim + 026 00| 00| 00|00 |00 0.0 00 | 00 0.0 0.0 0.0 31.9 - - - / ND T1b
5146 | Frozen beef trim - / 00 | 00 | 00|00 [00]| 00 00 | 00 0.0 0.0 0.0 31.9 - - - / NA 1]0b
5147 | Frozen beef trim i 0145 00 | 00 | 176 | 00 | 0.0 0.0 16.2 0.0 16.2 0.0 0.0 31.7 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PA 11D
5772 | Frozen beef trim - / 00 167 00 | 0.0 | 0.0 0.0 155 | 17.7 0.0 0.0 0.0 30.2 | STEC 0111 | STEC O111 0111 STEC 0111 + o111 PD 11b
5773 | Frozen beef trim + 0145 00 | 00| 00 | 00|00 0.0 00 | 00 0.0 0.0 0.0 31.0 - . - / ND T]b
5774 | Frozen beef trim - / 00 162 | 00 | 0.0 | 0.0 0.0 154 | 17.4 0.0 0.0 0.0 30.8 | STEC 0111 | STEC O111 0111 STEC 0111 + o111 PD 11b
5775 | Frozen beef trim + 0145 00 | 00 195 | 00 | 0.0 0.0 17.8 0.0 18.2 0.0 0.0 30.9 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PA 11D
5776 | Frozen ground beef + o111 00 180 00 | 0.0 | 0.0 0.0 172 | 192 0.0 0.0 0.0 30.9 | STEC 0111 | STEC 0111 o111 STEC 0111 + o111 PA 11b
3940 | Seasoned beef - / 00 | 00 | 00 |00 [00]| 00 00 | 00 0.0 0.0 0.0 32.1 - - - / NA T]c
3941 | Marinated beef + 0157 00 | 00 | 00|00 [00]| 00 00 | 00 0.0 0.0 0.0 314 - - - / ND 1]c
3942 | Marinated beef - / 00 | 00 | 00| 00[00]| 00 00 | 00 0.0 0.0 0.0 31.8 - - - / NA 1]c
3943 | Marinated beef - / 00| 00 198 | 00 | 0.0 0.0 18.3 0.0 19.0 0.0 0.0 31.6 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 + 0145 PD 11]1c
3944 | Marinated beef - / 00| 00 | 00 | 2621 0.0 0.0 24.0 0.0 25.6 0.0 0.0 32.6 | STEC 0157 STEC 0157 STEC 0157 + 0157 PD 11c¢
5136 | Seasoned ground beef - / 00| 00| 00 | 00 [195 0.0 19.0 0.0 0.0 19.8 0.0 31.3| STEC 026 | STEC 026 STEC 026 STEC 026 + 026 PD 11c¢
5137 | Seasoned ground beef i 0103 246 | 00 | 00 | 0.0 |00 33.8 23.1 0.0 0.0 0.0 241 31.9 | STEC 0103 | STEC 0103 | STEC STEC 0103 STEC 0103 + 0103 PA 11c¢
5138 | Seasoned ground beef + 0157 00| 00| 00 [ 2221 0.0 0.0 211 0.0 21.6 0.0 0.0 31.4 | STEC 0157 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11c¢
5139 | Seasoned ground beef - / 00 | 00 | 00 193 0.0 0.0 18.6 0.0 18.6 0.0 0.0 31.7 | STEC 0157 | STEC 0157 STEC 0157 STEC 0157 + 0157 PD 11c¢
5238 | Marinated beef trim + 0157 00| 00| 00 [[227 | 0.0 0.0 22.0 0.0 22.0 0.0 0.0 31.7 | STEC 0157 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11c¢
5239 | Marinated beef trim + 0157 00| 00| 00 190 | 0.0 0.0 18.4 0.0 18.7 0.0 0.0 31.8 | STEC 0157 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11 ¢
5240 | Marinated beef trim + 0157 00| 00 | 00 | 174 | 0.0 0.0 16.6 0.0 16.7 0.0 0.0 31.7 | STEC 0157 | STEC 0157 STEC 0157 STEC 0157 + 0157 PA 11 ¢
5781 | Marinated beef trim - / 00 233 00 | 00 | 0.0 36.8 221 | 239 0.0 0.0 0.0 30.7 | STEC 0111 | STEC 0111 o111 STEC 0111 + o111 PD 11c¢
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RAW BEEF MEAT (20 h incubation time)

Reference method :
ISOITS 13136*
PCR result -
A o
Sample Product Global result GeneDisc® Plate STEC TOP7 Final result Final result | Tinal result Agreement | o | &
N . . . all GeneDisc® | & | —
_ direct Final result IMS | Alternative fi STEC (&)
€€ | aegamma | €3¢ | Sa€ epsilon streaking protocol confirmatory
Global 0103 {0111 0145 | 0157 | 026 | 045-0121 | six 12 | theta | s Ots7) | beta | (045-0103 | IC | Final resul test TOP7
result | Serogroup (0111) (026)| -0121)
5782 | Marinated beef trim - / 00 | 0.0 - 00 | 0.0 0.0 0.0 0.0 30.9 | STEC 0145 | STEC 0145 STEC 0145 STEC 0145 1] ¢
6240 | Marinated Carpaccio = / 00| 00| 00 00|00 0.0 0.0 0.0 0.0 0.0 0.0 32.1 - - - 11c¢
6241 | Marinated Carpaccio = / 00 ] 00| 001 00|00 0.0 0.0 0.0 0.0 0.0 0.0 32.1 - - - 11c¢
6242 | Tomato ground beef = / 00 ] 00| 001 00|00 0.0 229 | 00 0.0 0.0 23.0 33.1 - - - 11c¢
6243 | Onions ground beef = / 00 ] 00| 001 00|00 0.0 0.0 0.0 0.0 0.0 0.0 31.3 - - - 11c¢
6244 | Seasoned beef = / 00| 00| 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 31.8 - - = 1T1c
6245 | Marinated Carpaccio = / 00| 00| 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 32.6 - - - T]c
6246 | Onions ground beef - / 00| 00 | 00| 00100 0.0 0.0 0.0 0.0 0.0 0.0 33.0 - - - T]c
6247 | Marinated Carpaccio - / 00 | 00| 00 | 00|00 0.0 00 | 00 0.0 0.0 0.0 323 il- - - 1T]c
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Reference method : ISO/TS 13136¢
Confirmation >
. ol dq
Sar?ople (PFr?e?nucCr: name) Product PR result = Alternative Final result gmu %’ E
Chr protocols confirmation o
Stxt | St2 | eae | 026 | 0103 | 0111 | 0145 | 0157 | STEC | X | CT-SMAC | CT-RMAC Global | Sero-
Result Result Serogroup
result | group
4136 | Lait cru de vache Raw cow milk 31,06 32,33 | 28,55 | 28,81 - 28,51 - 0103 | - / - + 0103 + 0103 | 2 |a
4177 | Lait cru de vache Raw cow milk 31,45 28,79 | 27,76 | 29,32 - 26,51 | 25,06 - - - - - - / - / 2 |a
4828 | Lait cru de chevre Raw goat milk - - / / / / / - / 2 |a
4829 | Lait cru de chévre Raw goat milk 32,11 | 32,73 24,66 - 25,50 | 31,27 | 0157 - / / / + 0157 + 0157 | 2 |a
4830 | Lait cru de chévre Raw goat milk - / / / / - / 2 |a
4831 | Lait cru de chévre Raw goat milk 26,07 | 26,66 30,71 - 27,05 | 0157 - / / / + 0157 + 0157 | 2 |a
4832 | Lait cru de chévre Raw goat milk 34,24 | 33,36 24,57 - 33,64 | 0157 | - - / -(0103) + 0157 + 0157 | 2 |a
4982 | Lait cru de vache Raw caw milk 32,22 - / / / / / - / 2 |a
4983 | Lait cru de vache Raw caw milk 32,22 | 33,32 33,74 - - - / / -(0103) - / - / 2 |a
5110 | Lait cru de chévre Raw goat milk - / / / / / - / 2 |a
5111 | Lait cru de chévre Raw goat milk / / / / / - / 2 |a
5112 | Lait cru de chévre Raw goat milk - / / / / / - / 2 |a
5573 | Lait cru de chévre Raw goat milk 17,25 16,81 | 17,14 - - 026 / / / / + 026 + 026 2 |a
5574 | Lait cru de chévre Raw goat milk - - / / / / / - / 2 |a
5575 | Lait cru de chévre Raw goat milk 16,50 16,15 16,77 - 0103 / / / / + 0103 + 0103 | 2 |a
5576 | Lait cru de chévre Raw goat milk 21,13 20,84 - 21,42 - - 0103 / / / / + 0103 + 0103 | 2 |a
5577 | Lait cru de vache Raw cow milk 29,56 28,79 | 28,78 - - 39,63 026 - / / -(0145) + 026 + 026 2 |a
+(026) 026 026
5578 | Lait cru de vache Raw cow milk 25,41 24,68 | 24,65 | 27,97 - 31,90 - / - +(0103) + 0103 + 0103 2 |a
(0145)
5579 | Lait cru de vache Raw cow milk 32,71 30,35 31,14 - - / / (0103) - / - / 2 |a
5580 | Lait cru de vache Raw cow milk 31,55 31,09 2042 | - | 3038 S / oy | - / : I 2]
5581 | Lait cru de brebis Raw ewe milk / / / / / - / 2 |a
5582 | Lait cru de brebis Raw ewe milk - - / / / / / - / 2 |a
5583 | Lait cru de brebis Raw ewe milk 16,52 - 16,32 - - 38,66 - - - / (0157) - / - / 2 |a
5852 | Lait cru de brebis Raw ewe milk 18,17 | 15,72 | 12,38 - 16,38 - - 0111 / / / / + 0111 + o111 | 2 |a
5853 | Lait cru de brebis Raw ewe milk 2316 | 23,16 | 23,75 - - 22,33 0145 | |/ / / / + 0145 + 0145 | 2 |a
6093 | Lait cru de vache Raw cow milk - - / / / / / - / 2 |a
6152 | Lait cru de vache Raw cow milk / / / / / - / 2 |a
6234 | Lait de chévre Goat milk / / / / / - / 2 |a
6235 | Lait de brebis Goat milk / / / / / - / 2 |a
6236 | Lait de brebis Ewe milk / / / / / - / 2 |a
6237 | Lait de brebis Ewe milk / / / / / - / 2 |a
6238 | Lait de brebis Ewe milk / / / / / - / 2 |a
6239 | Lait de brebis Ewe milk / / / / / - / 2 |a
4833 | Fromage au lait cru de chévre | Raw goat milk cheese / / / / / - / 2 1b
4834 | Fromage au lait cru de chévre | Raw goat milk cheese - - / / / / / - / 2 |b
4835 | Fromage au lait cru de chévre | Raw goat milk cheese 36,91 | 34,07 / / / / / - / 2 |b
4836 | Fromage au lait cru de chévre | Raw goat milk cheese - - / / / / / - / 2 1b
4837 | Fromage au lait cru de chévre | Raw goat milk cheese / / / / / - / 2 |b
4838 | Fromage au lait cru de chévre | Raw goat milk cheese / / / / / - / 2 |b
* Analyses performed according to the COFRAC accreditation
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RAW DAIRY PRODUCTS

Reference method : ISO/TS 13136*
Confirmation >
Sample | Product PCR It IMS i S| 3
Nop (French name) Product resu Alternative Final result I;Ier;?xllt %’ E
Chr protocols confirmation o
Stx1 | Stx2 | eae | 026 | 0103 | O111 | 0145 | 0157 | STEC TBX | CT-SMAC | CT-RMAC Global | Sero-
Result Result Serogroup result | group
4970 | Fromage au lait cru de brebis | Raw ewe milk cheese 19,74 / / / / / - / 2 |b
4971 | Fromage au lait cru de brebis | Raw ewe milk cheese - / / / / / - / 2 |b
4972 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
4973 | Fromage au lait cru de vache | Raw caw milk cheese / / / / / - / 2 |b
4974 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
4975 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
4976 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
4977 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
4978 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
4979 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
4980 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
5106 | Fromage au lait cru de chévre | Raw goat milk cheese / / / / / - / 2 |b
5107 | Fromage au lait cru de chévre | Raw goat milk cheese / / / / / - / 2 |b
5108 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
5109 | Fromage au lait cru de brebis | Raw ewe milk cheese / / / / / - / 2 |b
Fromage au lait cru de .
5417 chévre (Picodon) Raw goat milk cheese 26,96 | 24,55 | 23,67 | 24,71 | 28,88 - 026 / / / / + 026 + 026 21b
5418 |Tomage au lait cru devache | . cow milk cheese 38,66 I / / / . I |2]b
(Brie de Meaux)
5419 | Fromageaulaitcrudevache | g, cow milk cheese Il / / / : I |2]b
(Comté)
5420 E{]‘;'\‘,‘raege aulait cru de Raw goat milk cheese 28,32 30,71 | 29,76 | 3517 | - | 28,76 | 37,44 . . . +0103 + 0103 + | 0103 |2 b
5421 | Fromageau laitcrudevache | p.\, ooy milk cheese I / / / - I |2|b
(Camembert)
5422 |Fromageau laitcrudevache |, o milk cheese Il / / / : I 2]b
(Tomme de Savoie)
Fromage au lait cru de 010
5423 | chévre (Saint Maure de Raw goat milk cheese 17,04 16,13 17,71 - 38,02 | 0103 3 - - (0157) + 0103 + 0103 | 2 |b
Touraine)
5424 | (oo 0T 2 | Raw cow milk cheese 2413 23,19 u21| - o103 | /| I / / : 0103 + | 0103 |2 b
5425 | Fromage au it cru de Raw goat milk cheese 26,49 28,52 2398 | - o103 | /| I / / : 0103 + | 0103 |2 b
chévre (Selles sur Cher)
Fromage au lait cru de brebis . -(0157) 0157
5426 (Bethmale) Raw ewe milk cheese 29,04 27,51 28,50 - 26,20 | 39,07 | 0103 | - / {(0145) 0145 + 0103 + 0103 (2 |b
5427 Fromage au lait cru de vache Raw cow milk cheese / / / / / - / 2 |b
(Reblochon)
sg54 |©omage aulaitoru de Raw goat milk cheese 2410 | 25,15 3207 | - 2443 | O157 | - | - / (©103) | + 0157 + | o157 |2 b
5g55 | Fromage au lait cru de Raw goat milk cheese ;| / / / : I 2]b
chévre (Rocamadour)
Fromage au lait cru de vache .
5856 (Beaumont de Savoie) Raw cow milk cheese 19,22 | 19,10 | 17,83 - - 17,83 0145 | | / / / + 0145 + 0145 |2 |b
ADRIA Développement 80/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Pall Genedisc Technologies

RAW DAIRY PRODUCTS

Reference method : ISO/TS 13136°¢
Confirmation >
Sample | Product PCR result IMS . , Final S &
N° | (French name) Product Alternative Final result Result L4
Chr protocols confirmation &)
TBX | CT-SMAC | CT-RMAC
Stx1 | Stx2 | eae | 026 | 0103 | 0111 | 0145 | 0157 | STEC R Global | Sero-
esult Result Serogroup
result | group

5857 fég::fge au lait cru de vache | . ow milk cheese = | 1540 | 14,56 A 1716 | 0157 | | / / / + 0157 + | o157 |2 |b

5858 Fromage au lait cru de brebis Raw ewe milk cheese / / / / / - / 21|b
(Roquefort)

5859 Fé‘;;":f;%‘ lait cru de brebis | o, ewe milk cheese 15.96 | 15,54 | 17,41 A N BTV 44 o145 | | / / / + 0145 + | 0145 | 2 |b

5860 | romage aulaitcrude brebis | oo L oo milk cheese ;o / / / : I |21b
(Roquefort)

5861 fé‘;'::gfzft;' lait cru de brebis | ../ ewe milk cheese 21.96 | 2140 | 22,02 - | 2039 o111 | |/ / / / + 0111 + | on1 | 2b

5862 | romage aulaitcru de brebis | o L oo milk cheese 25,48 / / / / / - I | 2]b
(Roquefort)

6006 | Fromage au lait cru de vache | Raw cow milk cheese / / / / / - / 2 1b
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VEGETABLES

Reference method : ISO/TS 13136*
Confirmation >
Sample | Product PCR result IMS i S| 3
Nop (French name) Product Y Alternative Final result gmu %’ E
Chr protocols confirmation o
Stx1 | Stx2 | eae | 026 | 0103 | O111 | 0145 | 0157 | STEC TBX | CT-SMAC | CT-RMAC Global | Sero-
Result Result Serogroup result | group
1733 | Graines germées (Radis) Sprouts (Radish) 32,35 | 32,21 | 30,69 - 30,47 oMt | / / / / + STEC 0111 + O111 |3 |a
1734 | Graines germées (Radis) Sprouts (Radish) - - 36,16 / / / / / - / 3 |a
1735 | Graines germees (Alfalfa, g v (alfalfa, lentils, leeks) 3420 Il / / / : I |3]a
lentilles , poireaux)
1736 | Graines germées (Poireaux) | Sprouts (Leeks) 39,00 / / / / / - / 3 |a
1940 E:fa:lr;:)s germées (Roquettes, Sprouts (Roquette, alfalfa) / / / / / - / 3 la
1941 Gra.ines germees (Alfalfa, Sprouts (Alfalfa, radish, fennel) / / / / / - / 3 |a
radis, fenouil)
1949 |Graines germées (Alfalfa, | g oo (Alfalfa, radish, fennel) Il / / / i I |3]a
radis, fenouil)
1943 | Graines germées (Alfalfa) Sprouts (Alfalfa) / / / / / - / 3 |a
2126 | Graines germées (Alfalfa) Sprouts (Alfalfa) / / / / / - / 3 |a
2127 Gral_nes germees (Alfalfa, Sprouts (Alfalfa, lentils, leeks) / / / / / - / 3 |a
lentilles, poireaux)
212 | Graines germées (Alfalfa, | g o\ 1o (Alfaifa, radish, fennel) 2873 ;| / / / : I |3]a
radis, fenouil)
o129 | Graines germees (Alfalfa, | oo 0 o (Alfalfa, roquette) ;| / / / : I |3]a
roquette)
2490 | Graines germées (Alfalfa) Sprouts (Alfalfa) / / / / / - / 3 |a
2491 | Graines germées (Alfalfa) Sprouts (Alfalfa) / / / / / - / 3 |a
2492 | Graines germées (Alfalfa) Sprouts (Alfalfa) / / / / / - / 3 |a
o493 | Graines germées (Alfalfa, | g0\ o (Alfalfa, radish, fennel) 29,37 Il / / / : I |3]a
radis, fenouil)
2494 Gra|_nes germees (Alfalfa, Sprouts (Alfalfa, lentils, leeks) / / / / / - / 3 |a
lentilles, poireaux)
2495 | Graines germées (Alfalfa, | g 0 o Altaifa, lentils, leeks) 28.30 | 29,54 T 0145 | | / / / + 0145 + | o5 [3]a
lentilles, poireaux)
o496 | Graines germees (Alfalfa, | oo 0 o (Alfalfa, roquette) ;| / / / : I |3]a
roquette)
Mix de graines germées .
3725 (pois verts, lentilles, soja) Sprouts (Green peas, lentils, soy) / / / / / - / 3 |a
3726 | Oraines germées (Alfalfa, o o o (Alfalfa, roquette) Il / / / : I |3]a
roquette)
argy | Craines germées (Alfalfa, | g\ o (Alfalfa, lentils, lecks) Il / / / : I |3]a
lentilles, poireaux)
Graines germées (Alfalfa, .
3728 radis, fenouil) Sprouts (Alfalfa, radish, fennel) 35,75 / / / / / - / 3 |a
3729 Gra.mes germees (Alfalfa, Sprouts (Alfalfa, radish, fennel) / / / / / - / 3]a
radis, fenouil)
ar3p | Graines germées (Alfalfa, | g 0 o Alfaifa, lentils, leeks) ;| / / / : I |3]a
lentilles, poireaux)
* Analyses performed according to the COFRAC accreditation
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VEGETABLES

Reference method : ISO/TS 13136*
Confirmation >
Sample | Product PCR result IMS i S| 4
Nop (French name) Product Y Alternative Final result IIR::;?JIIt %’ E
Chr protocols confirmation o
St | St2 | eae | 026 | 0103 | 0111 | 0145 | o157 | STEC | TBX| CT-SMAC | CT-RMAC Global | Sero-
Result Result Serogroup result | group
373 | Graines germees (Alfalfa, | g to (Alfalfa, roquette) ;| / / / : I |3]a
roquette)
j73p | Graines germees (Alfalfa, | o o o (Alfalfa, lentils, leeks) - Il / / / : I |3]a
lentilles, poireaux)
3733 Graines germées (Alfalfa, Sprouts (Alfalfa, roquette) / / / / / - / 3 la
roquette)
Mix de graines germées .
3734 (Pois verts, lentilles, soja) Sprouts (Green peas, lentils, soy) / / / / / - / 3 |a
3735 | Craines germees (Alfalfa, | g «o (Alfalfa, radish, fennel) ;o / / / : I |3la
radis, fenouil)
3736 Graines germées (Alfalfa, Sprouts (Alfalfa, roquette) / / / / / - / 3 la
roquette)
4713 | Haricot mungo Sprouts 33,77 / / / / / - / 3 |a
4714 | Alfalfa lentilles, poireaux Sprouts - 32,81 / / / / / - / 3 |a
4715 | Alfalfa roquette Sprouts 31,46 35,65 | 28,09 - if-* - 026 - - / + 026 + 026 3 |a
4716 | Alfalfa fines pousses Sprouts 30,27 29,88 | 29,30 - - - 026 - - / + 026 + 026 3 |a
4717 | Alafla radis, fenouil Sprouts - 30,04 / / / / / - / 3 |a
4718 | Alafla radis, fenouil Sprouts 34,44 / / / / / - / 3 |a
4719 | Pousses de haricots mungo | Sprouts - 32,15 / / / / / - / 3 |a
5664 | Graines germées (Alfalfa) Sprouts (Alfalfa) 40,09 35,52 - - 34,31 - - - / - - / - / 3 |a
5665 | Graines germées (Alfalfa) Sprouts (Alfalfa) - 37,88 / / / / - / 3 |a
5666 | Graines germées (Radis) Sprouts (Radish) 38,60 34,83 - - 32,47 - - / - - / - / 3 |a
5667 g;?::::x?e’mees (Lentilles, | gprouts (Lentils) 38,42 37,07 - | 3108 33,75 : : / 0157 + | stEcOts7 | + | o157 |3|a
Graines germées (Haricots
5668 | mungo, pois chiches, Sprouts (Mung beans, leek) 41,07 / / / / / - / 3 |a
poireaux)
1740 | Jeunes pousses Baby leaves 19,94 - 20,07 - 20,23 0111 / / / / + STEC 0111 + 0111 | 3 |b
1741 | Jeunes pousses Baby leaves 20,65 | 20,41 | 20,19 - 20,48 0111 / / / / + STEC 0111 + o111 | 3 |b
1742 | Mesclun et roquette Baby leaves 24,03 - 23,16 - 23,34 0111 / / / / + STEC 0111 + 0111 | 3 |b
1743 | Mesclun et roquette Baby leaves - - - - / / / / / - / 3 |b
Jeunes pousses (Redchard, | Baby leaves (Redchard, roquette, i
1944 roquette, épinards) spinach) / / / / / / 31b
1945 Pousses (Mesclun, roquette, | Baby leaves (Mesclun, roquette, | / / / | i | 3 b
cerfeuil, laitue verte et rouge) | chervil, red and red lettuce)
1946 | Pousses d'épinard Baby leaves (Spinach) 18,66 19,02 | 18,05 - - 026 / / / / + STEC 026 + 026 |3 |b
Pousses (Mache, roquette, | Baby leaves (Mache, roquette, i 0103 STEC 0103/ 026
1947 épinard) spinach) 24,88 25,22 | 17,26 | 22,30 026 / / / / + 026 + 0123 31|b
Tendres pousses (Mache, Baby leaves (Mache, spinach, red
2130 | épinard, laitue rouge et d let ’ ’ 19,35 | 20,35 - - 18,66 0145 | | / / / + STEC 0145 + 0145 (3 |b
verte) and green lettuce)
2131 | Jeunes pousses (Red chard, | Baby leaves (Redchard, roquette, | o og 22.20 S| - 2097 | 0157 | | / / / + | sTECOI57 | + | 0157 |3 |b
roquette, épinard) spinach)
2132 | Jeunes pousses (Mache, | Baby leaves (Mache, roquette, 2519 | 26,19 T 0145 | | / / / + | STECOM5 | + | o145 |3 b
roquette, épinard) spinach)
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Reference method : ISO/TS 13136*
Confirmation >
Sample | Product PCR result IMS i S| 4
Nop (French name) Product Y Alternative Final result I;Ier;?xllt %’ E
Chr protocols confirmation o
Stx1 | Stx2 | eae | 026 | 0103 | O111 | 0145 | 0157 | STEC TBX | CT-SMAC | CT-RMAC Global | Sero-
Result Result Serogroup result | group
2497 | Jeunes pousses Baby leaves - 23,44 | 23,20 | 24,41 - - 2590 | 026 / / / - + 026 + 026 3|b
2498 | Jeunes pousses Baby leaves 2219 | 21,88 | 21,80 - - 23,36 - 0111 / / / / + o111 + o111 | 3 |b
2499 | Jeunes pousses Baby leaves - - - / / / / / - / 3 |b
3737 | Jeunes pousses Baby leaves - 17,17 / / / / / - / 3 |b
3738 | Jeunes pousses Baby leaves 28,91 | 25,09 - - 25,35 / / 0157 / / + 0157 + 0157 | 3 |b
6009 | Jeunes pousses Baby leaves - / / / / / - / 3 1b
6010 | Mesclun Baby leaves / / / / / - / 3 1b
6011 | Pousses d'épinards Baby leaves / / / / / - / 31b
6012 | Jeunes pousses Baby leaves - - / / / / / - / 31b
1737 | Ananas Pineapple 19,59 | 18,67 | 19,07 - 18,59 oMM | |/ / / / + STEC 0111 + o111 | 3 |c
1738 | Carottes rapées Grated carrots - - - / / / / / - / 3¢
1739 | Chou rouge rapé Grated red cabbage 19,68 | 19,04 | 19,01 - - 19,09 0111 / / / / + STEC 0111 + 0111 | 3 |c
1948 | Pomme Apple 19,86 - 20,31 | 20,02 - - 026 / / / / + STEC 026 + 026 |3 |c
1949 | Aubergine Eggplant 18,53 18,72 - 18,28 - 0103 / / / / + STEC 0103 + 0103 | 3 |c
1950 | Céleri branche Celery 20,16 - 19,94 | 19,09 - - - 026 / / / / + STEC 026 + 026 3|c
2133 | Mangue Mango i~ 119,01 | 19,00 - - - 18,32 - 0145 | | / / / + STEC 0145 + 0145 | 3 |c
2134 | Poire Pear 18,45 | X | 1945 - - - 18,63 | 0157 | | / / / + STEC 0157 + 0157 | 3 [c
2135 | Carottes rapées Grated carrots - - - / / / / / - / 3¢
Mélange crudités (Chou . .
2136 | blanc, carottes, frisée, Vegetable mix (White cabbage, 25,19 24,68 . 2438 | 0157 | | / / / + | STECO157 | + | O157 |3 |c
. carrots, salad, red pepper)
poivron rouge)
3328 | Champignons surgelés Frozen mushrooms - - / / / / / [ 3¢
3329 | Haricots verts surgelés Frozen Green beans 18,38 17,36 - 17,94 0111 / / / / + 0111 + 0111 | 3 |c
3330 Legum'e $ pour potage Frozen vegetable mix / / / / / - / 3c
surgelés
3331 | 3o deleaumes Frozen vegetable mix 22,37 21,36 - | 2263 oM | | / / / : o111 + | ot [3]c
6007 | Carottes surgelées Frozen carots - / / / / / - / 3 |c
6008 | Poivrons émincés surgelés Frozen sliced pepper 35,98 / / / / / - / 3 |c
6013 | Carottes Carots - / / / / / - / 3 |c
6014 Melangg grudltes (carottes, Vegetable mix (carots, cabbage, salad) / / / / / - / 3 |c
chou, frisée)
6015 | Champignons de paris Mushrooms / / / / / - / 3 |c
6016 | Courgettes Zucchini / / / / / - / 3 |c
6230 | Radis préts  croquer Radish 27| i | 2118 2017 | - 00 / / : 0103 + | 0103 |3
Mélange asiatique (carottes,
6231 | chou balnc, poireai, Vegetable mix 37,40 32,48 31,54 - - / / 0103 + 0103 + 0103 | 3 |c
coriandre)
6232 | Carottes nantaises Carrots 22,82 [ 20,75 19,82 - 010 / / / + 0103 + 0103 | 3 |c
6233 | Duo carottes betteraves Roots and carrots / / / / / - / 3 |c
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Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR Result STEC A (| z
. greement | 5| o
Samople Product ISOITS 13136 GeneDisc® Plate STEC GeneDisc® Plate EHEC 5ID Final result | _. Final result | Final result all GeneDisc® | 3| S
N . X Final result . . |
Final result direct Alternative confirmatory STEC8h | O
. . IMS .
0157 o 1 2 c Final w7 | 0103 | o111 | o145 | 026 c PCR streaking protocol tests +GeneDisc
X
?Losﬁ Serogroup | 0 st s result ® EHEC 5ID
. STEC 026 STEC 026 | STEC 026 STEC 026
4136 | Raw cow milk + 0103 267 | 00 | 265 | 0.0 | 30.8 + 318 | 33.7 0.0 00 | 316 | 29.7 STEC 0103 | STEC 0103 | STEC 0103 STEC 0103 PA 2|a
STEC 0157
. STEC 026
4177 | Raw cow milk - / 271 | 356 | 358 | 0.0 | 322 + 229 | 323 0.0 26.6 | 296 | 29.8 STEC 0145 - - - - PPNA 2 |a
STEC 0103
4828 | Raw goat milk - / 0.0 0.0 0.0 0.0 | 30.9 - 0.0 | 28.2 0.0 0.0 0.0 | 29.6 - - - NA 2|a
STEC 0157
4829 | Raw goat milk + 0157 289 | 326 | 0.0 | 323 | 309 + 2717 | 28.7 0.0 295 | 0.0 | 294 | STEC 0103 - STEC 0157 | STEC 0157 STEC 0157 PA 2|a
STEC 0145
4830 | Raw goat milk - / 0.0 0.0 0.0 0.0 | 31.0 - 259 | 30.0 0.0 0.0 0.0 | 29.9 - - - NA 2 |a
STEC 0157
4831 | Raw goat milk + 0157 357 | 394 | 30.2 | 30.0 | 31.7 + 36.5 | 31.3 0.0 316 | 00 | 29.2 | STEC 0103 - - STEC 0157 STEC 0157 PA 2|a
STEC 0145
. STEC 0157
4832 | Raw goat milk + 0157 327 | 342 | 0.0 | 366 | 31.8 + 322 | 298 0.0 0.0 0.0 | 304 STEC 0103 STEC 0157 | STEC 0157 - STEC 0157 PA 2|a
4982 | Raw caw milk - | 0.0 0.0 | 305 | 355 | 30.5 - 291 | 0.0 0.0 0.0 0.0 | 29.9 - - - NA 2 |a
4983 | Raw caw milk - / 36.5| 00 | 311 | 364 | 326 + 3711 0.0 0.0 0.0 0.0 | 30.1 - - - NA 2 |a
5110 | Raw goat milk : I 206 | 00 | 288 | 00 | 312 + 382 | 302 | 257 | 00 | 00 | 305 ggg 8]?? STEC 0103 | STEC 0103 : STEC 0103 PO |2]|a
5111 | Raw goat milk - | 278 | 0.0 0.0 00 | 316 - 297 | 0.0 0.0 0.0 | 29.7 | 29.7 - - - NA 2|a
5112 | Raw goat milk - / 0.0 0.0 0.0 00 | 316 - 0.0 | 378 0.0 0.0 0.0 | 29.3 - - - NA 2|a
5573 | Raw goat milk + 026 179 | 0.0 185 | 0.0 | 31.1 + 196 | 0.0 0.0 0.0 | 196 | 29.5 STEC 026 STEC 026 | STEC 026 STEC 026 PA 2|a
5574 | Raw goat milk - / 18.7 | 0.0 198 | 0.0 | 321 + 185 | 0.0 0.0 0.0 | 209 | 30.2 STEC 026 STEC 026 | STEC 026 STEC 026 PD 2|a
5575 | Raw goat milk + 0103 168 | 0.0 15.7 | 0.0 | 31.3 + 0.0 | 19.0 0.0 0.0 0.0 | 29.8 | STEC0103 | STEC 0103 | STEC 0103 STEC 0103 PA 2 |a
5576 | Raw goat milk + 0103 200 | 0.0 194 | 0.0 | 31.9 + 201 | 22.3 0.0 0.0 0.0 | 29.1 STEC 0103 | STEC 0103 | STEC 0103 STEC 0103 PA 2 |a
STEC 026
5577 | Raw cow milk + 026 307 | 00 | 304 | 00 | 317 + 239 | 276 0.0 28.7 | 31.3 | 296 | STEC 0103 - STEC 026 | STEC 026 STEC 026 PA 2 |a
STEC 0145
5578 | Raw cow milk + 812063 283 | 00 | 276 | 0.0 | 320 + 295 | 0.0 0.0 0.0 | 285 | 29.4 STEC 026 STEC 026 | STEC 026 STEC 026 PA 2|a
STEC 0103
5579 | Raw cow milk - / 296 | 294 | 293 | 0.0 | 317 + 252 | 30.2 0.0 314 | 00 | 295 | STEC 0145 - - STEC 0103 STEC 0103 PD 2 |a
STEC 0157
STEC 0103
5580 | Raw cow milk - / 348 | 335 | 332 | 0.0 | 315 + 266 | 31.6 0.0 306 | 0.0 | 29.7 | STEC 0145 - STEC 0157 - STEC 0157 PD 2 |a
STEC 0157
5581 | Raw ewe milk - / 194 | 0.0 196 | 0.0 | 315 + 0.0 0.0 0.0 0.0 | 20.9 | 29.9 STEC 026 STEC 026 | STEC 026 STEC 026 PD 2 |a
5582 | Raw ewe milk - / 172 | 0.0 17.7 | 0.0 | 314 + 0.0 0.0 0.0 00 | 192 | 29.5 STEC 026 STEC 026 | STEC 026 STEC 026 PD 2 |a
5583 | Raw ewe milk - / 169 | 0.0 16.7 | 0.0 | 30.9 + 0.0 | 204 0.0 0.0 0.0 | 299 | STEC0103 | STEC 0103 | STEC 0103 STEC 0103 PD 2 |a
5852 | Raw ewe milk + 0111 174 | 0.0 16.8 | 18.5 | 31.9 + 0.0 0.0 17.9 0.0 0.0 | 30.0 | STECO111 | STEC 0111 | STEC O111 STEC 0111 PA 2 |a
5853 | Raw ewe milk + 0145 170 | 0.0 171 | 186 | 315 + 0.0 0.0 0.0 188 | 0.0 | 299 | STECO0145 | STEC 0145 | STEC 0145 STEC 0145 PA 2 |a
6093 | Raw cow milk - / 23.1 0.0 0.0 0.0 | 32.2 - 243 | 0.0 0.0 30.0 | 0.0 | 30.3 - - - NA 2|a
6152 | Raw cow milk - / 0.0 0.0 0.0 0.0 | 32.2 - 252 | 38.6 0.0 345 | 00 | 30.2 - - - NA 2|a
6234 | Goat milk - / 0.0 00 | 435 | 00 | 315 - 0.0 0.0 0.0 0.0 0.0 | 29.3 - - - NA 2|a
6235 | Goat milk - / 0.0 0.0 0.0 0.0 | 313 - 0.0 0.0 0.0 0.0 0.0 | 29.5 - - - NA 2|a
6236 | Ewe milk - / 0.0 0.0 0.0 0.0 | 313 - 0.0 0.0 0.0 0.0 0.0 | 29.7 - - - NA 2|a

* Analyses performed according to the COFRAC accreditation
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Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR Result STEC
*
Sa'znople Product SR GeneDisc® Plate STEC GeneDisc® Plate EHEC 5ID Final result | . Final result | Final result all
. . Final result . .
Final result direct IMS Alternative confirmatory
Final PCR streaking protocol tests
Global gae | 0157 | stx1 | stx2 | IC H7 | 0103 | O111 | O145 | 026 | IC
esult | Serogroup result
6237 | Ewe milk - / 0.0 0.0 0.0 00 | 315 0.0 0.0 0.0 0.0 0.0 | 30.1 - -
6238 | Ewe milk - / 358 | 0.0 0.0 00 | 31.3 0.0 0.0 0.0 0.0 0.0 | 29.9 - -
6239 | Ewe milk - / 0.0 0.0 0.0 00 | 31.3 - 0.0 0.0 0.0 0.0 0.0 | 29.6 - - -
4833 | Raw goat milk cheese - / 336 | 00 | 31.8 | 35.0 | 327 + 335 | 351 0.0 0.0 0.0 | 29.8 | STEC 0103 - - - -
4834 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 | 313 308 | 0.0 0.0 0.0 0.0 | 30.1 - - -
4835 | Raw goat milk cheese - / 0.0 0.0 | 284 | 293 | 315 3111 0.0 0.0 0.0 0.0 | 298 - -
4836 | Raw goat milk cheese - / 36.9| 0.0 0.0 0.0 | 311 0.0 0.0 0.0 0.0 0.0 | 29.9 - -
4837 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 | 315 0.0 0.0 0.0 0.0 0.0 | 294 - -
4838 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 | 320 0.0 0.0 0.0 0.0 0.0 | 29.6 - -
4970 | Raw ewe milk cheese - / 0.0 00 | 215 | 0.0 | 315 0.0 0.0 0.0 0.0 0.0 | 30.3 - -
4971 | Raw ewe milk cheese - / 301 | 0.0 0.0 0.0 | 323 0.0 0.0 0.0 0.0 0.0 | 29.9 - -
4972 | Raw ewe milk cheese - / 0.0 0.0 0.0 00 | 315 0.0 | 39.9 0.0 0.0 0.0 | 29.6 - -
4973 | Raw caw milk cheese - / 0.0 0.0 0.0 00 | 316 26.3 | 0.0 0.0 0.0 0.0 | 29.9 - -
4974 | Raw ewe milk cheese - / 375 0.0 0.0 0.0 | 317 0.0 0.0 0.0 0.0 0.0 | 30.3 - -
4975 | Raw ewe milk cheese - / 36.8| 0.0 0.0 0.0 | 315 0.0 0.0 0.0 0.0 0.0 | 294 - -
4976 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 | 318 3171 0.0 0.0 0.0 0.0 | 28.9 - -
4977 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 | 319 368 | 0.0 0.0 0.0 0.0 | 30.1 - -
4978 | Raw ewe milk cheese - / 347 0.0 0.0 00 | 314 0.0 0.0 0.0 0.0 | 37.7 | 29.9 - -
4979 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 | 31.0 0.0 0.0 0.0 389 | 00 | 29.8 - -
4980 | Raw ewe milk cheese - / 0.0 0.0 0.0 00 | 311 0.0 0.0 0.0 0.0 0.0 | 29.4 - -
5106 | Raw goat milk cheese - / 00 | 266 | 0.0 0.0 | 30.6 0.0 0.0 0.0 0.0 0.0 | 30.1 - -
5107 | Raw goat milk cheese - / 00 | 277 | 0.0 00 | 31.3 385 | 0.0 0.0 0.0 0.0 | 29.9 - -
5108 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 | 31.0 0.0 0.0 0.0 0.0 0.0 | 304 - -
5109 | Raw ewe milk cheese / 0.0 0.0 | 288 | 0.0 | 31.6 0.0 0.0 0.0 0.0 0.0 | 29.8 - -
5417 | Raw goat milk cheese + 026 0.0 0.0 0.0 0.0 | 316 258 | 0.0 0.0 0.0 0.0 | 29.2 - - -
5418 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 | 325 - 3741 00 0.0 0.0 0.0 | 296 - - - -
5419 | Raw cow milk cheese - / 196 | 0.0 00 | 214 | 315 + 0.0 0.0 0.0 0.0 |231 | 296 STEC 026 STEC 026 | STEC 026 STEC 026
STEC 026
5420 | Raw goat milk cheese + 0103 296 | 00 | 291 | 336 | 316 + 30.3 | 328 0.0 328 | 34.0 | 29.6 | STEC 0103 - - - -
STEC 0145
5421 | Raw cow milk cheese - / 31.7 | 325 | 0.0 0.0 | 320 - 306 | 358 0.0 311 | 0.0 | 30.2 - - - -
5422 | Raw cow milk cheese - / 259 | 00 0.0 | 294 | 321 + 279 | 0.0 0.0 00 |26.2 | 29.7 STEC 026 STEC 026 | STEC 026 STEC 026
5423 | Raw goat milk cheese + 0103 0.0 0.0 | 3.8 | 00 | 323 - 0.0 | 378 0.0 0.0 0.0 | 29.7 - - STEC 0103 STEC 0103
5424 | Raw cow milk cheese + 0103 254 | 00 | 248 | 0.0 | 33.8 + 0.0 | 26.6 0.0 0.0 0.0 | 30.3 | STECO103 | STEC 0103 | STEC 0103 STEC 0103
5425 | Raw goat milk cheese + 0103 3.3 | 00 | 322 | 0.0 | 323 + 38.3 | 324 0.0 0.0 0.0 | 30.1 STEC 0103 - - STEC 0103 STEC 0103
5426 | Raw ewe milk cheese + 0103 0.0 0.0 0.0 0.0 | 313 268 | 0.0 0.0 348 | 0.0 | 29.8 - - - -
5427 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 | 306 - 0.0 | 329 0.0 0.0 0.0 | 31.1 - - - - -
5854 | Raw goat milk cheese + 0157 224 | 236 | 00 | 238 | 31.8 + 236 | 0.0 0.0 0.0 0.0 | 30.2 | STECO157 | STEC 0157 | STEC 0157 STEC 0157
5855 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 | 316 0.0 0.0 0.0 0.0 0.0 | 30.7 - - -
5856 | Raw cow milk cheese + 0145 0.0 0.0 0.0 0.0 | 316 - 0.0 0.0 0.0 0.0 0.0 | 299 - - -
5857 | Raw cow milk cheese + 0157 18.7 | 206 | 0.0 | 20.0 | 325 + 208 | 0.0 0.0 0.0 0.0 | 30.2 | STECO157 | STEC 0157 | STEC 0157 STEC 0157
5858 | Raw ewe milk cheese - / 214 | 00 | 218 | 241 | 31.8 + 0.0 0.0 22.0 0.0 0.0 | 309 | STECO111 | STEC O111 | STEC O111 STEC 0111
5859 | Raw ewe milk cheese + 0145 370 | 00 0.0 00 | 317 - 0.0 0.0 0.0 0.0 0.0 | 30.1 - - -
5860 | Raw ewe milk cheese - / 217 | 249 | 0.0 | 229 | 323 + 232 | 0.0 0.0 0.0 0.0 | 30.0 | STECO157 | STEC 0157 | STEC 0157 STEC 0157
5861 | Raw ewe milk cheese + 0111 247 | 00 | 245 | 26.1 | 315 + 0.0 0.0 25.6 0.0 00 | 299 | STECO111 | STEC O111 | STEC O111 STEC 0111
5862 | Raw ewe milk cheese / 227 | 00 | 235 | 256 | 317 + 0.0 0.0 0.0 248 | 0.0 | 30.1 STEC 0145 | STEC 0145 | STEC 0145 STEC 0145
6006 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 | 36.1 0.0 | 39.2 0.0 0.0 0.0 | 334 - - -
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Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR Result STEC A |z
Sample ISOITS 13136* : : greement | o/ o
N°p Product GeneDisc® Plate STEC GeneDisc® Plate EHEC 5ID Final result | . | Finalresult | Final result all GeneDisc® § S
Final result direct IMS Alternative confirmatory STEC8h | O
eae | 0157 | stx1 | stx2 | IC Final =17 1 0103 | 0111 | 0145 | 026 | IC PCR streaking protocol fests +GeneDisc
X X
?thl)]?: E— oot ® EHEC 51D
1733 | Sprouts (Radish) n o111 807 00 13081325 32 v 00 | 00 [73097] 00 | 00 | 308 | STEC 0111 ; ; STECOT11 | STEC 0111 PA |3 a
1734 | Sprouts (Radish) ; / 349 | 00 | 359 00 | 312 v 00 | 00 356 ] 00 | 00 | 313 | STEC O ; ; STECO111 | STEC 0111 P03
1735 z‘;(‘;‘;ts (Alfalfa, lentils, [ / 354 | 00 | 384 | 00 |312 + 313 | 00 | 345 | 378 | 00 | 307 | STECO111 - - STECO111 |  STEC 0111 PO |3]|a
1736 | Sprouts (Leeks) : / 363 | 00 | 00 | 00 | 317 209 | 00 | 00 | 368 | 00 | 309 ; ; : NA |3 a
1940 :I‘f’;’f‘;;s (Roquette, . / 00 | 00 | 00 | 00 |312 314 00 | 00 | 00 |384] 311 - - - NA | 3]a
1941 :.;I:lrr?;;s (Alfalfa, radish, S / 00 | 00 [361]| 00 | 306 288 | 421 | 00 | 00 | 00 | 322 i i i NA |3 ]a
1942 f’;’:;;s (Alfalfa, radish, S / 344 | 00 | 36 | 00 |307 s 29 | 00 | 00 | 00 366308 | STECO2 - - STECO26 |  STEC 026 PO |3]a
1943 | Sprouts (Alfalfa) : ] 00 | 00 | 00 | 00 | 305 00 | 00 | 00 | 00 | 00 | 308 ; ; : NA |3 a
2126 | Sprouts (Alfalfa) : / 3751 00 | 00 | 0.0 | 314 388 | 00 | 00 | 00 | 00 | 307 ; ; : NA |3 a
2127 i‘;{(‘;‘;ts (Alfalfa, lentlls, S / 00 | 00 | 00 | 00 |315 570 | 00 | 00 | 00 | 00 | 309 i i i NA |3 ]a
2128 fse;:lr:;;s (Alfalfa, radish, S / 279 00 | 00 | 00 | 313 00| 00 | 00 | 00 | 00 | 304 i i i NA |3 ]a
2129 | Sprouts (Alfalfa, - / 403 00 | 00 | 00 |318 378 | 00 | 00 | 00 | 00 | 312 - ] - NA | 3]|a
roquette)
2490 | Sprouts (Alfalfa) : / 00 | 00 | 00 | 00 | 310 00 | 00 | 00 | 396 | 00 | 312 ; ; : NA |3 a
2491 | Sprouts (Alfalfa) : / 352 | 364 | 00 | 0.0 | 309 360 | 00 | 00 | 00 | 00 313 . . : NA |3 a
2492 | Sprouts (Alfalfa) ; / 00 | 00 | 00 | 00 | 310 00 | 00 | 00 | 00 | 00305 ; ; : NA |3 a
2493 fe‘:r‘l’;;s (Alfalfa, radish, S / 323 | 341 | 00 | 00 | 314 329 | 00 | 00 | 00 | 00 |312 i i i NA |3 ]a
2494 Z’;{(‘;‘;ts (Alfalfa, lentils, | / 374 00 | 00 | 00 |317 - 00 | 00 | 00 | 33 | 00 | 307 . . STECO145 |  STEC 0145 NA |3 ]a
2495 f;';';(‘;‘;ts (Alfalfa, lentils, |-, o145 1330 00 | 00 [334 322 s 00 | 00 | 00 | 318 | 00 | 202 | sTECO145 . . STECO145 |  STEC 0145 PA |3]|a
2496 mﬁ:ttti )(A"a'fa’ i / 425 00 | 00 | 376|314 s 308 | 00 | 00 | 372 | 00 | 313 | STECO145 i i STECO145 |  STEC 0145 PO |3]|a
3725 | SProuts (Green peas, - / 371 00 | 00 | 00 | 314 00 | 388 | 00 | 00 | 00 | 302 . - NA | 3]|a
lentils, soy)
3726 fgc:z:tttse )(A"a"a’ - / 386 | 00 |362]| 00 |315 + 00 | 380 | 00 | 00 | 00 | 307 | STEC0103 ; ; - - PPNA |3 |a
3727 f;‘;("s‘;ts (Alfalfa, lentlls, (. / 00 | 00 | 00 | 00 |312 384 | 00 | 370 | 00 | 00 | 310 i i NA |3 ]a
3728 fe‘;’:;;s (Alfalfa, radish, / 368 | 00 | 00 | 00 |313 00 | 394 | 00 | 00 | 00310 i i NA |3 ]a
3729 fe‘::;;s (Alfalfa, radish, | / 00 | 00 | 00 | 00 | 316 368 | 00 | 305 | 00 |381]307 i : NA |3 ]a
3730 f;‘;';("s‘;ts (Alfalfa, lentils, | / 359 | 00 | 00 | 00 |318 353 | 00 | 200 | 00 | 370 304 i : NA |3 ]a
3731 | Sprouts (Alfalfa, i / 00 | 00 | 00 | 00 |315 00| 00 | 00 | 00 | 00307 i i NA |3 ]a
roquette)
3732 f;‘;:("s‘;ts (Alfalfa, lentlls, (. / 00 | 00 |376| 00 | 316 00 | 00 | 375 | 00 | 00 | 317 i : NA |3 ]a
* Analyses performed according to the COFRAC accreditation
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VEGETABLES

Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR Result STEC
*
Sample | pyoguct ISOITS 13136 GeneDisc® Plate STEC GeneDisc® Plate EHEC 5ID Final result | . Final result | Final result al
N . . Final result . .
Final result direct IMS Alternative confirmatory
Final PCR streaking protocol tests
Giobal eae | 0157 | six1 | stx2 | IC H7 | 0103 | 0111 | 0145 | 026 | IC
Serogroup result
result
3733 | Sprouts (Alfalfa, : I 8nt| oo | 867 a1 |313| + 00 | 00 | 00 | 00 | 00 |313 : :
roquette)
3734 | Sprouts (Green peas, : | |370| 00 | 00 | 00 |316 00 | 00 | 00 | 00 | 00 | 321 : :
lentils, soy)
3735 fepnr:;;s (Alfalfa, radish, | / 00 | 00 | 00 | 00 |315 23] 00 | 00 | 00 | 00 |312 : :
3736 | Sprouts (Alfalfa, : / 00 | 00 | 00 | 00 |306 00 | 00 | 00 | 00 | 00 |309 : :
roquette)
4713 | Sprouts : ] %2 00 [826] 00 | 317 ¥ 00 | 00 | 00 | 00 |348] 298| STEC026 : STEC 026 STEC 026
STEC 0111 STEC 026 (AP
4714 | Sprouts : / 366 | 00 |358| 00 | 308 + 00 | 00 | 300 | 00 | 371|303 | YO : : : e
4715 | Sprouts ¥ 026 | 349 | 00 | 336 00 |316 ¥ 00 | 00 | 00 | 00 | 369 299 | STEC026 ; ; STECO26 | _ STEC 026
4716 | Sprouts ¥ 02 | 342 | 00 | 325 00 |318 ¥ 00 | 00 | 00 | 00 | 347 296 | STEC026 ; STEC 026 STEC 026
4717 | Sprouts ; i 335 | 00 | 332 00 | 318 ¥ 00 [13677] 00 | 00 | 00 | 299 | STECO103 ; } ; :
4718 | Sprouts : I 00 | 00 | 365 00 | 316 00 | 386 | 00 | 00 | 00 | 296 ; ; ; ; :
4719 | Sprouts : I 335 00 | 00 | 00 | 306 00 | 365 | 00 | 00 | 00 | 299 : : ; :
5664 | Sprouts (Alfalfa) : / 358 | 363 | 00 | 0.0 | 320 379 00 | 00 | 00 | 00 | 296 : : : :
5665 | Sprouts (Alfalfa) : / 00 | 379 | 00 | 00 | 315 381 00 | 00 | 00 | 00 | 297 : : : :
) STEC 0157 (AP
5666 | Sprouts (Radish) : / 351 | 362 | 356 | 00 | 324 + 355 00 | 00 | 00 | 00 |297 | STECO157 : : : &0
: STEC 0157 STEC 0157 (AP
5667 | Sprouts (Lentils) + 0157 | 375 | 375 [ 363 | 00 | 319 + 37| 00 | 87 | 00 | 00 [295| SO : : : &
5668 Z’;{(‘;“ts (Mung beans, - / 37| 00 | 00 |39.2] 316 + 00 | 00 | 824 | 00 | 00 |30.1| STECO111 - - - -
1740 | Baby leaves ¥ o111 | 198 00 [2041] 0 | 312 ¥ 00 | 00 | 204 | 00 | 00 | 307 | STECOI11 | STEC 0111 | STEC O111 STEC 0111
1741 | Baby leaves ¥ o111 | 203 00 | 202 [ 2181 31.3 ¥ 00 | 00 | 212 | 00 | 00 | 3 | STECOI11 | STEC 0111 | STEC O111 STEC 0111
1742 | Baby leaves ¥ o111 | 229 00 [ 232 00 | 308 ¥ 00 | 00 | 24 | 00 | 00 | 307 | STECOI11 | STEC 0111 | STEC O111 STEC 0111
1743 | Baby leaves ; / 00 | 00 | 00 | 00 | 308 ¥ 00 | 00 | 00 | 00 | 00 | 31 ; ; ; :
1944 | Baby leaves (Redchard, | /| 00| 0o | 00| 00 |319 00 | 00 | 00 | 00 | 00 |308 : : :
roquette, spinach)
Baby leaves (Mesclun,
1945 | roquette, chervil, red : / 00 | 00 | 00 | 00 |317 00 | 00 | 00 | 00 | 00 |313 : : :
and green lettuce)
1946 | Baby leaves (Spinach) |+ 02 | 183 00 | 185 00 | 309 ¥ 00 | 00 | 00 | 00 [ 198 314 | STECO2 | STECO26 | STEC 026 STEC 026
Baby leaves (Mache, 026 STEC
1947 | e eoioach) + oo 1247 | 00 [247 | 00 | 308 + 00 | 234 | 00 | 00 [194306 | " |STECO103 | STEC 0103 STEC 0103
Baby leaves (Mache,
2130 | spinach, redand green | + 0145 | 195 | 00 | 00 | 209 | 315 + 00 | 00 | 00 | 207 | 00 | 307 | STECO145 |STEC 0145 | STEC 0145 STEC 0145
lettuce)
2131 | Baby leaves (Redchard, |, o157 | 223 | 236 | 234 | 00 | 311 |sTECO157 | 239 | 00 | 00 | 00 | 00 | 305 | STECO157 |STEC 0157 | STEC 0157 STEC 0157
roquette, spinach)
2137 | Baby leaves (Mache, s 0145 | 241 00 | 00 | 254|329 + 00 | 00 | 00 | 254 | 00 | 307 | STECO145 |STEC 0145 | STEC 0145 STEC 0145
roquette, spinach)
2497 | Baby leaves + 0% | 250 | 275 | 00 [280 | 319 | STECO1S7 278 00 | 00 | 00 | 200 309 | STECAOT | STEC 0157 | STEC 026 SSTTEE&?12567
2498 | Baby leaves ¥ 0111 | 234 00 [2321] 250 | 307 ¥ 00 | 00 [2387] 00 | 00 | 310 | STECO111 | STEC 0111 | STEC O111 STEC 0111
2499 | Baby leaves : / 00 | 00 | 00 | 00 |308 00 | 00 | 00 | 00 | 00 308 } : : :
3737 | Baby leaves ; ] 184 | 197 | 0.0 | 00 | 316 ; 208 00 | 00 | 00 | 00 | 00 ; :
3738 | Baby leaves ¥ 0157 |26 27.8 [10.07] 31.2 | 30.9 ¥ 00 | 00 | 00 | 00 | 0.0 | 324 ; :
6009 | Baby leaves : ] 318 | 00 | 00 | 00 |32 284 | 360 | 00 | 280 | 0.0 | 29.9 ; :
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VEGETABLES

Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR Result STEC
.
Sa'znople Product B TES GeneDisc® Plate STEC GeneDisc® Plate EHEC 5ID Final result | _. Final result | Final result all
. . Final result . .
Final result direct IMS Alternative confirmatory
Final PCR streaking protocol tests
Global eae | 0157 | stx1 | stx2 | IC H7 | 0103 | 0111 | 0145 | 026 | IC
esult | Serogroup result

6010 | Baby leaves - / 0.0 0.0 00 | 00 | 326 273 ] 00 0.0 0.0 0.0 | 302 - -
6011 | Baby leaves - / 283 | 0.0 00 | 00 | 323 29.3 | 3541 0.0 36.6 | 33.8 | 30.1 - -
6012 | Baby leaves - / 3171 00 00 | 00 | 314 - 28.7 | 338 | 303 | 347 | 337 | 30.0 - - -
1737 | Pineapple + 0111 16,9 | 00 | 16,7 | 179 | 31 + 0.0 | 00 17,2 0.0 0.0 | 309 | STECO111 | STECO111 | STEC 0111 STEC 0111
1738 | Grated carrots - / 0.0 0.0 00 | 00 | 321 - 00 | 00 0.0 0.0 0.0 | 298 - - - -
1739 | Grated red cabbage + 0111 179 | 00 | 179 | 193 | 31,3 + 00 | 00 18,3 0.0 0.0 | 309 | STECO111 | STECO111 | STEC O111 STEC 0111
1948 | Apple + 026 16,3 00 | 167 | 0.0 | 31,1 + 00 | 00 0.0 0.0 18 | 30,7 STEC 026 STEC 026 | STEC 026 STEC 026
1949 | Eggplant + 0103 16,3 | 00 | 165 | 0.0 | 31 + 0.0 | 19,1 0.0 0.0 0.0 | 30,3 STEC 103 STEC 0103 | STEC 0103 STEC 0103
1950 | Celery + 026 196 | 00 | 205 | 0.0 | 306 + 0.0 | 00 0.0 0.0 | 21,8 31,1 STEC 026 STEC 026 | STEC 026 STEC 026
2133 | Mango + 0145 193] 0.0 00 | 216 | 316 + 0.0 | 00 0.0 21.0 | 0.0 | 30.8 | STECO145 | STEC 0145 | STEC 0145 STEC 0145
2134 | Pear + 0157 16.2 | 175 | 163 | 0.0 | 319 | STECO157 [ 17.7 | 0.0 0.0 0.0 0.0 | 313 | STECO157 | STEC O157 | STEC 0157 STEC 0157
2135 | Grated carrots - / 0.0 0.0 00 | 00 | 313 - 0.0 | 00 0.0 0.0 0.0 | 308 - - - -

Vegetable mix (White
2136 | cabbage, carrots, salad, + 0157 221 | 236 | 233 | 0.0 | 30.7 | STECO157 | 246 | 0.0 0.0 0.0 0.0 | 309 | STECO157 | STEC O157 | STEC 0157 STEC 0157

red pepper)
3328 | Frozen mushrooms - / 0.0 0.0 00 | 00 | 313 - 00 | 00 0.0 0.0 0.0 | 307 - - -
3329 | Frozen Green beans + 0111 179 | 00 | 181 | 0.0 | 31.1 + 0.0 | 00 18.8 0.0 0.0 | 305 | STECO111 | STECO111 | STEC O111 STEC 0111
3330 | Frozen vegetable mix - / 0.0 0.0 0.0 0.0 | 310 - 0.0 0.0 0.0 0.0 0.0 | 31.0 - - -
3331 | Frozen vegetable mix + 0111 212 | 00 | 213 | 00 | 320 + 0.0 | 00 21.8 0.0 0.0 | 308 | STECO111 | STECO111 | STEC 0111 STEC 0111
6007 | Frozen carots / 0.0 0.0 00 | 00 | 319 0.0 | 00 0.0 0.0 0.0 | 298 - - -
6008 | Frozen sliced pepper - / 0.0 0.0 0.0 0.0 | 324 0.0 0.0 0.0 0.0 0.0 | 299 - -
6013 | Carots - / 0.0 0.0 00 | 00 | 319 00 | 00 0.0 0.0 0.0 | 300 - -
614 | ogetable mix (carots, : /| 00| 00 | 00| 00 |320 00 | 00 | 00 | 00 | 00 |300 : :

cabbage, salad)
6015 | Mushrooms - / 0.0 0.0 00 | 00 | 319 00 | 00 0.0 0.0 0.0 | 302 - -
6016 | Zucchini - / 0.0 0.0 00 | 00 | 309 - 0.0 | 00 0.0 0.0 00 | 298 - - -
6230 | Radish + 0103 230 | 00 | 236 | 00 | 317 + 0.0 | 25.0 0.0 0.0 0.0 | 303 | STECO103 - - STEC 0103 STEC 0103
6231 | Vegetable mix + 0103 3471 00 00 | 00 | 317 - 0.0 | 366 0.0 0.0 00 | 292 - - - STEC 0103 STEC 0103
6232 | Carrots + 0103 217 | 00 | 216 | 00 | 316 + 0.0 | 244 0.0 0.0 0.0 | 302 | STECO103 - - STEC 0103 STEC 0103
6233 | Roots and carrots - / 0.0 0.0 00 | 00 | 316 0.0 | 00 0.0 0.0 0.0 | 29.1 - - -
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* Analyses performed according to the COFRAC accreditation

ADRIA Développement
Summary report (Version 0)
GeneDisc STEC

RAW DAIRY PRODUCTS
Reference method : PCR
Sampl | o et ISOITS 13136 GeneDisc® Plate STEC & Salmonella spp. GeneDisc® Plate EHEC 5ID Final Final result
eN° . result Final result . Final result all
Final result direct IMS AISTTETD confirmatory tests
Salmo- stx1 Final 010 | 011 | 014 PCR . protocol
eae | 0157 IC H7 026 IC streaking
Global Seroarou nella stx 2 result 3 1 5
result group
STEC 026
. 31, STEC 026 | STEC 026 STEC 026
4136 | Raw cow milk + 0103 0.0 0.0 314 8 00 | 0.0 29.7 STEC 0103 | STEC 0103 %‘I;I(E)g STEC 0103
4177 | Raw cow milk : / 268 | 333 | 00 0.0 30.3 29.8 ; ; - -
4828 | Raw goat milk - / 00 | 00 1 00[282 00 | 0.0 | 00296 - -
STEC 0157 STEC STEC
4829 | Raw goat milk o 0157 0.0 0.0 | 29.4| STEC0103 e e STEC 0157
STEC 0145
4830 | Raw goat milk . / 00 | 00 00299 ; -
STEC 0157 —
4831 | Raw goat milk o 0157 0.0 0.0 ' 29.2| STEC0103 ; e STEC 0157
STEC 0145
. STEC 0157 STEC
4832 | Raw goat milk + 0157 0.0 | 0.0 |00 304 o oCoioe STECO1ST | g - STEC 0157
4982 | Raw caw milk - / 219' 00 00 | 00 |00 299 -
4983 | Raw caw milk i / 317 100 | 00 | 00|00 301 i
. 38. STEC 0103 STEC
5110 | Raw goat milk . / 5 - 00 | 00 305| orec dory | STECO103 | Lo - STEC 0103
5111 | Raw goat milk i / 200 00 00 % 207 : :
5112 | Raw goat milk - / 00378 00 | 0.0 | 00293 ; -
5573 | Raw goat milk * 026 13' 00 | 00 | 00 295| STECO26 | STEC 026 | STEC 026 STEC 026
5574 | Raw goat milk . / 1?' 00 | 00 | 00 30.2| STEC026 | STEC 026 | STEC 026 STEC 026
5575 | Raw goat milk * 0103 0.0 29.8 | STEC 0103 | STEC 0103 %E%g STEC 0103
5576 | Raw goat milk s 0103 0.0 294 | STEC 0103 | STEC 0103 %T1%(3: STEC 0103
5577 | Raw cow milk + 026 29.6 - STEC 026 | STEC 026 STEC 026
5578 | Raw cow milk + 812(?3 29.4 | STECO26 | STEC 026 | STEC 026 STEC 026
STEC 0103 S—
5579 | Raw cow milk ; / 295 | STEC 0145 ; s STEC 0103
STEC 0157
STEC 0103 —
5580 | Raw cow milk ; / 29.7 | STEC 0145 s ; STEC 0157
STEC 0157
5581 | Raw ewe milk ; / 29.9| STECO26 | STEC 026 | STEC 026 STEC 026
5582 | Raw ewe milk ; / 295| STEC026 | STEC 026 | STEC 026 STEC 026
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RAW DAIRY PRODUCTS

Reference method : PCR
Sampl | 5o et ISOITS 13136 GeneDisc® Plate STEC & Salmonella spp. GeneDisc® Plate EHEC 51D Final _ Final result | _.
eN . result Final result . Final result all

Final result direct IMS AISTTETD confirmatory tests
Salmo- stx1 Final 010 | 011 | 014 PCR . protocol
eae | 0157 IC H7 026 IC streaking
Global Sero nella stx 2 result 3 1 5
group

result
5583 | Raw ewe milk i / 00 | 274 303 |+ |00 00 | 00 | 0.0 299 STEC0103 | STEC 0103 %E%g STEC 0103
5852 | Raw ewe milk + 0111 00 | 187 304 + 00 00 00 | 00 |300| STECO111 | STEC 0111 %ﬁ? STEC 0111
5853 | Raw ewe milk + 0145 0.0 18.5 30.1 + 00| 0.0 | 0.0 0.0 1 29.9| STEC 0145 | STEC 0145 SO-I;E(S: STEC 0145
6093 | Raw cow milk - / 23.0 0.0 0.0 30.0 2;' 00 | 0.0 | 30.0| 0.0 |30.3 - -
6152 | Raw cow milk - / 0.0 0.0 0.0 0.0 30.6 225' 386 | 0.0 |345 ) 0.0 |30.2 - -
6234 | Goat milk - / 0.0 0.0 0.0 0.0 30.6 00| 00 | 00 | 0.0 | 0.0 |29.3 - -
6235 | Goat milk - / 0.0 0.0 0.0 0.0 30.5 00| 00 | 00 | 0.0 | 0.0 |295 - -
6236 | Ewe milk - / 0.0 0.0 18.6 0.0 295 00| 00 | 0.0 | 0.0 | 0.0 |29.7 - -
6237 | Ewe milk - / 0.0 0.0 194 0.0 30.7 00| 00 | 0.0 | 0.0 | 0.0 301 - -
6238 | Ewe milk - / 0.0 0.0 0.0 0.0 30.3 00| 00 | 0.0 | 0.0 | 0.0 299 - -
6239 | Ewe milk - / 0.0 0.0 0.0 0.0 30.6 - 00| 00 | 0.0 | 0.0 | 0.0 |296 - -
4833 | Raw goat milk cheese - / - 0.0 0.0 -EI- 00 | 0.0 | 0.0 |29.8| STECO103 - - -
4834 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 30.2 32' 00 | 0.0 | 0.0 | 0.0 |30.1 - -
4835 | Raw goat milk cheese - / 0.0 0.0 0.0 26.9 30.3 311' 00 | 0.0 | 0.0 | 0.0 298 - -
4836 | Raw goat milk cheese - / 0.0 0.0 0.0 36.1 30.1 00| 00 | 00 | 0.0 | 0.0 |29.9 - -
4837 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 30.5 00| 00 | 00 | 0.0 | 0.0 |294 - -
4838 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 30.1 00| 00 | 00 | 0.0 | 0.0 | 29.6 - -
4970 | Raw ewe milk cheese - / 0.0 0.0 0.0 21.3 29.9 00| 00 | 0.0 | 0.0 | 0.0 303 -
4971 | Raw ewe milk cheese - / 29.3 0.0 0.0 0.0 29.6 00| 00 | 0.0 | 0.0 | 0.0 299 -
4972 | Raw ewe milk cheese - / 0.0 0.0 355 0.0 30.4 00399 0.0 | 0.0 | 0.0 | 296 -
4973 | Raw caw milk cheese - / 0.0 0.0 0.0 0.0 30.8 22' 00| 00 | 0.0 | 0.0 |29.9 -
4974 | Raw ewe milk cheese - / 34.3 0.0 0.0 0.0 30.5 00| 00 | 00 | 0.0 | 0.0 |30.3 -
4975 | Raw ewe milk cheese - / 35.6 0.0 0.0 0.0 30.3 00| 00 | 0.0 | 0.0 | 0.0 294 -
4976 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 29.8 371' 00 | 0.0 | 0.0 | 0.0 |28.9 -
4977 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 30.0 386 "1 00| 00 00 |0.0]301 -
4978 | Raw ewe milk cheese - / 34.8 0.0 0.0 0.0 30.3 00| 00 | 00 | 0.0 377' 29.9 -
4979 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 30.6 00| 00 | 0.0 | 389 | 0.0 298 -
4980 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 29.6 00| 00 | 0.0 | 0.0 | 0.0 294 -
5106 | Raw goat milk cheese - / 0.0 26.4 0.0 0.0 294 00| 00 | 0.0 | 0.0 | 0.0 301 -
5107 | Raw goat milk cheese - / 0.0 275 0.0 0.0 29.7 32' 00 | 0.0 | 0.0 | 0.0 299 -
5108 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 29.6 00| 00 | 0.0 | 0.0 | 0.0 304 -
5109 | Raw ewe milk cheese - / 0.0 0.0 0.0 27.8 29.7 00| 00 | 0.0 | 0.0 | 0.0 |298 -
5417 | Raw goat milk cheese + 026 0.0 0.0 0.0 0.0 30.9 285' 00 | 0.0 | 0.0 | 0.0 ]29.2 - - -
5418 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 30.6 31' 00 | 0.0 | 0.0 | 0.0 |29.6 - - -
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Pall Genedisc Technologies

R DAIR ROD
Reference method : PCR

Sampl ISO/TS 13136 ) Op eDisc® P D Final .

e N° Product . result Final result Final res_ult Final result all
Final result direct IMS AISTTETD confirmatory tests

Salmo- stx1 Final 010 | 011 | 014 PCR ki protocol
Global ca | 0BT “pala sz | C resut M3 1| 5 0% IC streaking
Serogroup
result

5419 | Raw cow milk cheese i / 00 | 00 307 + 00 00| 00| 00 296 STECO26 | STEC 026 | STEC 026 STEC 026
STEC 026

5420 | Raw goat milk cheese s 0103 00 | 00 306 |+ 0.0 296 | STEC 0103 i i i
STEC 0145

5421 | Raw cow milk cheese i / 319 | 324 | 00 00 | 310 32' 358 | 00 | 31100 | 302 i i i

5422 | Raw cow milk cheese i / 00 | 00 31|+ 2; 100 | 00 | 00 . 297 STECO26 | STEC 026 | STEC 026 STEC 026

5423 | Raw goat milk cheese s 0103 00 | 00 304 | + 00 378 00 | 00 00 297| STECO0103 %E%g STEC 0103

5424 | Raw cow milk cheese s 0103 00 | 00 23| + |00 00 | 00 | 00303 STECO103 | STEC 0103 ‘:’;%g STEC 0103

5425 | Raw goat milk cheese + 0103 00 | 00 9| o+ 00 | 0.0 | 0.0 |30.1| STECO0103 : U STEC 0103

5426 | Raw ewe milk cheese s 0103 | 00 | 00 | 00 00 | 308 286' 00 | 00 | 348 00298 i i i

5427 | Raw cow milk cheese : i 00 | 00 | 00 00 | 329 00329 | 00 | 0.0 | 0.0 311 i i i :

5854 | Raw goat milk cheese s 0157 0.0 303 |+ 302 | STEC 0157 | STEC O157 %;E? STEC 0157

5855 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 31.6 30.7 - -

5856 | Raw cow milk cheese + 0145 0.0 0.0 0.0 0.0 30.8 29.9 - -

5857 | Raw cow milk cheese s 0157 0.0 10|+ 302| STECO157 | STEC 0157 %Tég STEC 0157

5858 | Raw ewe milk cheese i / 00 | 00 309 |+ 309 STECOM11 | STEC O111 %Tﬁ? STEC 0111

5850 | Raw ewe milk cheese ; o145 | 00 | 00 | 00 00 | 305 301 i :

5860 | Raw ewe milk cheese i / 0.0 306 |+ 30.0| STEC 0157 | STEC 0157 %Tég STEC 0157

5861  Raw ewe milk cheese s 0111 00 | 00 304 |+ 299 | STECO111 | STEC 0111 %Tﬁ? STEC 0111

5862 | Raw ewe milk cheese i / 00 | 00 306 |+ 304 | STEC 0145 | STEC 0145 %Tjg STEC 0145

6006 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 347 334 - -
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Reference method :

PCR

VEGETABLES

* A o A
Samfle Product ISO/TS 13136 GeneDisc® Plate STEC & Salmonella spp. GeneDisc® Plate EHEC 51D rFemlt Final Finalresult| .
Final result direct result Alternative confirmatory tests
Salmo- stx1 Final PCR . IMS protocol ry
cae | O157 c H7 | 0103 | 0111 0145 | 026 IC streaking
Global Sero nella stx 2 result
group
result
1733 | Sprouts (Radish) s 0111 0 | 00 307 | + 00| 00 00 | 00308 STECO111 i i %Tﬁ? STEC 0111
%5 00/ | 00/ | 00/ | 305 sTEC
1734 | Sprouts (Radish) i / 00/ | 00/ | 00/ 00 | 304/ | 4~ |00 00 00 | 00313 i i o STEC 0111
363 | 00 | 00 00 | 321
1735 f;';‘;(‘;‘;ts(‘“fa"a’ lentils, i / 0 | 00 302 | + (313 00 378 | 00 307 | STECO111 i i %Tﬁ? STEC 0111
1736 | Sprouts (Leeks) : / 0 0 | 00 0 303 209 00 368 | 0.0 | 30,9 : : :
1940 | Sprouts (Roquette, alfalfa) | - / 209 0 | 00 0 30.9 314 00 00 1384 311 i i ;
1941 fe':]’::;s(""a"a’ radish, - / 0 0 | 00 0 30,2 288 421 | 00 | 00 |00 322 ] ] ]
Sprouts (Alfalfa, radish 3490 0071007 007 308/
194z | Shrort , radish, i / 353 00/ | 00/ | 357/ | 310/ | 4 | 20 00 | 00 | 00 30,8 i i STEC 026 STEC 026
362 | 00 | 00 00 | 298
1943 | Sprouts (Alfalfa) : / 0 0 | 00 0 306 00| 00 | 00 | 00 |00 308 : : :
2126 | Sprouts (Alfalfa) § / 00 | 00 | 00 | 364 | 302 388 00 | 00 | 00 |00 307 i i :
2127 f;';;‘;‘;ts(‘“fa"a’ lentils, : / 00 00 | 00 00 | 313 370/ 00 | 00 | 00 |00 309 : : :
2128 fsepn’::lgs(A'fa'fa”ad'Sh’ i / 300 | 00 | 00 00 | 308 00| 00 | 00 | 00 |00 304 i i ]
2129 | Sprouts (Alfalfa, roquette) | - i 00 | 00 | 00 00 | 307 378 00 | 00 | 00 |00 312 § § :
2490 | Sprouts (Alfalfa) i / 00 | 00 | 00 00 | 298 00| 00 | 00 | 396 |00 312 i i :
2491 | Sprouts (Alfalfa) i / 337 | 352 | 00 00 | 29.9 360 00 | 00 | 00 |00 313 i i i
2492 | Sprouts (Alfalfa) i / 00 | 00 | 00 00 | 301 00| 00 | 00 | 00 |00 305 i i i
2493 fe':l’:;;s(‘“fa'fa”ad's“’ i / 318 | 334 | 00 00 | 301 329 00 | 00 | 00 |00 312 i i ]
2494 | Sprouts (Alfalfa, lentils, i / 00 | 00 00 366 | 306 - |00 00 | 00 | 363 | 00 307 i i STEC STEC 0145
leeks) 0145
2495 | Sprouts (Alfalfa, lentils, s 0145 00 | 00 301 + |00 00 | 00 292 | STEC 0145 - . STEC STEC 0145
leeks) 0145
2496 | Sprouts (Alfalfa, roquette) | - / 00 | 00 305 | + (308 00 | 00 313 | STEC 0145 : : %Eﬁg STEC 0145
3725 f;‘:l’t‘l’l‘;tssg;ee“ peas, i / 00 | 00 | 00 30.9 00| 388 00 | 00 |00 302 i ]
3726 | Sprouts (Alfalfa, roquette) | - / 00 | 00 | 00 00 | 309 00 13807 00 | 00 | 00307 : : : :
3727 f;'l';("s‘;ts (Alfalfa, lentils, i / 00 | 00 | 00 00 | 304 38.1 370 | 00 | 00310 : :
3728 iﬂ’:;;s(‘“fa"a’ radish, i / 63| 00 | 373 | 00 309 + 00394 00 | 00 | 00310 i i
3729 fe‘:::;;s(“'fa'fa”adis“’ i / 367 | 00 | 00 00 | 317 368 00 | 305 | 00 |381 307 i ]
3730 f;'i:("s‘;ts(”fa"a’ lentils, i / 00 | 00 | 00 00 | 315 353 00 | 299 | 00 |37.0 304 i ]
3731 | Sprouts (Alfalfa, roquette) | - / 00 | 00 | 00 00 | 305 00| 00 | 00 | 00 |00 307 i i
3732 f;‘;’k"s‘;ts(‘“fa'fa’ lentils, i / 00 | 00 | 00 00 | 308 00| 00 | 375 | 00 |00 317 i i
3733 | Sprouts (Alfalfa, roquette) | - / 368 | 00 | 00 00 | 310 00 00 | 00 | 00 |00 313 : :
* Analyses performed according to the COFRAC accreditation
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VEGETABLES
Reference method : PCR
SHRTE'e Product ISOITS 13136* GeneDisc® Plate STEC & Salmonella spp. GeneDisc® Plate EHEC 5ID Final Final | Final result _
Final result re.sult result Alternative Fu?al i)
Salmo- stx1 Final PCR dll'e(ft IMS protocol confirmatory tests
Global eae | 0157 IC H7 | 0103 | 0111 | 0145 | 026 IC streaking
Serogroup nella stx 2 result
result
3734 | SProuts (Creen peas, : / 00 376 | 00 | 00 | 312 00| 00 | 00 | 00 |00 321 : :
entils, soy)
3735 ;ﬂ’:;;s (Alfalfa, radish, . /38| 00 | 00 | 00 |307 23 00 | 00 | 00 | 00312 . .
3736 | Sprouts (Alfalfa, roquette) - / 00 | 00 | 00 0.0 29.8 00/ 00 | 00 | 00 |00]309 - -
4713 | Sprouts - / 341 00 | 00 0.0 33 - 100 00 | 00 | 00 29.8 - STEC 026 STEC 026
4714 | Sprouts - / 00 | 00 [ 00 0.0 308 - |00 00 [[300 ] 00 303 - - - - STEC 026 (AP ISO)
4715 | Sprouts + 026 00 | 00 30 + [00] 00 | 00 | 00 29.9 | STEC 026 - - STEC 026 STEC 026
4716 | Sprouts + 026 00 | 00 316 | + [00] 00 | 00 | 00 29.6 | STEC 026 - STEC 026 STEC 026
4717 | Sprouts - / 00 | 00 314 | + | 00[ 37 00 | 00 |00 [29.9] STECO103 - - - -
4718 | Sprouts - / 00 | 00 | 00 0.0 31.1 - | 00]386 | 00 | 00 [00]296 - - - - -
4719 | Sprouts - / 00 | 00 307 + [00/365 ] 00 | 00 [00]299] STEC0103 - - - -
5664 | Sprouts (Alfalfa) - / 0.0 300 + 379/ 00 | 00 | 0.0 |00 ]296] STECO157 - - - -
5665 | Sprouts (Alfalfa) - / 36.4 | 374 | 0.0 0.0 29.8 00 | 00 | 00 |00]297 - - - - -
5666 | Sprouts (Radish) : / 0.0 01+ 00 | 00 00 |00 297 STECO157 : : : STEclgégﬂ (AP
. STEC 0157 STEC 0157 (AP
5667 | Sprouts (Lentils) + 0157 0.0 305 | + 0.0 00 |00 295 orl ot - - - 150)
5668 | Sprouts (Mung beans, leek) - / 36.7 | 386 0.0 0.0 30.5 - 0.0 0.0 | 0.0 301 - - - - -
1740 | Baby leaves + 0111 0 0.0 302 | + 0.0 00 |0.0[30,7| STECO111 | STECO111 | STEC 0111 STEC 0111
1741 | Baby leaves + 0111 0 0.0 306 | + 0.0 00 |00 31 | STECO111 | STECO111 | STEC 0111 STEC 0111
1742 | Baby leaves + 0111 0 0.0 298 | + 0.0 00 |0.0 /30,7 STECO111 | STECO111 | STEC 0111 STEC 0111
1743 | Baby leaves - / 0 0 0.0 0 297 0.0 00 |00 31 - - - -
1944 | Baby leaves (Redchard, : / 0 | 0 | 00 0303 00| 00 | 00 | 00 |00 308 : : :
roquette, spinach) ' ' ' ' ' ' ' ’
Baby leaves (Mesclun,
1945 | roquette, chervil, red and - / 0 0 0.0 0 3 00| 00 0.0 00 |00 313 - - -
green lettuce)
1946 | Baby leaves (Spinach) + 026 + 100 00 . 0.0 31,4 | STEC026 | STEC026 | STEC 026 STEC 026
1947 foaqb‘}’e't‘::"’::if]“:zﬁ;'e’ + 812263 + 00 00 30,6 ozS6T/g$os STEC 0103 | STEC 0103 STEC 0103
Baby leaves (Mache,
2130 | spinach, red and green + 0145 + 00| 00 | 00 30.7 | STECO145 | STEC 0145 | STEC 0145 STEC 0145
lettuce)
2131 | Baby leaves (Redchard, + 0157 00 | 00 305 STECO157 | STEC 0157 | STEC 0157 STEC 0157
roquette, spinach)
Baby leaves (Mache,
2132 | oo lette, spinach) + 0145 00 | 00 30.7 | STECO145 | STEC 0145 | STEC 0145 STEC 0145
STEC 0157 STEC 026
2497 | Baby leaves + 026 00 | 00 | 00 309 005 STEC 0157 | STEC 026 STEC 0157
2498 | Baby leaves + 0111 0 00 [[283 | 00 |00 /310 STECO111 | STEC 0111 | STEC 0111 STEC O111
2499 | Baby leaves - / 00/ 00 | 00 | 00 |00 308 - - - -
3737 | Baby leaves - / - [208] 0.0 | 0.0 | 00 0000 - -
3738 | Baby leaves + 0157 + [00] 00 | 00 | 00 [00]321 - :
6009 | Baby leaves : / . . . . 284 360 | 00 | 280 | 0.0 [299 : :
6010 | Baby leaves - / 00 | 00 | 00 0.0 30.7 2731 00 | 00 | 0.0 |00 302 - :
6011 | Baby leaves - / 279 | 00 | 00 0.0 30.6 29.3] 351 | 00 | 36.6 |33.8]30.1 - :
6012 | Baby leaves - / 317 | 373 | 00 0.0 308 | - ]287] 338 | 303 | 347 337300 - - -
1737 | Pineapple + 0111 0 0.0 295 + 00 00 H 00 |0.0 /309 STECO111 | STECO111 | STEC O111 STEC O111
1738 | Grated carrots - / 0 0 0.0 0 298 00/ 00 | 00 | 00 00298 - - - -
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Summary report (Version 0)
GeneDisc STEC

Reference method : PCR
. . - o
SamEIe Product ISO/TS 13136 D 0 D Disc® Final Final Final result _
N . result ’ Final result all
Final result . result Alternative fi
Salmo- six1 Final PCR dlregt IMS protocol confirmatory tests
Global eae | 0157 | © ! IC | Leguy | H7 | 0103 | O111 0145 026| IC streaking
result Serogroup
1739 | Grated red cabbage + 0111 0 0.0 30,1 + 00 00 STEC 0111 | STEC 0111 | STEC 0111 STEC 0111
1948 | Apple + 026 0 0.0 30,6 + 00/ 00 | 00 STEC 026 | STEC 026 | STEC 026 STEC 026
1949 | Eggplant + 0103 0 0.0 30,2 + 0.0 0.0 STEC 103 | STEC 0103 | STEC 0103 STEC 0103
1950 | Celery + 026 0 0.0 29,4 + 00 00 | 00 STEC026 | STEC 026 | STEC 026 STEC 026
2133 | Mango + 0145 0.0 0.0 30.8 + 00 00 | 00 STEC 0145 | STEC 0145 | STEC 0145 STEC 0145
2134 | Pear + 0157 183 | 0.0 30.9 Sgg; 00 | 00 STEC 0157 | STEC 0157 | STEC 0157 STEC 0157
2135 | Grated carrots - / 0.0 0.0 0.0 0.0 30.0 - 0.0 0.0 - - -
Vegetable mix (White STEC
2136 | cabbage, carrots, salad, red |+ 0157 0.0 293 | 557 00 | 00 | 00 |00 309 STECO157 | STEC 0157 | STEC 0157 STEC 0157
pepper) I
3328 | Frozen mushrooms - / 0.0 0.0 0.0 0.0 29.6 - 0.0 | 0.0 0.0 0.0 | 0.0 |30.7 - - -
3329 | Frozen Green beans + 0111 00 | 333 0.0 + 00 00 0.0 | 0.0 |305| STECO111 | STEC 0111 | STEC 0111 STEC 0111
3330 | Frozen vegetable mix - / 00 | 00 | 00 0.0 29.9 - 100 00 | 00 | 00 |00]310 - - -
3331 | Frozen vegetable mix + 0111 0.0 0.0 28.7 + 00 00 0.0 | 00 |308| STEC0O111 | STEC 0111 | STEC 0111 STEC 0111
6007 | Frozen carots - / 00 | 00 0.0 0.0 29.6 00/ 00 | 00 | 00 | 00298 - - -
6008 | Frozen sliced pepper - / 0.0 0.0 0.0 0.0 30.0 0.0 ] 00 0.0 0.0 ] 0.0299 - -
6013 | Carots - / 00 | 00 0.0 0.0 30.8 00/ 00 | 00 | 00 |00 ]300 - -
got4 | egetable mix (carots, : / 00 00| 00 | 00 | 306 00| 00 | 00 | 00 |00 300 : :
cabbage, salad)
6015 | Mushrooms g / 00 | 00 0.0 0.0 30.3 00/ 00 | 00 | 00 | 00302 : :
6016 | Zucchini g / 00 | 00 0.0 0.0 29.2 00/ 00 | 00 | 00 | 00298 : -
6230 | Radish s 0103 00 | 00 209 | + |00 00 | 00 |00 303 STECO0103 - - %E%g’ STEC 0103
6231 | Vegetable mix + 0103 352 | 0.0 0.0 0.0 29.8 - 0036 | 00 | 00 | 00292 - - %E%g STEC 0103
6232 | Carrots s 0103 00 | 00 302 | + |00 00 | 00 |00 302 STECO103 i i %E%g STEC 0103
6233 | Roots and carrots g / | 00 | 00 0.0 0.0 30.5 00/ 00 | 00 | 00 | 00291 : :
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Pall Genedisc Technologies

RAW DAIRY PRODUCTS

Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR result
Sample ISOITS 13136* GeneDisc® Plate STEC TOP7 N R PR Agreement | 3]
N° Product eae cae naj resu Final result | 2 resu ina’ resutt a GeneDisc® | £ 4
045- eae qamma eae | epsilon _ dlregt IMS Alternative | confirmatory STEC TOP7 | S
Global 0103 | O111 | 0145 | 0157 | 026 stx1-2 | theta beta | (045 - IC Final result streaking protocol tests
Serogroup 0121 (0145 - i 8h
result (0111) 0157) (026) | 0103
0121)
. STEC026 | STEC 026 STEC 026

4136 | Raw cow milk + 0103 320 | 00 | 00 | 00 | 286 | 00 | 27.1 | 00 00 | 287 | 315 314 | STECO2% | Je~oros | STECO103 S S PA 2 |a
4177 | Raw cow milk - / 333 | 00 | 275 [ 337 ] 2814 | 252 | 0.0 0.0 00 | 276 | 00 318 - - - NA 2 |a
4828 | Raw goat milk - / 263 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 317 - - NA 2 |a
4829 | Raw goat milk + 0157 266 | 00 | 307 | 31.8 | 00 | 269 | 303 | 00 | 305 | 306 | 0.0 316 - STEC 0157 | STEC 0157 | STEC 0157 ND 2 |a
4830 | Raw goat milk - / 283 | 00 | 00 | 00 | 00 | 323 | 00 0.0 0.0 00 | 00 311 - - - NA 2 |a
4831 | Raw goat milk + 0157 | 298 | 00 | 325 | 362 | 00 | 286 | 280 | 00 | 367 | 00 | 00 | 314 ggg 8]‘5“; i : STEC 0157 | STEC 0157 PA |[2]a
4832 | Raw goat milk + 0157 289 | 00 | 00 | 347 | 00 | 276 | 326 | 00 | 324 | 00 | 00 315 | STECO157 | STEC 0157 | STEC 0157 STEC 0157 PA 2 |a
4982 | Raw caw milk - / 00 | 00 | 00 | 00 | 00 | 00 | 304 | 00 0.0 00 | 00 315 - - - NA 2 |a
4983 | Raw caw milk - / 00 | 00 | 00 | 00 | 00 | 00 | 271 | 349 | 00 00 | 00 317 - - NA 2 |a
5110 | Raw goat milk - / 287 | 250 | 00 | 00 | 00 | 00 | 289 | 254 | 289 | 00 | 37 | 329 ggg 81(1)? STEC 0103 | STEC 0103 STEC 0103 PD |2]a
5111 | Raw goat milk - / 00 | 00 | 00 | 00 | 276 | 00 | 00 0.0 00 | 278 | 00 319 - - NA 2 |a
5112 | Raw goat milk - / 366 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 322 - - - NA 2 |a
5573 | Raw goat milk + 026 00 | 00 | 00 | 00 |'180 | 00 | 176 | 00 00 | 182 | 00 310 | STECO26 | STEC026 | STEC 026 STEC 026 PA 2 |a
5574 | Raw goat milk - / 00 | 00 | 00 | 00 | 191 | 00 | 185 | 00 00 | 192 | 00 314 | STECO26 | STEC026 | STEC 026 STEC 026 PD 2 |a
5575 | Raw goat milk + 0103 178 | 00 | 00 | 00 | 00 | 00 | 154 | 00 0.0 00 [ 178 316 | STECO103 | STEC 0103 | STEC 0103 STEC 0103 PA 2 |a
5576 | Raw goat milk + 0103 211 | 00 | 00 | 00 | 00 | 00 | 177 | 00 0.0 00 | 212 312 | STECO103 | STEC 0103 | STEC 0103 STEC 0103 PA 2 |a
5577 | Raw cow milk + 026 261 | 00 | 289 | 00 [309 | 289 | 295 | 00 00 |'310 | 00 307 | STECO026 - STEC 026 | STEC026 | STEC 026 PA 2 |a
5578 | Raw cow milk + &2063 00 | 00 | 00 | 00 | 274 | 00 | 266 | 292 | 00 | 279 | 00 31.1 STEC026 | STEC026 | STEC 026 STEC 026 PA 2 |a
5579 | Raw cow milk - / 280 | 00 | 324 | 291 | 00 | 310 | 276 | 00 00 | 366 | 316 312 | STEC 0103 - - STEC 0103 | STEC 0103 PD 2 |a
5580 | Raw cow milk - / 295 | 00 | 315 | 323 | 00 | 00 | 317 | 00 0.0 00 | 356 307 | STEC 0103 - STEC 0157 - STEC 0157 PD 2 |a
5581 | Raw ewe milk - / 00 | 00 | 00 | 00 /197 | 00 | 194 | 00 00 | 198 | 00 308 | STECO26 | STECO26 | STEC 026 STEC 026 PD 2 |a
5582 | Raw ewe milk - / 00 | 00 | 00 | 00 | 176 | 00 | 171 | 00 00 | 176 | 00 315 | STECO26 | STEC026 | STEC 026 STEC 026 PD 2 |a
5583 | Raw ewe milk - / 186 | 00 | 00 | 00 | 359 | 00 | 164 | 00 0.0 00 | 184 307 | STECO103 | STEC 0103 | STEC 0103 STEC 0103 PD 2 |a
5852 | Raw ewe milk + 0111 00 472 00 | 00 | 00 | 00 | 163 | 185 | 0.0 00 | 00 309 | STECO111 | STECO111 | STEC O111 STEC 0111 PA 2 |a
5853 | Raw ewe milk + 0145 00 | 00 [7200 ] 00 | 00 | 00 | 164 | 00 [473 | 377 | 00 316 | STECO145 | STEC 0145 | STEC 0145 STEC 0145 PA 2 |a
6093 | Raw cow milk - / 00 | 00 | 373 | 00 | 00 | 00 | 00 00 | 360 | 00 | 00 317 - - - NA 2 |a
6152 | Raw cow milk / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 312 - NA 2 |a
6234 | Goat milk - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 329 - NA 2 |a
6235 | Goat milk - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 328 - NA 2 |a
6236 | Ewe milk - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 389 321 - NA 2 |a
6237 | Ewe milk - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 317 - NA 2 |a
6238 | Ewe milk - / 00 | 00 | 00 | 00 | 00 | 00 | 354 | 00 0.0 00 | 00 319 - NA 2 |a
6239 | Ewe milk - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 316 - - NA 2 |a
4833 | Raw goat milk cheese - / 345 | 00 | 00 | 00 | 00 | 349 [[296 | 00 0.0 00 | 349 308 | STEC 0103 - - PPNA | 2]b
4834 | Raw goat milk cheese - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 317 - - NA 2 b
4835 | Raw goat milk cheese - / 00 | 00 | 00 | 00 | 00 | 357 | 269 | 00 0.0 00 | 00 313 - NA 2 b
4836 | Raw goat milk cheese - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 318 - NA 2 b
4837 | Raw goat milk cheese - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 322 - NA 2 b
4838 | Raw goat milk cheese - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 327 - NA 2 b
4970 | Raw ewe milk cheese - / 00 | 00 | 00 | 00 | 00 | 00 | 213 | 00 0.0 00 | 00 30.9 - NA 2 |b
4971 | Raw ewe milk cheese - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 314 - NA 2 |b
4972 | Raw ewe milk cheese - / 364 | 00 | 00 | 00 | 00 | 371 | 00 0.0 0.0 00 | 00 30.8 - NA 2 |b
4973 | Raw caw milk cheese - / 00 | 00 | 00 | 00 | 00 | 00 | 00 0.0 0.0 00 | 00 318 - NA 2 |b
* Analyses performed according to the COFRAC accreditation
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RAW DAIRY PRODUCTS

Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR result
Sample ISO/TS 13136° GeneDisc® Plate STEC TOP7
Product eae Final result . Final result | Final result all
N° eae ) ) Final result > :
045- eae qamma eae | epsilon _ dlregt IMS Alternative | confirmatory
Global 0103 | O111 | 0145 | 0157 | 026 stx1-2 | theta beta | (0O45- IC Final result streaking protocol tests
Serogroup 0121 (0145- ]
result (0111) 0157) (026) | 0103
0121)
4974 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 35.7 0.0 0.0 34.2 0.0 30.8 -
4975 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 35.1 0.0 30.7 -
4976 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.0 -
4977 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.1 -
4978 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 36.2 0.0 0.0 0.0 0.0 36.8 0.0 31.7 -
4979 | Raw ewe milk cheese - / 0.0 0.0 41.6 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.0 -
4980 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.8 -
5106 | Raw goat milk cheese - / 0.0 0.0 0.0 26.6 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.8 -
5107 | Raw goat milk cheese - / 0.0 0.0 0.0 27.1 0.0 0.0 0.0 0.0 0.0 0.0 0.0 315 -
5108 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.0 -
5109 | Raw ewe milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 28.8 0.0 0.0 0.0 0.0 31.8 -
5417 | Raw goat milk cheese + 026 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.9 - -
5418 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.0 - - - -
5419 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 19.6 0.0 20.0 0.0 0.0 20.0 0.0 32.2 STEC 026 STEC 026 STEC 026 STEC 026
5420 | Raw goat milk cheese + 0103 31.5 0.0 35.2 0.0 32.1 0.0 28.7 31.0 0.0 33.0 0.0 31.3 STEC 026 - - -
5421 | Raw cow milk cheese - / 33.6 0.0 337 | 313 0.0 0.0 0.0 32.0 0.0 0.0 0.0 315 - - - -
5422 | Raw cow milk cheese - / 0.0 0.0 0.0 0.0 24.8 0.0 25.3 0.0 0.0 25.9 0.0 31.3 STEC 026 STEC 026 STEC 026 STEC 026
5423 | Raw goat milk cheese + 0103 38.2 0.0 0.0 0.0 0.0 0.0 36.3 0.0 0.0 0.0 37.5 31.3 STEC 0103 - STEC 0103 STEC 0103
5424 | Raw cow milk cheese + 0103 25.8 0.0 0.0 0.0 0.0 0.0 23.7 0.0 0.0 0.0 24.9 32.0 STEC 0103 | STEC 0103 | STEC 0103 STEC 0103
5425 | Raw goat milk cheese + 0103 31.6 0.0 0.0 0.0 0.0 30.8 31.2 0.0 0.0 0.0 0.0 321 - - - STEC 0103 | STEC 0103
5426 | Raw ewe milk cheese + 0103 0.0 0.0 37.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 314 - - - -
5427 | Raw cow milk cheese - / 314 0.0 0.0 0.0 0.0 0.0 36.9 0.0 0.0 0.0 40.8 329 STEC 0103 - - -
5854 | Raw goat milk cheese + 0157 0.0 0.0 0.0 23.7 0.0 0.0 23.1 30.5 22.5 0.0 0.0 314 STEC 0157 | STEC 0157 | STEC 0157 STEC 0157
5855 | Raw goat milk cheese - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.3 - - -
5856 | Raw cow milk cheese + 0145 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.3 - - -
5857 | Raw cow milk cheese + 0157 0.0 0.0 0.0 19.3 0.0 0.0 17.8 0.0 18.2 0.0 0.0 30.9 STEC 0157 | STEC 0157 | STEC 0157 STEC 0157
5858 | Raw ewe milk cheese - / 0.0 21.3 0.0 0.0 0.0 0.0 20.4 23.2 0.0 0.0 0.0 31.7 STEC 0111 | STEC O111 STEC 0111 STEC 0111
5859 | Raw ewe milk cheese + 0145 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.0 - - -
5860 | Raw ewe milk cheese - / 0.0 0.0 0.0 235 0.0 0.0 19.9 0.0 20.4 0.0 0.0 31.8 STEC 0157 | STEC 0157 | STEC 0157 STEC 0157
5861 | Raw ewe milk cheese + 0111 0.0 25.0 0.0 0.0 0.0 0.0 24.3 26.3 0.0 30.6 0.0 31.7 STEC 0111 | STEC 0111 STEC 0111 STEC 0111
5862 | Raw ewe milk cheese / 0.0 0.0 26.9 0.0 0.0 0.0 23.2 24.6 23.5 0.0 0.0 31.0 STEC 0145 | STEC 0145 | STEC 0145 STEC 0145
6006 | Raw cow milk cheese - / 37.7 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.0 - - -
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VEGETABLES

Pall Genedisc Technologies

Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR result Agreem
Samol ISOITS 13136* GeneDisc® Plate STEC TOP7 ent | 2 |
amEe Product eae Final result . Final result | Final result all GeneDi | J] ¢
N eae \ X Final result g fi ® =l A
045- eae gamma eae | epsilon dlregt IMS Alternative | confirmatory scl S
Global 0103 | O111 | O145 | 0157 | 026 0121 stx 1-2 | theta (0145 - beta | (045- IC Final result streaking protocol tests STEC
result | S€T09roup (0111 | Gigz) | (©26) | O103- TOP?
0121) 8h
1733 | Sprouts (Radish) n o111 0 @A o0 | o | 0 | 0 |[n2es 3 0 0 0 314 | STEC O111 . STEC O111 | STEC O111 PA |3|a
1734 | Sprouts (Radish) ; / 0 1361 0 | 0 | 0 | 0 | 347 | 36| o0 0 0 315 | STEC O111 . STEC O111 | STEC O111 PO 3 |a
1735 f;‘;';("s‘;ts (Alfalfa, lentils, i / 0 | 379 | 395 | o | o | 354/ 339 | 32| o0 0 0 307 | STEC 0111 i STEC 0111 | STEC 0111 PD |3|a
1736 | Sprouts (Leeks) : ] 0 0 [ 3 | 0 | 0 | 0 0 0 0 0 0 30,7 § ; NA |3 a
1940 | Sprouts (Roquette, alfalfa) - / 0 0 0 0 366 | 376 | 358 0 0 0 0 30,9 - - NA 3 |a
1941 f;:":;;s (Alfalfa, radish, i / 375 | 0 o | o | o |319] o0 0 0 0 0 30,5 i i NA |3 ]a
1942 fse‘;’r‘l’;;s (Alfalfa, radish, i / 0 0 o | o [35]| o | 33| o 0o | 33| o 308 | STEC 026 i STEC 026 | STEC 026 PD |3|a
1943 | Sprouts (Alfalfa) 5 ] 0 0 o [ 0| 0 | o 0 0 0 0 0 311 ; ; NA |3 |a
2126 | Sprouts (Alfalfa) : / 00 | 00 | 00 [ 00 ] 00 | 00 | 00 | 00 | 00 | 00 | 00 | 311 g g NA |3 |a
2127 Z‘;ﬁ;‘;ts (Alfalfa, lentils, - / 00 | 00 | 00 | 00 | 00 |339] 00 | 00 | 00 | 00 | 00 | 312 ) ] NA |3 ]a
2128 fse‘;’r‘l’;;s (Alfalfa, radish, : / 00 | 00 | 385 | 00 | 00 | 350 | 00 | 00 | 00 | 373 | 00 | 317 : : NA |3 |a
2129 | Sprouts (Alfalfa, roquette) 5 ] 00 | 00 | 00 | 378 ] 00 | 00 | 00 | 00 | 00 | 00 | 00 | 312 ; ; NA |3 |a
2490 | Sprouts (Alfalfa) 5 / 00 | 00 | 00 | 00 | 00 | 347 ] 00 | 00 | 00 | 00 | 00 | 318 ; ; NA |3 |a
2491 | Sprouts (Alfalfa) : / 00 | 00 | 00 | 354 ] 00 | 00 | 00 | 00 | 349 | 00 | 00 | 315 g g NA |3 |a
2492 | Sprouts (Alfalfa) : / 00 | 00 | 00 | 00 ] 00 | 00 00 | 00 | 00 | 00 | 00 | 308 g : NA |3 |a
2493 fe':]’:;;s‘ (Alfalfa, radish, - / 00 | 00 | 00 | 325] 00 | 00 | 00 | 00 | 311 | 00 | 00 | 310 . ] NA |3 ]a
2494 | pblovts (Alfafontls, : / 00 | 00 [ 369 | 00 | 00 | 359 | 349 | 00 | 37 | 00 | 00 | 308 |STECOS5 : STEC 0145 | STEC 0145 PD |3]a
2495 i‘;’k‘;‘;ts (Alfalfa, lentils, s o145 | 00 | 00 | 334 | 00 | 00 | 352 | 208 | 00 | 309 | 00 | 00 | 307 |STECO145 i STEC 0145 | STEC 0145 PA |3]a
007 | 00/ | 0.0/ | 00/ | 00/ | 347/ | 366/ | 00 | oo | 0o/ | 00 | 312
2496 | Sprouts (Alfalfa, roquette) i / oo/ | oo/ | oo | oor | oo | 353 | 367 | oor | 359 | oo | oor | 308 i i STEC 0145 | STEC 0145 NA |3 |a
00 | 00 | 00 | 00 | 00 | 345 000 | 00 | 00 | 00 | 00 | 312
3725 :g;;’“ts (Green peas, lentlls, [, / 5771 00 | 00 | 00 | 00 | 33| 00 | 00 | 00 | 382 | 00 | 315 i i NA |3 ]a
3726 | Sprouts (Alfalfa, roquette) 5 ] 00 | 00 | 00 | 00 | 00 | 00 | 354 | 00 | 00 | 373 | 00 | 318 § § NA |3 |a
3727 z‘;‘;‘;ts (Alfalfa, lentils, - / 00 | 344 | 00 | 00 | 00 | 302] 00 | 00 | 00 | 00 | 00 | 319 . ] NA |3 ]a
3728 fe‘::;;s (Alfalfa, radish, : / 00 | 00 | 00 | 00 | 00 | 370 | 357 | 00 | 00 | 375 | 00 | 320 : : NA |3 |a
3729 fe‘::;;s (Alfalfa, radish, : / 00 | 306 | 00 | 00 | 00 | 364 | 378 | 00 | 00 | 00 | 00 | 318 : : NA |3]a
3730 f;‘;:("s‘;ts (Alfalfa, lentils, i / 00 | 288 | 00 | 00 | 00 | 347 | 358 | 00 | 00 | 372 | 00 | 323 i i NA |3 ]a
3731 | Sprouts (Alfalfa, roquette) ; ] 00 | 00 | 00 | 00 ] 00 | 00 | 00 | 00 | 00 | 00 | 00 | 318 ; ; NA |3 |a
3732 f;‘;:("s‘;ts (Alfalfa, lentils, : / 00 | 366 | 00 | 00 | 00 | 358 | 343 | 00 | 361 | 00 | 00 | 318 i i NA |3 ]a
3733 | Sprouts (Alfalfa, roquette) : ] 00 | 00 | 00 | 00 | 00 | 00 | 364 | 00 | 00 | 00 | 00 | 320 § . NA |3 a
3734 :g;;’“ts (Green peas, lentlls, [ / 00 | 00 | 00 | 00| 00 [310] 00 | 00 | 00 | 00 | 00 | 320 i i NA |3 ]a
* Analyses performed according to the COFRAC accreditation
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VEGETABLES

Pall Genedisc Technologies

Alternative methods: GeneDisc® Plate STEC method
Reference methc:d : PCR result Agreem
Samol L L GeneDisc® Plate STEC TOP7 ent | 2 |
am? € Product eae Final result . Final result | Final result all GeneDi | J] ¢
N eae ; ; Final result . \ £l A
045- eae gamma eae | epsilon dlregt IMS Alternative | confirmatory sc® | 8
Global 0103 | O111 | O145 | 0157 | 026 0121 stx 1-2 | theta (0145 - beta | (045- IC Final result streaking protocol tests STEC
result | S€T09roup (0111 | Gigz) | (©26) | O103- TOP?
0121) gh
3735 f;’:‘r:;;s (Alfalfa, radish, : / 00 | 00 | 00 [ 00 | 00 [366| 00 | 00 | 00 | 00 | 00 | 320 : : NA |3 |a
3736 | Sprouts (Alfalfa, roguette) : ] 00 | 00 | 00 | 00 | 00 | 00 | 00 | 00 | 00 | 00 | 00 | 317 } ; : NA |3 a
4713 | Sprouts : I 00 | 00 | 00 | 00 | 3467| 200 [ 824 00 | 00 |38 00 | 308 | STECO0% : STEC 026 STEC 026 PD |32
4714 | Sprouts : / 00 | 292 | 00 | 00 | 375 | 357 | 351 | 00 | 00 | 00 | 00 | 310 : : STECIS?Ozf (AP NA |3 |a
4715 | Sprouts ¥ 026 | 00 | 00 | 00 | 00 |37 00 |36 | 00 | 00 [ 34| 00 | 316 | STECO% : : STEC 026 | STEC 026 PA |3]a
4716 | Sprouts ¥ 02 | 00 | 00 | 00 | 00 | 323 | 00 | 316 | 00 | 00 | 332 | 00 | 317 | STECO% : STEC 026 STEC 026 PA |3 ]a
4T17_| Sprouts : ] 336 00 | 00 | 00 | 00 | 00 | 327 | 00 | 00 | 00 |33 308 | STECO103 ; : : PPNA |3 |2
4718 | Sprouts : ] 365 | 00 | 00 | 00 | 00 | 00 | 345 | 00 | 00 | 00 | 364 | 313 | STECO103 ; PPNA |3 |2
4719 | Sprouts : ] 350 | 00 | 00 | 00 | 00 | 281 | 332 | 00 | 00 | 00 | 343 | 314 | STECO103 ; PPNA | 3 |a
5664 | Sprouts (Alfalfa) : ] 00 | 00 | 00 | 35| 00 | 387 ] 00 | 00 | 358 | 00 | 00 | 312 ; ; NA |3 ]a
5665 | Sprouts (Alfalfa) : I 00 | 00 | 00 | 00 | 00 | 300 00 | 00 | 00 | 00 | 00 | 305 i : : NA |3 ]a
5666 | Sprouts (Radish) : / 00 | 00 | 00 [ 356 | 00 | 00 | 31 | 00 | 352 | 00 | 00 | 316 |[STECO157 : S(T/E§|g(1)?7 PD |3|a
. STEC 0157
5667 | Sprouts (Lentils) + 0157 | 00 | 326 | 00 | 00 | 00 | 00 | 360 | 00 | 367 | 00 | 00 | 307 : : e ND | 3|a
5668 | Sprouts (Mung beans, leek) | - ] 00 | 316 | 00 | 00 | 00 | 389 | 364 | 00 | 00 | 00 | 00 | 307 ; ; ; : NA |3 ]a
1740 | Baby leaves ¥ o111 0 1977 0 | 0 | 0 | o 13205 o 0 | 0 | 308 |STECOI11| STECOI1 | STEC 011 STEC 0111 PA |3 b
1741 | Baby leaves ¥ o111 0 |25 | 0 | 0 | 0 | o | 199 [ 214 | o 0 | 0 | 305 |STECOI11 | STECOI11 | STECO111 STEC 0111 PA_[3]b
1742 | Baby leaves + RXEE 0 122 o0 | 0 | 0o | o | 29251 o 0 | 0 | 314 | STECOI11 | STECOI11 | STEC O111 STEC 0111 PA_[3]b
1743 | Baby leaves ; I 0o | 0 [ 0o [ o] 0o [ o o 0 0 0 | o0 | 309 i : : : NA_ |3 b
Baby leaves (Redchard,
1944 . : I o | o | o | o] o | ol o 0 0 o | o | 311 : : NA |3 b
roquette, spinach)
Baby leaves (Mesclun,
1945 | roquette, chervil, red and - / 0 0 0 0 0 0 0 0 0 0 0 30,9 - - NA 31|b
green lettuce)
1946 | Baby leaves (Spinach) ¥ 026 0 | 0 | o | o [er] o [#2] o 0 [ 0 | 306 | STECO2 | STECO26 | STEC 026 STEC 026 PA_|3]b
1947 | Baby leaves (Mache, + 0%6 1937 o | o | o |176| o | 247 o 0 0 | 256 | 31 |STECO103| STECO103 | STEC 0103 STEC 0103 PA |3 b
roquette, spinach) 0123
Baby leaves (Mache,
2130 | spinach, red and green + 0145 | 00 | 00 | 209 | 00 | 00 | 00 | 190 | 00 [ 191 | 00 | 00 | 313 |STECO145| STECO145 | STEC 0145 STEC 0145 PA |3 b
lettuce)
2131 | Baby leaves (Redchard, + 0157 | 00 | 00 | 00 | 230 | 00 | 00 | 224 | 00 | 218 | 00 | 00 | 310 |STECO157 | STECO157 | STEC 0157 STEC 0157 PA |3 b
roquette, spinach)
2132 | Baby leaves (Mache, + 0145 | 00 | 00 | 266 | 00 | 00 | 00 | 235 | 00 | 287 | 00 | 00 | 312 |STECO145| STECO145 | STEC 0145 STEC 0145 PA |3 b
roquette, spinach)
2497 | Baby leaves + 0% | 00 | 00 | 00 | 25| 257 | 00 | 258 | 00 | 264 [ 264 | 00 | 305 | TCO% | stECO187 | STEC 02 St o PA |3]|b
2498 | Baby leaves ¥ 0111 | 00 [ 2287 00 | 00 | 00 | 00 [1220 [ 237 00 | 00 | 00 | 306 |STECOI11| STECOII1 | STEC 0111 STEC 0111 PA_|3]b
2499 | Baby leaves : ] 00 | 00 | 00 | 00 | 00 | 290 | 00 | 00 | 00 | 00 | 00 | 315 ; : : : NA_ |3 ]|b
3737 | Baby leaves : ] 00 | 00 | 00 | 196 | 00 | 00 | 00 | 00 | 206 | 00 | 00 | 327 } : NA |3 ]|b
3738 | Baby leaves ¥ 0157 | 00 | 00 | 00 | 285 | 00 | 00 | 300 | 00 | 269 | 00 | 00 | 317 } : ND_ |3 b
6009 | Baby leaves : ] 340 | 00 | 282 | 00 | 00 | 310 | 00 | 322 | 00 | 00 | 00 | 309 } : NA |3 ]b
6010 | Baby leaves : ] 00 | 00 | 00 | 00 | 00 | 327 ] 00 | 00 | 00 | 00 | 00 | 312 } : NA_|3]|b
6011 | Baby leaves : I 340 | 00 | 367 | 00 | 339 | 315 | 00 | 00 | 00 | 386 | 332 | 309 i i NA_ |3 b
6012 | Baby leaves ; I 324 | 308 | 356 | 0.0 | 329 | 310 | 00 | 00 | 00 | 322 | 00 | 312 i i : NA_ |3 b
1737 | Pineapple ¥ OXEE 0 166 o | 0 | o0 | o e sl o 0 | 0 | 314 |SIECOI11 | STECOI1 | STEC O] STEC 0111 PA 3¢
1738 | Grated carrots - / 0 0 0 0 0 0 0 0 0 0 0 311 - - - - NA 3c
1739 | Grated red cabbage n RXEE 0 e o | o | o | o [We8 .85 o 0 | 0 | 314 | STECOI11 | STECOI1 | STEC O] STEC 0111 PA 3¢
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VEGETABLES
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Alternative methods: GeneDisc® Plate STEC method
Reference method : PCR result Agreem
Sample L L GeneDisc® Plate STEC TOP7 ent | 2 |
* Product eae Final result . Final result | Final result all GeneDi | J] ¢
N eae ; ; Final result . \ £l A
045- eae gamma eae | epsilon _ dlregt IMS Alternative | confirmatory sc® | 8
Global 0103 | O111 | O145 | 0157 | 026 0121 stx 1-2 | theta (0145 - beta | (045- IC Final result streaking protocol tests STEC
result | Serogroup ©111) | 'Sys7) | (026) | 0103 TOP7
) 0121) 8h
1948 | Apple + 026 0 0 0 0 16,9 0 16,6 0 0 16,9 0 30,3 STEC 026 STEC 026 STEC 026 STEC 026 PA [3]c
1949 | Eggplant + 0103 17,3 0 0 0 0 0 16,3 0 0 0 16,8 3N STEC 0103 | STEC 0103 | STEC 0103 STEC 0103 PA [3]c
1950 | Celery + 026 0 0 0 0 20,7 0 20,1 0 0 20,7 0 30,6 STEC 026 STEC 026 STEC 026 STEC 026 PA [3]c
2133 | Mango + 0145 0.0 0.0 210 | 00 0.0 0.0 19.5 0.0 18.6 0.0 0.0 30.6 STEC 0145 | STEC 0145 | STEC 0145 STEC 0145 PA [3]c
2134 | Pear + 0157 0.0 0.0 0.0 175 | 0.0 0.0 16.4 0.0 16.3 0.0 0.0 31.3 STEC 0157 | STEC 0157 | STEC 0157 STEC 0157 PA [3]c
2135 | Grated carrots - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 35.7 0.0 0.0 30.7 - - - - NA [3]c
Vegetable mix (White
2136 | cabbage, carrots, salad, red + 0157 0.0 0.0 00 | 243 | 00 0.0 23.1 0.0 23.1 0.0 0.0 314 STEC 0157 | STEC 0157 | STEC 0157 STEC 0157 PA (3 c
pepper)
3328 | Frozen mushrooms - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.3 - - - NA |3 ]c
3329 | Frozen Green beans + 0111 0.0 18.2 0.0 0.0 0.0 0.0 17.6 18.9 0.0 0.0 0.0 31.9 STECO111 | STEC 0111 | STEC O111 STEC O111 PA [3]c
3330 | Frozen vegetable mix - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 32.3 - - - NA [3]c
3331 | Frozen vegetable mix + 0111 0.0 20.8 0.0 0.0 0.0 0.0 20.6 21.1 0.0 0.0 0.0 32.3 STECO111 | STECO111 | STEC 0111 STEC O111 PA [3]c
6007 | Frozen carots / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.0 - - - NA [3]c
6008 | Frozen sliced pepper - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.3 - - - NA 3|c
6013 | Carots - / 0.0 0.0 0.0 0.0 0.0 324 0.0 0.0 0.0 0.0 0.0 314 - - - NA [3]c
6014 | Vegetable mix (carots, : / 00 | 00 | 00 | 00 | 00 | 00| 00 | 00 | 00 | 00 | 00 | 313 : : : NA |3 ]c
cabbage, salad)
6015 | Mushrooms - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 31.6 - - - NA |3 ]c
6016 | Zucchini - / 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 0.0 315 - - - NA |3 ]c
STEC 045
6230 | Radish + 0103 235 0.0 0.0 0.0 0.0 31| 217 0.0 0.0 0.0 229 33.3 STEC 0103 - STEC 0103 | STEC 0103 PA (3¢
STEC 0121
6231 | Vegetable mix + 0103 35.0 0.0 0.0 0.0 0.0 0.0 33.8 0.0 0.0 0.0 35.3 32.0 STEC 0103 - STEC 0103 | STEC 0103 PA [3]c
STEC 045
6232 | Carrots + 0103 226 0.0 0.0 0.0 0.0 261 | 215 0.0 0.0 0.0 223 32.2 STEC 0103 - STEC 0103 | STEC 0103 PA (3 ]c
STEC 0121
6233 | Roots and carrots - / 0.0 0.0 0.0 0.0 0.0 35.2 0.0 0.0 0.0 0.0 0.0 32.0 - - - NA |3 ]c
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Appendix 5 — Relative level of detection study: raw data

Pall Genedisc Technologies

Matrix : Ground beef 0103 | 0111 | 0145 | 0157 | 026 | 0450121 | st 1-2 e?&t??;a s omn e?gzbg)ta (0456?81‘38;"_08121) c
Strain : E. coli 0157:H7 Ad683 Strain RLOD Ad683 00 | 00 | 00 | 147 | 00 0.0 13.3 0.0 14.1 0.0 0.0 32,0
Aerobic mesophilic flora : 1,2.103 CFU/g
| Altenativemethod: GeneDisc® Plate STECmethod
. *
Reference method : ISO/TS 13136 8h incubation time
Confirmation PCR result
Contamination PCR result IMS GeneDisc® STEC TOP7
Sample L Q o .
N evel level i PCR confirmation Positive / Final result Global | Positive
(CFU/Sample) P < Global result eae cae Direct
s é % Total 045- | stx eae [gamma | eae |epsilon streaking result | Total
Stx1| Stx2 | eae | 0157 g L 0103 | 0111 | 0145 | 0157 | 026 0121 | 1-2 theta | (0145 | beta | (O45- | IC | Final result
S (&) stx1 stx2 eae 0157 (01 1 1) _ (026) 0103 -
S 0157) 0121)
3987 - 00 | 00] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [305 - -
3988 - 00 | 00] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [320 - -
3989 / / - 0/5 00 | 00] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [322 - - 0/5
3990 - 00 | 00] 00 ] 00 /00]00]00] 00 0.0 0.0 00 |[328 - -
3991 - 00 | 00| 00 ] 00 /00| 00]00] 00 0.0 0.0 00 [323 - - -
4066 - 00 ] 00 ] 00 |290]/00] 00 |27.9| 0.0 271 | 0.0 0.0 |31.8|STEC 0157 | STEC 0157 | STEC 0157
4067 - 00 | 00|00 ] 00 /00| 00]00] 00 0.0 0.0 00 [313 - - -
4068 - - 00 ] 00 ] 00 |262|00] 00 |249| 0.0 240 | 0.0 0.0 |31.8|STEC 0157 | STEC 0157 | STEC 0157
4069 17,873 119,86 [ 18,37 | +p | +p | +p 15,03 | 19,36 | 18,15 | STEC 0157 00 | 00 ] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [31.0 - - -
4070 - - 00 | 00 | 0.0 [27.3|0.0| 0.0 |270] 0.0 256 | 0.0 0.0 |355 | STEC 0157 | STEC 0157 | STEC 0157
4071 17,536 19,31 (18,25 | +p | +p | +p 16,18 | 20,12 | 18,42 | STEC 0157 00 | 00] 0000 /00]00]00] 00 0.0 0.0 00 [317 - - -
4072 - - 00 | 0.0 | 0.0 [2910.0| 0.0 |273] 0.0 276 | 0.0 0.0 |31.4 |STEC 0157 | STEC 0157 | STEC 0157
4073 - - 00 | 00] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [315 - - -
4074 17,402 119,45 (18,24 | +p | +p | +p 15,12 | 19,02 | 18,08 | STEC 0157 00 | 00] 00|00 /00]00]00] 00 0.0 0.0 00 [315 - - -
4075 Low 07 - - 10120 00 | 0.0 | 0.0 [ 28.0|0.0| 0.0 |265]| 0.0 259 | 0.0 0.0 |31.8|STEC 0157 | STEC 0157 | STEC 0157 8120
4076 ’ - - 00 | 00| 00 ] 00 /00| 00]00] 00 0.0 0.0 00 [319 - - -
4077 17,387 (19,18 [ 17,91 | +p | +p | +p 14,62 | 18,09 | 17,09 | STEC 0157 00 | 00| 00 ] 00 /00| 00]00] 00 0.0 0.0 00 |[316 - -
4078 17,24 |1 194 |1785| +p | +p | +p 16,07 | 19,67 | 17,39 | STEC 0157 00 | 00 ] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [325 - - -
4079 22,178123,51/22,69| +p | +p | *p 15,95 | 19,22 | 17,37 | STEC 0157 00 | 0.0 | 0.0 [ 26100 0.0 |251] 00 239 | 0.0 0.0 |32.1|STEC 0157 | STEC 0157 | STEC 0157
4080 17,306 | 18,6 [17,73 | +p | +p | +p 15,34 | 18,56 | 17,94 | STEC 0157 00 | 00] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [315 - - -
4081 17,25 119,16 | 17,78 | +p | +p | +p 15,21 ] 18,98 | 17,84 | STEC 0157 00 | 00] 00|00 /00]00]00] 00 0.0 0.0 00 [319 - - -
4082 - - 00 | 0.0 | 0.0 [ 289 |0.0| 0.0 |276] 00 271 | 0.0 0.0 |31.2 | STEC 0157 | STEC 0157 | STEC 0157
4083 19,312 121,29 [19,85| +p | +p | +p 15,49 | 17,42 | 17,23 | STEC 0157 00 | 00] 00 ] 00 /00]00]00] 00 0.0 0.0 00 [316 - - -
4084 - - 00 | 00| 00 ] 00 /00| 00]00] 00 0.0 0.0 00 [319 - - -
4085 17,276 119,02 | 17,84 | +p | +p | +p 1547 | 21,1 | 19,56 | STEC 0157 00 ] 00 ] 00 |277 00| 00 |263| 0.0 259 | 0.0 0.0 |30.9 | STEC 0157 | STEC 0157 | STEC 0157
4086 17,754 | 19,7 [1819 | +p | +p | +p 15,68 | 18,88 | 17,27 | STEC 0157 00 | 0.0 |225]265|0.0| 0.0 |253] 0.0 244 | 0.0 0.0 |32.0 | STEC 0157 | STEC 0157 | STEC 0157
4087 - - 00 | 0.0 | 0.0 [ 281 0.0 | 0.0 |26.7] 0.0 268 | 0.0 0.0 |31.6 | STEC 0157 | STEC 0157 | STEC 0157
4088 High 2,0 17,013 18,65 [17,58 | +p | +p | +p 17,93 | 21,55 | 20,12 | STEC 0157 4/5 00 | 0.0 | 0.0 [ 262]|0.0| 0.0 |251] 0.0 249 | 0.0 0.0 [31.6 | STEC 0157 | STEC 0157 | STEC 0157 | 4/5
4089 17,082 [ 18,71 (17,39 | +p | +p | +p 16,22 | 20,21 | 18,53 | STEC 0157 00 | 00]00]00/00]00]00] 00 0.0 0.0 00 [315 - - -
4090 17,069 119,12 (17,53 | +p | +p | +p 16,32 | 19,88 | 18,79 | STEC 0157 00 | 0.0 | 0.0 [ 298| 0.0| 0.0 |286] 0.0 282 | 0.0 0.0 |31.3|STEC 0157 | STEC 0157 | STEC 0157
* Analyses performed according to the COFRAC accreditation
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Matrix : Ground beef
Strain : E. coli 0157:H7 Ad683

Pall Genedisc Technologies

Reference method : ISO/TS 13136*
Confirmation PCR result Confirmation
Contamination PCR result IS GeneDisc® STEC TOP7
Sample | ) o el level ﬁ PCR confirmation 5 _
N (CFU/Sample) 7 Q Global result Positive / eae eae Fma_l result
S 5|2 Total 045. | st | €€ |gamma| eae |epsilon Direct
Stx1| Stx2 | eae | 0157 ‘E‘ U S 0103 | 0111|0145 | 0157 | 026 0121 1-2 theta | (0145 | beta | (045- | IC |Final result| streaking
] o |stx1| stx2 eae 0157 (01 1 1) _ (026) 0103 -
S 0157) 0121)
3987 - 0010000 ]0000]00]00] 00 0.0 0.0 0.0 [31.9 -
3988 - 0000|0000 |00]00]00] 00 0.0 00 | 00 |321 -
3989 / / - 0/5 0000|0000 |00]00]00] 00 0.0 00 | 00 [316 - 0/5
3990 - 0000|0000 |00]00]00] 00 0.0 00 | 00 [320 -
3991 - 0000|0000 |00]00]00] 00 0.0 00 | 00 [319 - -
4066 - 00 | 00 | 00 /218 |00] 00 [209]| 00 207 | 0.0 | 0.0 |[314]|STECO0157| STEC 0157
4067 - 00 00| 00]0000]00]00] 00 0.0 0.0 0.0 [306 - -
4068 - - 0.0 | 0.0 | 00 | 214|001 0.0 [20.3| 0.0 204 0.0 0.0 |[31.6 |STEC 0157 | STEC 0157
4069 17,873 119,86 | 18,37 | +p | +p | *p 15,031 19,36 | 18,15 | STEC 0157 00 00| 00]0000]00]00] 00 0.0 0.0 00 [314 - -
4070 - - 0.0 | 0.0 | 00 1207 00| 0.0 [194| 0.0 19.6 0.0 0.0 |[31.3|STEC 0157 | STEC 0157
4071 17,536 | 19,31 /18,25 | +p | +p | +p 16,18 20,12 | 18,42 | STEC 0157 0000|0000 |00]00]00] 00 0.0 00 | 00 [315 - -
4072 - - 00 | 00| 00 212 |00] 00 |205]| 0.0 203 | 0.0 | 0.0 |31.3|STECO157| STEC 0157
4073 - - 0000|0000 |00]00]00] 00 0.0 00 | 00 [306 - -
4074 17,402 119,45 |1824 | +p | +p | +p 15,121 19,02 | 18,08 | STEC 0157 0000|0000 |00]00]00] 00 0.0 00 | 00 [316 - -
4075 Low 07 - - 10120 00 | 00 | 00 /20500 00 [19.7]| 0.0 19.7 | 0.0 | 0.0 |31.5|STECO157| STEC 0157 8120
4076 ’ - - 00 00| 00]0000]00]00] 00 0.0 0.0 0.0 0.0 - -
4077 17,387 11918 | 1791 | +p | +p | *p 14,62 | 18,09 | 17,09 | STEC 0157 00 00| 00]0000]00]00] 00 0.0 0.0 0.0 [30.9 -
4078 17,24 | 194 |17,85| +p | +p | +p 16,07 1 19,67 | 17,39 | STEC 0157 00 | 00 |299] 00 |00] 00 ]00] 0.0 0.0 0.0 0.0 [32.0 - -
4079 22178 12351[22,69| +p | +p | +p 15,951 19,22 | 17,37 | STEC 0157 00 | 00| 00 (20300 00 |19.7] 0.0 19.6 0.0 0.0 |[31.8|STEC 0157 | STEC 0157
4080 17,306 | 18,6 |17,73| +p | +p | *p 15,34 1 18,56 | 17,94 | STEC 0157 00 00| 00]0000]00]00] 00 0.0 0.0 00 [318 - -
4081 17,25 11916 | 17,78 | +p | +p | +p 15,211 18,98 | 17,84 | STEC 0157 00000000 |00]00]00] 00 0.0 00 | 00 [312 - -
4082 - - 00 | 00| 00 212 |00] 00 |[206] 0.0 198 | 0.0 | 0.0 |31.3|STECO157| STEC 0157
4083 19,312121,29[19,85| +p | +p | +p 15,49 | 17,42 | 17,23 | STEC 0157 0000|0000 |00]00]00] 00 0.0 00 | 00 [308 - -
4084 - - 00000000 |00]00]00] 00 0.0 00 | 0.0 [311 - -
4085 17,276 119,02 | 1784 | +p | +p | *p 1547 21,1 | 19,56 | STEC 0157 00 | 00| 00 [ 208]|00]| 00 |191| 0.0 19.6 0.0 0.0 |[31.5|STEC 0157 | STEC 0157
4086 17,754 | 19,7 | 18,19 +p | +p | *p 15,68 | 18,88 | 17,27 | STEC 0157 00 | 00| 00 |21.0] 00| 00 |19.7| 0.0 19.7 0.0 0.0 |[31.5|STEC 0157 | STEC 0157
4087 - - 00 | 00| 00 | 21500 | 00 J20.2| 0.0 20.5 0.0 0.0 |[30.7 |STEC 0157 | STEC 0157
4088 High 2,0 17,013 |18,65|17,58 | +p | +p | *p 17,931 21,55 | 20,12 | STEC 0157 4/5 00 | 00| 00 | 19500 | 00 |196| 0.0 19.5 0.0 0.0 |[31.3|STEC 0157 | STEC 0157 4/5
4089 17,082 18,71 17,39 +p | +p | *p 16,22 1 20,21 | 18,53 | STEC 0157 00 0000|000 00]00]00] 00 0.0 0.0 0.0 [304 - -
4090 17,069 19,12 | 17,53 | +p [ +p | +p 16,32 19,88 | 18,79 | STEC 0157 00 ] 00| 00 23.0|00] 00 |224] 00 222 | 0.0 | 0.0 |31.6|STECO157| STEC 0157
* Analyses performed according to the COFRAC accreditation
ADRIA Développement 102/186 March 23, 2023
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. . eae theta eae gamma eae beta eae epsilon
Matrix : Raw milk 0103 | 0111 | 0145 | 0157 | 026 | 045-0121 | stx1-2 (0111) | (0145-0157) | (026) | (045-0103-0121) IC
Strain : E. coli 026 Ad 1741 | Strain RLOD | 00| 00| 00| 00| 173 0.0 16.6 0.0 0.0 17.2 0.0 32.1
Aerobic mesophilic flora : 4.0 104 CFU/g

Reference method : ISO/TS 13136°¢
Confirmation PCR Confirmation
PCR result IMS .
sample Contamination SR conrt GeneDisc® STEC TOP7 i~ o

N° Level level confirmation Global | Positive eae €ae result el result

(CFU/Sample) CHROMagar TBX CT-Rmac result | Total 045 | st eae |gamma | eae | epsilon Final Direct result Alternative

Stx1 |Stx2 | eae | 026 | STEC 0103 | 0111 0145 | 0157 | 026 |y | 4 | theta | (0145 | beta | (045- | IC it |streaking| ™S | orotocol
stx1 |stx2 | eae | 026 “ L o111) R (026) | 0103 - result
0157) 0121)
6172 - - / / - 00| 00| 31| 00| 00| 0.0 0. 0.0 0.0 0.0 0.0 | 318 / /
6173 - - / / - 00| 00| 00 32| 00| 00 00 0.0 0.0 0.0 0.0 | 320 / /
6174 | 0 / - - / / - 0/5 00| 00, 48| 00| 00| 0.0 0. 0.0 0.0 0.0 0.0 | 322 / /
6175 - - / / - 00| 00| 00| 00] 00| 0.0 0. 0.0 0.0 0.0 0.0 | 320 / /
6176 - - / / - 00| 00 /36| 00| 00| 00,297 0.0 0.0 0.0 0.0 | 337 / /
6354 - - - - - 00| 00| 00| 00] 00| 0.0 0.0 0.0 0.0 0.0 0.0 | 317 - / /
6355 - - - - - 00| 00| 00| 00305 00,299 00 0.0 | 322 0.0 | 31.7 | STEC 026 - STEC 026
6356 39,85| - 40,28 38,18 +m +M d 15,79 i |15,85] 16,36 | STEC 026 00| 00| 00| 00| 315 0.0 303 0.0 0.0 | 320 0.0 | 31.5| STEC 026 - STEC 026
6357 31,05 - [2977]29,07 +1/2 - d 16,63 | i |16,53 | 17,07 | STEC 026 00| 00| 00| 00[319 00 313 00 0.0 | 331| 0.0 | 32.0|STEC 026 - STEC 026
6358 - - - - - 00| 00| 00| 00 [282 00 273 00 0.0 | 286 | 0.0 | 32.0|STEC 026 - STEC 026
6359 3338 - [31,76]30,29 +m +M d 16,16 | i |16,00 | 16,48 | STEC 026 00| 00| 00| 00[313 00 277 00 0.0 | 320 | 0.0 | 32.4|STEC026 - STEC 026
6360 2731 - [26,59]2550 +m - d 16,71] i [16,33 | 17,09 | STEC 026 00| 00| 00| 00]295 00 288 0.0 0.0 | 298| 0.0 | 31.6|STEC 026 STEC 026 /
6361 - - - - - 3711 00 00| 00| 00 00/ 00| 00 00 | 00| 00 |326 - - /
6362 3117 - [ 2967 28,79 +1/2 - d 16,29 i |16,11 16,63 | STEC 026 00] 00] 00| 00| 00/ 00/ 00] 00 00 | 00| 00 |313 - - /
6363 2987 - [2919 28,04 +m +M d 16,74 | i |16,21 16,98 | STEC 026 00| 00| 00| 00 [278] 00 269 00 0.0 | 284] 0.0 | 31.7|STEC 026 STEC 026 /
6364 | 1 14 - - - - - 12/20 00| 00| 00| 00| 279| 00 269 0.0 0.0 | 28.0 0.0 | 32.8 | STEC 026 - STEC 026
6365 - - M3 - - 00| 00| 00| 00| 356| 00 344 00 0.0 | 356 0.0 | 32.6 | STEC 026 - STEC 026
6366 3357 - |31,67]3048 +m - d 1317 i |15,12 | 15,87 | STEC 026 00| 00| 00| 00] 00| 0.0 0.0 0.0 0.0 0.0 0.0 | 321 - - /
6367 - - - - - 00| 00| 00| 00| 349| 00 345 00 0.0 | 396 0.0 | 31.8 | STEC 026 - STEC 026
+m (4col | +M (17 col | d (5 col
6368 215 - 18937 - ey | datex) | laexq | | '] ! : 00| 00| 00| 00303 00205 00 00 |39 00 | 333 STECO% | cuEcers
6369 34,83 | - 32673064 +m - d 16,26 | i |15,93 16,61 | STEC 026 00| 00| 00| 00305 00 297 0.0 0.0 | 315 0.0 | 32.1 | STEC 026 - STEC 026
6370 31,99 - (30552993 +m +M d 1544 | i |1511]14,49 | STEC 026 00| 00| 00 00/[337] 00326 0.0 0.0 | 352 | 0.0 | 33.7|STEC 026 - STEC 026
6371 3990 | - [3953) 34,67 +m - d 17,07| i |16,57 | 17,35 | STEC 026 00| 00| 00| 00| 00 00368| 00 00 | 00| 00 | 328 - - /
6372 3025 - [29,15] 28,06 +m +M d 16,65| i |16,27 | 17,12 | STEC 026 00| 00] 00| 00| 00/ 00/ 00] 00 00 | 00| 00 |316 - - /
6373 31,69 - (30382943 +1/2 +M d 1549 | i 15,26 15,95 | STEC 026 00| 00400 00[296] 00290 0.0 0.0 | 299] 0.0 | 32.9|STEC 026 - STEC 026
6324 2946 | - [2993]29,07 +112 +M +m 1064 | i |1553]1549 | STEC 026 00| 00| 00| 00[304] 00]23.0| 00 0.0 | 298| 0.0 | 32.6|STEC 026 - STEC 026
6325 2806 - [2830)27,58 +112 +m +m | 1401] i | 157 | 1562 | STEC 026 00| 00| 00| 00/]304| 0023 00 0.0 | 302| 0.0 | 31.5|STEC026 - STEC 026
6326 | 3 7.9 2922 - [2907)2836 +112 +m +m | 116 | i |1375/16,11 |STEC026| 5/5 00| 00| 00| 00 [27.7) 00270] 00 0.0 | 275| 0.0 | 33.2|STEC 026 - STEC 026
6327 29,28 | - ]29,32 28,54 +1/2 +M +m 16,43 | i |16,52 | 16,39 | STEC 026 00| 00| 00| 00| 292| 00293 0.0 0.0 | 29.7 0.0 | 31.7 | STEC 026 STEC 026 /
6328 3226 | - |24,64]30,68 +1/2 +M +1/2 1656 ] - ]16,39 | 14,68 | STEC 026 290] 00| 00| 0.0 [ 306| 00 ] 296| 0.0 0.0 | 30.8 0.0 | 32.6 | STEC 026 STEC 026 /
* Analyses performed according to the COFRAC accreditation
ADRIA Développement 103/186 March 23, 2023
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Matrix : Raw milk cheese 0103 | 0111 | 0145 | 0157 | 026 8;‘; st 1-2 e(ag 1”1“1";3' (8$259?3T5a7) e?gzbg)ta o 45"'_38?8;"_08 |
Strain : E. coli 0103 Ad982 | Strain RLOD | Ad982 17.9 0.0 0.0 0.0 0.0 0.0 16.2 0.0 0.0 0.0 171 32.0
Aerobic mesophilic flora : 1,8.108 CFU/g
Reference method : ISO/TS 13136
Confirmation PCR Confirmation
PCR result IMS )
Sampe Contamination R oot GeneDisc® STEC TOP7
N® Level level confirmation Global | Positive / cae Final result
(CFU/Sample) CHROMagar | .o result Total cae € | eae |epsilon Direct
Stx1 |Stx2 | eae |0103| STEC 0103 | 0111|0145 | 0157 | 026 | 047 | X | petg | 99MMa |y | (045- | IC | Final result | streaking
stx1 | stx2 | eae | 0103 0121 1-2 (0111) (0145 - (026) | 0103 -
0157) 0121)
4560 - 00 ) 00| 00| 00 00| 00 |00] 0.0 0.0 0.0 00 (322 -
4561 - 00 ) 00| 00| 00 00| 00 |00] 0.0 0.0 0.0 0.0 |[32.0 -
4562 / / - 0/5 00| 00 ] 00| 00/]00| 001]00]| 00 0.0 0.0 00 |314 - 0/5
4563 - 00| 00 ] 00| 00/]00| 001]00]| 00 0.0 0.0 0.0 [315 -
4564 - 00| 00 ] 00| 00/]00| 001]00]| 00 0.0 0.0 00 |314 -
4761 31,35 - 00| 00] 00| 00/]00| 00 1]00]| 00 0.0 0.0 0.0 |323 -
4762 - - 00| 00|00 | 00 00| 00 |00] 0.0 0.0 0.0 00 (315 -
4763 31,27 - 00| 00|00 | 00 00| 00 |00] 0.0 0.0 0.0 0.0 (305 -
4764 - - 00 ) 00| 00| 00 00| 00 |00] 0.0 0.0 0.0 00 [311 - -
4765 - 354 | 00 | 00 | 0.0 | 0.0] 0.0 [333| 0.0 0.0 0.0 | 359 |31.5|STEC 0103 | STEC 0103
4766 - - - 00 ) 00|00 | 00 00| 00 |00] 0.0 0.0 0.0 00 |[31.0 - -
4767 36,91 34,28 | 35,81 +M +p | 17,96 17,59 | 17,81 | STEC 0103 350 00 | 00 | 0.0 | 0.0] 0.0 [374| 0.0 0.0 0.0 | 375 |31.6|STEC0O103| STEC 0103
4768 - 36,21 - 266 | 00 | 0.0 | 0.0 | 00| 0.0 |25.7] 0.0 0.0 0.0 | 26.3 |31.7|STEC 0103 | STEC 0103
4769 - - 304 | 00 | 00 | 0.0 | 0.0] 0.0 [296| 0.0 0.0 0.0 | 30.2 |31.5|STEC 0103 | STEC 0103
4770 - 00| 00 ] 00| 00]00| 00 1]00]| 00 0.0 0.0 0.0 [311 - -
4771 Low 2.7 - 4120 345| 00 | 00 | 0.0 | 0.0] 0.0 [36.3] 0.0 0.0 0.0 | 358 |32.3|STECO0O103| STEC 0103 10720
4772 - 00 ) 00| 00| 00 00| 00 |00] 0.0 0.0 0.0 00 (312 - -
4773 - - - 2911 00 | 00 | 00 |0.0| 00 [274]| 0.0 0.0 0.0 | 28,5 |31.2|STEC 0103 | STEC 0103
4774 25,13 24 35| 258 +p +p 17,82 17,34 | 17,7 | STEC 0103 00 ) 00| 00| 00 00| 00 |00] 0.0 0.0 0.0 00 |[31.3 - -
4775 - - - 248 | 00 | 00 | 0.0 | 0.0 | 00 [246]| 0.0 0.0 0.0 | 26.1 |30.8|STEC 0103 | STEC 0103
4776 - 36,49 - 312 | 00 | 00 | 0.0 | 0.0] 0.0 [30.3] 0.0 0.0 328 | 313 |31.8|STEC 0103 | STEC 0103
4777 254 24,89 | 26,14 +p +p | 17,87 17,33 | 17,46 | STEC 0103 30.3| 00 | 00 | 0.0 | 0.0] 0.0 [304| 0.0 0.0 0.0 | 31.1 |31.5|STEC 0103 | STEC 0103
4778 - - - 00| 00 ] 00| 001]00| 001]00]| 00 0.0 0.0 0.0 |323 - -
4779 40,23 37,08 | 37,39 +p +p 118,25 18,01 | 18,19 | STEC 0103 385| 00 | 00 | 0.0 | 0.0] 0.0 [33.0] 0.0 0.0 0.0 | 35.8 |31.7|STEC 0103 | STEC 0103
4780 - - - 00| 00 ] 00| 001]00| 001]00]| 00 0.0 0.0 00 |317 - -
4781 37,14 32,33 | 35,23 +p +p | 18,16 17,77 | 18,08 | STEC 0103 379 | 00 | 0.0 | 0.0 | 00| 0.0 |353| 0.0 0.0 0.0 | 36.8 |31.8|STEC 0103 | STEC 0103
4782 33,36 30,99 | 32,29 +p +p | 18,63 18,05 | 18,29 | STEC 0103 2911 00 | 00 | 00 |0.0| 00 [274]| 0.0 0.0 0.0 | 28.2 |30.6|STEC 0103 | STEC 0103
4783 High 8,2 37,56 33,09 | 35,85 +p +p | 18,32 17,91 | 18,25 | STEC 0103 4/5 285| 00 | 00 | 00 |0.0| 00 [27.8]| 0.0 0.0 0.0 | 28.2 |31.0| STEC 0103 | STEC 0103 515
4784 26,49 25,94 | 27,31 +p +p 18,35 17,77 | 18,09 | STEC 0103 265| 00 | 00 | 00 | 0.0 0.0 [30.9| 0.0 0.0 0.0 | 321 |31.7|STEC 0103 | STEC 0103
4785 - 38,28 - 263 | 00 | 00 | 00 |0.0| 00 [234]| 0.0 0.0 0.0 | 240 |31.9|STEC 0103 | STEC 0103
* Analyses performed according to the COFRAC accreditation
ADRIA Développement 104/186 March 23, 2023
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Matrix : Baby leaves (spinach) 0103 | 0111 | 0145 | 0157 | 026 gf; st 1-2 9(5‘81”1‘:';3‘ (g$259?g:‘5a7) e?gzbg)ta (0456?8398;'[08121) Ic
Strain : E. coli 0111 Ad981 | Strain RLOD | Ad981 0.0 14.7 0.0 00 | 00 0.0 14.4 15.3 0.0 0.0 0.0 32.1
Aerobic mesophilic flora :1,7.108 CFU/g
Reference method : ISO/TS 13136*
Confirmation PCR Confirmation
Contamination PCR result S IMS Global result GeneDisc® STEC TOP7
Sa'r\lnople Level level % PCR confirmation Positive / eae eae Final result Fi
n ! . inal result
(CFU/SampIe) s E Total 045 X eae |gamma| eae |epsilon Direct IMS
Stxt |Stx2 | eae |O111| T | F 0103 | 0111 | 0145 | 0157 | 026 012% 132 theta | (0145 | beta | (045- | IC | Final result | streaking
S stx1 |stx2 | eae | 0111 Serogroup = (01 1 1) _ (026) 0103 -
S 0157) 0121)
3592 - - - 00 | 00|00 ] 00 ]00]00]00] 00 0.0 0.0 00 [31.2 - -
3593 - - - 0000 | 00|00 |00]00] 00 00 0.0 0.0 00 [322 - - -
3594 / / - - - 0/5 0000 | 00|00 [00]00] 00 00 0.0 0.0 00 [325 - - - 0/5
3595 - - - 0000 |00 |00 ]00]00]00] 00 0.0 0.0 00 [315 - - -
3596 - - - 000000 |00 ]00]00]00] 00 0.0 0.0 00 [326 - - -
3648 2618 - |2641] 256 |+M|+M[19,19 20,07 [ 17,48 | STEC 0111 00 | 273 00 | 0.0 | 00| 0.0 |26.9] 28.1 0.0 0.0 0.0 [32.4|STECO111|STEC 0111 | STEC 0111
3649 293 | - ]29,68|28,22|+M | +M | 20,03 19,86 | 19,63 | STEC 0111 00 | 318 00 | 0.0 | 00| 0.0 |31.3] 33.1 0.0 0.0 0.0 |34.1|STEC 0111 | STEC 0111 | STEC 0111
3650 2134 - [2154]20,71 | +M | +M [ 19,52 20,13| 18,5 | STEC 0111 00 /239 00 | 0.0 | 0.0] 0.0 |23.6] 248 0.0 0.0 0.0 [325|STECO111|STEC 0111 | STEC 0111
3651 2414 - 2427|2351 | +M | +M | 20,21 21,27 120,33 | STEC 0111 0.0 [ 266 0.0 | 00 | 0.0] 00 |26.0| 27.3 0.0 0.0 0.0 |[32.8|STEC 0111 | STEC 0111 | STEC 0111
3652 - - - - 0000 |00 |00 [00]00] 00| 00 0.0 0.0 00 [323 - - -
3653 2408| - | 242 |2361|+M|+M|19,76 20,42 119,92 | STEC 0111 0.0 [[252 ]| 0.0 | 0.0 | 0.0| 0.0 |25.1| 25.8 0.0 0.0 0.0 [31.9|STEC 0111 | STEC 0111 | STEC O111
3654 2223| - [2243] 22 |+M|+M|19,42 20,7 | 19,6 | STEC O111 0.0 [ 238 0.0 | 00 | 0.0| 00 |234| 245 0.0 0.0 0.0 [32.9]|STEC 0111 | STEC 0111 | STEC O111
3655 242 | - |2469|24,06|+M|+M | 16,68 20,96 | 16,14 | STEC O111 0.0 [269] 0.0 | 00 | 0.0| 0.0 |258]| 27.6 0.0 0.0 0.0 [32.9]|STEC 0111 | STEC 0111 | STEC O111
3656 2753 - |27,83| 27 |+M|+M|20,17 21,19]20,16 | STEC 0111 00 1299 00 | 0.0 [ 0.0] 0.0 |29.7| 30.8 0.0 0.0 0.0 |325]|STECO111 - STEC 0111
3657 Low 13 - - - - 12120 000000 |00 ]00]00]00] 00 0.0 0.0 0.0 [33.0 - - - 12/20
3658 ’ 2508 | - ]25,36]24,59 | +M|+M|20,09 21,23[19,69 | STEC 0111 00 1269 00 | 0.0 | 0.0] 0.0 |26.7| 27.7 0.0 0.0 0.0 [32.9|STECO111|STEC 0111 | STEC 0111
3659 - - - - 0000 |00 |00 ]00]00]00] 00 0.0 0.0 00 [317 - - STEC 0111
3660 - - - - 0000 |00 |00 [00]00] 00 00 0.0 0.0 00 |[337 - - -
3661 2221 - [22,07]21,25|+M | +M | 19,19 20,16 19,95| STEC 0111 00 | 228 00 | 0.0 [0.0] 0.0 |22.0] 238 0.0 0.0 0.0 [31.9|STEC 0111 | STEC 0111 | STEC O111
3662 2774 - 128/19]27,09|+M|+M|19,35 19,97 119,08 | STEC 0111 00 | 29.0) 00 | 0.0 |00 ] 0.0 |28.2] 30.0 0.0 0.0 0.0 [32.2|STEC 0111 | STEC 0111 | STEC O111
3663 - - - - 00 ] 00 | 00|00 [00]00] 00 00 0.0 0.0 00 [324 - - -
3664 - - - - 338/ 00 | 00|00 ]00]00 00 00 0.0 0.0 00 [319 - -
3665 - - - - 349100 | 0.0 | 0.0 |0.0] 00 |00 00 0.0 0.0 00 [316 - - -
3666 22,89 - [2313[22,22|+M|+M | 19,31 19,71119,05| STEC 0111 00 | 235 00 | 0.0 | 00| 0.0 |23.8] 245 0.0 0.0 0.0 [32.0|STECO111|STEC 0111 | STEC 0111
3667 - - - - 00 ] 00|00 |00 [00]00]00] 00 0.0 0.0 00 [314 - - -
3668 2243 - [22,68[22,02|+M | +M | 19,61 20,61(19,77 | STEC 0111 30.8 1236 0.0 | 0.0 | 0.0] 0.0 |23.2| 245 0.0 0.0 0.0 [32.6|STECO111|STEC 0111 | STEC 0111
3669 2423 - 2442|2373 |+M|+M[19,73 20,01[19,14 | STEC 0111 00 | 248 00 | 0.0 | 00| 0.0 |24.3]| 258 0.0 0.0 0.0 |31.8|STECO111|STEC 0111 | STEC 0111
3670 High 6,6 23,05| - [23,25|2254|+M|+M | 21,04 18,45]21,06 | STEC 0111 5/5 00 | 244 00 | 0.0 | 00| 0.0 |23.9]| 25.1 0.0 0.0 0.0 [325|STEC 0111 | STEC 0111 | STEC 0111 5/5
3671 2421 - | 244 | 23,73 |+M | +M | 20,49 20,37 | 20,1 | STEC O111 00 | 256 00 | 0.0 [ 00| 0.0 |25.1| 26.6 0.0 0.0 0.0 | 0.0 |STEC 0111 |STEC 0111 | STEC O111
3672 2423| - |2505]24,34|+M | +M|20,13 20,42 119,96 | STEC 0111 00 | 26,7 00 | 0.0 | 0.0] 324 |264| 27.7 0.0 0.0 0.0 [32.6|STEC 0111 | STEC 0111 | STEC O111

* Analyses performed according to the COFRAC accreditation

ADRIA Développement 105/186 March 23, 2023
Summary report (Version 0)
GeneDisc STEC



Pall Genedisc Technologies

eae epsilon
- eae theta | eae gamma eae beta
Matrix : Sprouts (soya) 0103 |Off1 | 0145 |O167 |026 | 0450121 |stxt2 | 5000™ | \0145-0157) |(026) 5004152-1 )0103 IC
. , AP: alternati tocol applied fi .
Strain : E. coli 0145 Ad2310 a ernaégifﬁ;)ac:ic;c:] applied for Strain RLOD | Ad2310 0.0 0.0 175 0.0 0.0 0.0 15.1 0.0 15.7 0.0 0.0 30.8
Aerobic mesophilic flora : 2,0.107 CFU/g Atypical curves
Reference method : ISO/TS 13136
Confirmation PCR Confirmation
IMS
PCR result GeneDisc® STEC TOP7 -
[=2]
Contamination PCR confirmation 2l =s | =53
Sample | | ey level 8 Globa | b . tive eae eae 252|328
N > | ; QL g &2
(CFU/Sample) SO < | Total gamm epsilo s 29 2o
= @ result eae eae . —®| =52
Ok g 045- stx a n (045 Final | S| 87 S5
Stx1 Stx2 eae 0145 x » 0103 | O111 | O145| 0157 026 0121 1-2 theta (0145 beta |- 0103 IC result | ic 8|l |8
3 stx1 | stx2 | eae | 0145 (0111) (026) = s
- 5 <
0157) 0121)
4420 - / - 0.0 0.0 0.0 0.0 0.0 275 0.0 0.0 0.0 0.0 0.0 31.8 -
4421 - / - 0.0 0.0 0.0 0.0 0.0 26.6 0.0 0.0 0.0 0.0 0.0 311 -
4422 / / - / - 0/5 0.0 0.0 0.0 0.0 0.0 27.6 0.0 0.0 0.0 0.0 0.0 31.9 - 0/5
4423 - / - 0.0 0.0 0.0 0.0 0.0 28.5 0.0 0.0 0.0 0.0 0.0 30.8 -
4424 - - / - 0.0 0.0 0.0 0.0 0.0 28.6 0.0 0.0 0.0 0.0 0.0 314 -
(AP + 35,03 35,7 ] -(AP | -(AP 16,1 | 15,3 ] ]
4565 13.6) (AP +1551) | (AP +24.17) | -(AP+2598) | " Ay | 1498 g | 5 | 1672 0.0 00 | 00 | 00 0.0 272 | 346 00 37 | 00 | 00 | 307
31,7 33,89 36,4 +m - (AP 16,4 | 15,5 STEC STEC STEC
4566 ~(AP+1801) | 1o is o) | ap+ 21ty | (AP+2371) | APy | vy | 882 | 6 | 6 | 1797 | onas 0.0 00 | 368 00 0.0 279 [333| 00 [ 39 | 00 | 00 |312| G2 Sl
4567 - - / - 0.0 0.0 0.0 0.0 0.0 28.0 0.0 0.0 0.0 0.0 0.0 315 -
4568 - / - 0.0 0.0 0.0 0.0 0.0 21.7 0.0 0.0 0.0 0.0 0.0 32.0 -
4569 - / - 0.0 0.0 0.0 0.0 0.0 28.1 0.0 0.0 0.0 0.0 0.0 32.2 -
4570 - - / - 0.0 0.0 0.0 0.0 0.0 27.0 0.0 0.0 0.0 0.0 0.0 324 -
37,16 - (AP + 35,81 38,26 - (AP - (AP 16,3 | 15,3 STEC STEC i STEC
4571 (AP +13,37) 15,90) (AP +23,08) | (AP +2452) +M) +m) 16,62 3 6 16,73 0145 0.0 0.0 35.3 0.0 0.0 26.6 33.9 0.0 35.1 0.0 0.0 30.9 0145 0145
-(AP+ | / (AP + +md | - (AP 16,5 ] STEC | sTEC
4572 16,21) (AP +160,5) 2256) AP + 24,05 (AP +M) | +m) 14,95 7 15,6 | 17,13 0.0 0.0 36.0 0.0 0.0 28.2 32.7 0.0 35.8 0.0 0.0 31.9 0145 0145
4573 - / - 0.0 0.0 0.0 0.0 0.0 29.3 0.0 0.0 0.0 0.0 0.0 32.8 -
4574 Low 1,5 - - / - 3120 0.0 0.0 0.0 0.0 0.0 28.4 0.0 0.0 0.0 0.0 0.0 31.4 - 5120
- (AP + 34,33 36,88 40 ( W+ | -(AP 17,2 | 16,2 STEC ]
4575 16.61) (AP +19.16) | (AP+23.13) | AP+2520) | (Aph) | oWy | 7T | 4| s | 1786 | s 00 | 00 | 00| 00 0.0 283 | 00| 00 00 | 00 | 00 |313
4576 - - / - 0.0 0.0 0.0 0.0 0.0 29.3 0.0 0.0 0.0 0.0 0.0 31.2 -
- (AP + 37,64 - (AP + 39,67 - (AP - (AP 16,5 | 15,2 ) STEC ) STEC
4577 16.03) (AP + 15.92) 2.2) WPs25.44) | M) o) | 1495 5| 7| 188 00 | 00 |39 00 0.0 276 [360| 00 [ 362 | 00 | 00 |309| .~ e
- (AP + 34,19 - (AP + 35,44 - (AP - (AP 16,4 | 15,5 i STEC i STEC
4578 16.05) (AP + 15.98) 22.86) (AP +2544) | M) M) 1500 | 5 | 1701 0.0 00 [874| 00 0.0 280 |340( 00 352 | 00 | 00 | 314 | 2~ 0145
4579 - - / - 0.0 0.0 0.0 0.0 0.0 29.5 0.0 0.0 0.0 0.0 0.0 314 -
4580 - / - 0.0 0.0 0.0 0.0 0.0 28.8 0.0 0.0 0.0 0.0 0.0 31.7 -
4581 - / - 0.0 0.0 0.0 0.0 0.0 28.4 0.0 0.0 0.0 0.0 0.0 31.4 -
4582 - / - 0.0 0.0 0.0 0.0 0.0 28.0 0.0 0.0 0.0 0.0 0.0 314 -
4583 - / - 0.0 0.0 0.0 0.0 0.0 26.9 0.0 0.0 0.0 0.0 0.0 31.6 -
4584 - / - 0.0 0.0 0.0 0.0 0.0 28.0 0.0 0.0 0.0 0.0 0.0 32.0 -
-(AP+ 33,27 34.22 37.36 _(AP _(AP 16,1 STEC 0.0/ 0.0/ 0.0/ 0.0/ 0.0/0.0/ 26.5/ | 33.1/ 0.0/ 34.8/ 0.0/ 0.0/ | 311/
4585 16,62) (AP +16,53) | (AP +22.15) | (AP +23,99) +M) +M) 17,22 17 7 17,68 0145 0.0/ 0.0/ | 36,4 0.0/ 0.0 278 36,2/ 0.0/ 36,1/ 0.0/ 0.0 31,0/ | -[+/+ -
' ' ’ ’ 0.0 0.0 |/38,0 0.0 ) 27,9 35,7 0.0 36,6 0.0 /0.0 31,8
33,94 32,59 33,32 36,06 +d(1) - (AP 16,9 | 15,8 STEC STEC i STEC
4586 (AP +1630) | (AP +16.15) | (AP +20.94) | (AP+2381) | (AP+M) | +M) 1691 | ) 1| 1726 | s 0.0 00 [346| 00 0.0 256 | 326 00 384 | 00 | 00 | 320 .. OIE
High 45 32,20 32,10 34,27 ( 36,69 +d(1)+ | - (AP 170 STEC | 4/5 STEC | stEC 3/5
4587 (AP +1657) | (AP +16.29) | AP+22.47) | (AP+2371) | (AP+M) | +M) 1704 | 7| 162 | 1749 | e 311 | 00 [350] 00 0.0 258 | 325 00 345 | 00 | 00 | 316 | 2. OIE
4588 - / %1;5(5: 0.0 0.0 0.0 0.0 0.0 28.1 0.0 0.0 36.4 0.0 0.0 325 -
33,78 33,42 34,79 36,76 +d(1) - (AP 16,5 STEC STEC ) STEC
4589 AP+ 1638) | (AP+1595) | (AP+2333) | (AP+2520) | AP+ | +h) | A% | g | 158 | 1708 | ygs 00 | 00 [362]| 00 0.0 255 338 00 |38 | 00 | 00 |315| - e
* Analyses performed according to the COFRAC accreditation
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Appendix 6 — Inclusivity and exclusivity study: raw data

INCLUSIVITY

. nfirmation
GeneDisc® Plate Co
CHROMagar STEC CT-SMAC
T STEC STEC & Salmonella EHEC 5D STEC TOPT STEC TOPY
[0} [}
S = <4 =
N°® 3 g g Origin 2 © - 5 B o _ 5 e = cT-
;a:_a « 3 3 ® ~ & © ~ E ?S‘ [3) -~ w0 @ 52} — ) ~ @@ = ?‘5. E g § o % 52} — 0 ~ @ = ?‘S E g § O o % RMAC
g 5| % o 515080 =8| |88 Sl |2|5|g8|3|8|5 5y o Slc|2|5|g8|5]|8|5 2y o
2 8 5 3 2 | € | Result 8 5|8 % © | Result | £ = 5 S S © | Result S 5 S = S 8| = 2 g = go Result 2 = 5 = = S @ | = 2 g = gc Result e
3| ° S| >| 217 |2 Sl > 2|72
= < £ £
, : STEC STEC STEC
1 | clP104673 | Ecoli | 026:H11 / 19 | 226 | 00 |231| 00 |318| + [224] 00 |00 |20 |312| + [o0 | 00| 0o | oo |247|314| 32 [ 00 | 00| 00| 00 [281]00 229 00 00 |26 00 |318| T + | 00 | 00| 00|00 18300474 00| 00 [180] 00 |31 | S0
2 | Ad1741 | Ecoi | 02 Ff;"ggg!k 19 | 214 | 00 |222| 00 |312| + [202] 00 |00 |226|307| + |00 | 00| 0o | 0o |21 |3t6| STEC 00 | 0o | 00 | 00 [227] 00 [220 00 | 00 |24 00 |318| STEC + | 00 | 00| 00|00 18400147 00| 00 |186] 00 |26 | ST
3 | Ad2298 | Ecoi | 02 pzfj'u'yct 21 | 217 | oo [226) 00 [307| + |219| 00 |00 (283|308 | + |00 |00 |00 | 0o f22] 317 | STEC | 00 | 00 | 00 |00 [ 23300 |223| 00 | 00 [229] 00 [319| STEC + | 00 | 00| 00|00 |68 00|61 00| 00 |164] 00 |17 | STEC
4 | Ad2303 | Ecoi | 02 R;"gerg!k 28 | 221 | 00 [284] 00 |313| + 230 00 |00 [237|306| + |00 | 00| 00| 0o [255]309 sng: 00 | 00 | 00 | 00 | 243 00 |234] 00 | 00 [ 231 00 | 315 sngsc + | 00|00 |00l 0016000156 00| 00 [155] 00 | 322 sngé:
5 | Ad2671 | Ecoi | 02 pEJ?iIL}::t 10 | 197 | 00 | 00 |214|314| + [193] 00 [o00|280 (307 | + |00 | 00| 00| 00 |223]324 sng: 00 | 00 | 00 | 00 | 208 0o 198 00 | 00 [ 208 00 | 317 sngé: + | 00|00 |00l 0017000 [161]| 00| 00 [163] 00 | 328 sngé’
6 | Ad2675 | Ecoi | 02 R;v;erggk 23 | 189 | 00 |00 [214|305| + 206 00 |00 [205]|304| + |00 | 00|00 0o |176]205 sng: 00 | 00 | 00 | 00 | 165 0o [166| 00 | 00 [470| 00 | 318 sngé: + | 00|00 |00l o00|156]00[152| 00| 00 [158] 00 |317 sngé’
7 | Ad2678 | Ecoi | 02 pEJ?iIL}::t 25 | 206 | 00 [219] 00 |316| + 207 00 |00 [215]313| + |00 | 00| 00| 0o [235]315 sng: 00 | 00 | 00 | 00 |21 00 |210] 00 | 00 [215] 00 | 321 sngé: + | 00|00 |00l 0015700154 00| 00 [157] 00 | 327 sngé’
8 13L707+1338 Ecoli | 026H11 | Meat | 20 | 189 | 00 | 00 |206|305| + [197] 00 |00 | 198|307 | + |00 | 00| 00| 00 |201]307 sng: 00 | 00 | 00 | 00 | 199 0o [193| 00 | 00 198 00 | 307 sngé: + | 00000000160 00[157| 00| 0o [166] 00 |316 sngé’
9 1262 | Ecoi | O26H11 | Meat | 23 | 206| 00 [220] 00 |305| + |204| 00 |00 [208]312| + |00 |00 | 00| 00 [223]305| SEC | 00 | 00 | 00 |00 |208) 00209 00 | 00 [208] 00 [306| ST + | 00 | 00| 00|00 |18600|163| 00|00 [160] 00 |316| S
10 | 1453 | Ecoi | 026H11 | Meat | 28 | 206 | 00 |213] 00 |311| + [207| 00 [00|220|305| + |00 | 00| 00| 00 |219]310 sng: 00 | 00 | 00 | 00 | 207 00 [ 209 00 | 00 [207 | 00 | 309 sngé: + | 00|00 |00l o00|151]00/[148| 00| 00 155 00 |313 sngé’
typical
1| 131112 | Ecoi | 026H11 | Cream | 38 | 189 | 00 | 00 |207|313| + [197] 00 |00 [193|304| + |00 | 00| 00| 00 |207]307 sngsc 00 | 00 | 00 | 00 | 196 0o [192| 00 | 00 [191 | 00 | 317 sngé: + | 00|00 |00 0014900146 00| 00 [147] 00 |31 SJZE: (%r;,k;
STEC
02
) , STEC STEC STEC
12 | 375122 | Ecoli | 026H1 | Cheese | 33 |27 | 00 [220[283| 09| + [212] 00 [00|207(304| + |00 | 00| 00|00 [236|309| SE€ | 00 | 00 | 00 | 00 |226] 00 |20 00 | 00 |24 00 | 314 | ST= + | 00 | 00| 00|00 18100442 00| 00 [149] 00 |313| S5
13| Adeg2 | Ecoi | ot03 | At 4o Loog | 00 {216 00 [310] + [209] 00 {00 |218|314| + |00 |247| 00 | 00 | 00 |308| STEC [233 | 00 | 00 | 00 | 00 |00 |28 00 | 00 | 00 [226 322 | STEC + 159 ] 00 | 00| 00| 0o |00 |46 00| 00| 00 |151]326]| STES
malade 0103 0103 0103
No
growth
14 | AM772 | Ecoi | 0103 / 4 | 207 | 00 |212| 00 |308| + 198 00 |00 |205|308| + |00 [227] 00 | 00 | 00 |318 %Tf]g 209 | 00 | 00 | 00 | 0.0 [00]195] 00 | 00 | 00 [208] 316 ?)T1§(3: gf:é 177 | 00 | 00 | 00 | 00 |00 [163] 00 | 00 | 00 | 169 321 %E%g
from
TBX)
) : STEC STEC STEC
15 | AdI773 | Ecoli | 0103H2 | Cheese | 29 |28 | 00 |28 00 [310| + [204] 00 [00 207 (307 | + [oo |246 00 | 00 | 00 |308| SIS 226 | 00 | 00 | 00 | 00 |00 [204| 00 | 00 | 00 [225] 317 | FEC + | 168 | 00 | 00 [ 00 | 00 |00 |146| 00 | 00 | 00 (184|328 | P
16 1144 Ecoi | Oto3H2 | DA 3 | 202 | 00 [190] 00 |307]| + 200 00 |00 [185]301| + | o0 [217] 00 | 00 | 00 |308| STEC | 205 | 00 | 0.0 | 00 | 00 |00 |477| 00 | 00 | 00 | 209|306 | STEC + | 157 | 00 | 00 | 00 | 00 |00 | 147 00 | 00 | 00 | 157|316 STEC
product 0103 0103 0103
17 | 82176 | Ecoi | otozHe | DAY 32 | 208 | 00 [216] 227|311 + 209 00 |00 [204]303| + |00 [238] 00| 00| 00 |308]| STEC | 222 | 00 | 00 | 00 | 00 | 00|20 00 | 00 | 00 | 220|310 STEC + | 164 | 00 | 00 | 00| 00 |00 ]| 140] 00 | 00 | 00 | 151|315 STEC
product 0103 0103 0103
No
growth
(test
STEC stec | done STEC
18 | 5612 | Ecoi | O103H2 | Meat | 23 [202| 00 [204| 00 |316| + [198] 00 [00 204 (305| + |00 |283| 00 |00 | 00 |304| JES [205 | 00 | 00 | 00 |00 |00 [202] 00 | 00 | 00 [208] 307 | FEC | fom | 154 [ 00 | 00 [ 00 | 00 |00 |44d| 00 | 00 | 00 [148| 316 | T
TBX-
white
colonies
)
No
growth
(test
STEC stec | done STEC
19 | 2620381 | Ecoli | 0103H2 | Meat | 23 | 207 | 00 | 00 |286|317| + [204] 00 (00|28 [3t6| + [oo |247| 00 |00 | 00 |316| Foc [285 | 00 | 00 | 00 |00 |00 [268] 00 | 00 | 00 [220{ 309 | FES | fom | 140 | 00 | 00 [ 00 | 00 |00 [488 00 | 00 | 00 (136|316 | P
TBX-
white
colonies
) , STEC STEC STEC
20 | VO2362 | Ecoi | 0103H2 | Meat | 25 | 204| 00 |76 00 |317| + |204| 00 oo [478 307 | + | oo [287| 00 |00 | 00 [310| S [208 | 00 | 00 | 00 |00 |00 [478] 00 | 00 | 00 [200307 | PreC + | 148 | 00 | 00 [ 00| 00 |00 127 | 00 | 00 | 00 142|314 | TeC
21 | mars35 | Ecoi | 0103H2 | Meat | 31 | 210| 00 |228] 00 |307| + [210] 00 |00 |27 |300| + |00 {253 00 | 00| 00 [309| S (285 | 00 | 00 | 00 | 00 |00 [220{ 00 | 00 | 00 [227|308| P + | 160 | 00 | 00 [ 00 | 00 |00 |148 | 00 | 00 | 00 [188 | z27 | SIS
2| 7211 Ecoli | 0103H2 | Meat | 26 | 203 | 00 [193| 00 |308| + [197] 00 |o00|195|205| + | 00 [285| 00 | 00 | 00 |302 f;%g 213 | 00 | 00 | 00 | 00 |00 [ 194 00 | 00 | 00 | 210 311 f;%g + | 167 ] 00 | 00| 00| 0o |00 [155| 00| 00| 00 [164]315 f;%g
23 | DEC8b | Ecoi | O111:H8 | Clic | 20 [ 182 0o 180|198 |304| + |80 00 |00 [176]302| + |00 | 00 |195]| 00 | 00 | 306 %ﬁ‘f 00 [188] 00 | 00 | 00 |00 [173 [ 197 | 00 | 00 | 00 | 315 gﬁf + | 00 [156] 00 | 00| 00|00 [150[ 161 00 | 00 | 00 | 328 %Tﬁf
24 | Ad9st Ecoli | 0111 Animal | 27 | 183 | 00 | 183 00 |306| + |179| 00 |00 181 |204| + | 00| 00 [200] 00 | 00 | 300 %ﬁ‘f 00 [186] 00 | 00 | 00 |00 [189[ 193 00 | 00 | 00 | 318 %Tﬁf + 00 [149 | 00 | 00 | 00 |00 [152 [ 158 | 00 | 00 | 00 | 334 ‘zﬁ?
25 | 125131 | Ecoli | O111:H8 pzad'ﬁét 30 | 186 | 00 [186] 187 |314| + |89 0o |00 [173|301| + | 00| 00 [187] 00 | 00 |304 %Tﬁf 00 [187 ] 00 | 00 | 00 |00 [179] 199 00 | 00 | 00 |312 %Tﬁf + 00 [149 | 00 | 00 | 00 | 00 [ 145|158 | 00 | 00 | 00 | 320 %Tﬁ?
2% | 139140 | Ecoii | Ott1:Hg | DN 2% | 186 | 00 [19.4] 00 |303| + 189 00 |00 [197]300] + | o0 |00 |190] 0o | 00 |311] STEC | 0o | 487 | 00 | 00 | 00 |00 | 183|195 00 | 0o | 00 |318]| STEC + 00 | 148 00 | 00 | 00 | 0o [154] 159 00 | 00 | 00 | 309 | STEC
product 0111 0111 0111
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GeneDisc® Plate Confirmation
CHROMagar STEC CT-SMAC
T STEC STEC & Salmonella EHEC 5D STEC TOPY STEC TOPY
[0} [}
S < <4 =
N° 3 g g Origin £ & - 5 8 = 5 ] o= cT-
B @ 3 2 ol N ol x| 2| slclele slclelnlel8l8 2512|827 S |as|lclelnlelE|8|E]2(8]|2d 5 RMAC
e L | X (S) = 2| o el | Ela]|e el ||| |Q2]|o 5N © = i I O A e - e 5N ©
2 || 5| 5]|° Result | § b % |2 Result | = slaslasl8]|*c Result S|5|5|a|o|a|=s]|2 g = go Q | Result 2 S|5|5|a|d]a|=s]|2 g = gc © | Result e
3 @ o @ = e = e o @ = — = e
= < £ £
27 | 57754 | Ecoli | O111:H8 pzﬂ% 20 | 196 | 00 [197] 204 |311| + [189] 0o |00 [189|308| + | 00| 00 |200] 00| 00 |304 f;ﬁf 00 [190] 00 | 00 | 00 |00 [182[204 | 00 | 00 | 00 | 315 f)Tﬁf + | 00 [161] 00 | 00| 00|00 [159[172] 00 | 00 | 00 | 324 %Tﬁ?
28 | 59395 | Ecoi | O111:H8 pgf(‘j'l?;t 27 1194 | 00 [195]200|313| + |198]| 0o |00 [174|301] + |00 | 00 |193] 00 | 00 |309 %ﬁf 00 [189] 00 | 00 | 00 |00 [ 180203 00 | 00 | 00 |312 %Tﬁf + 00 [167 | 00 | 00 | 00 | 00 [ 143|178 00 | 00 | 00 | 318 %Tﬁ?
29 | 6204 Ecoli | 0111:H8 pzﬂ% 16 | 192 | 0o 199 (201 |314| + [188] 00 |00 182]300| + |00 | 00 [197] 00 | 00 | 313 f;ﬁf 00 [190] 00 | 00 | 00 |00 [180[203 | 00 | 00 | 00 | 306 f)Tﬁf + | 00 [157] 00 | 00| 00|00 [ 157|164 00 | 00 | 00 | 324 %Tﬁ?
30 | Ad983 | Ecoi | 0145 | Anmal | 45 [198| 00 | 00 [204|321| + |197| 00 |00 [197|312] + |00 | 00| 00 [204] 00 | 306 f;ig 00 | 00 [209] 00 | 00 |00 [192] 00 | 188 00 | 00 | 326 %ﬁg + |00 | 00|86 00| 0000|170 00 [171] 00 | 00 | 329 ‘2715?
31 | Ad2310 | Ecoi | 0145 | Unknown | 47 [ 197 | 00 |202|225|322| + |186| 00 |00 [193|310] + |00 | 00| 00 [203] 00 |310 f;ig 00 | 00 [ 204 00 | 00 |00 [ 184 00 [ 190 00 | 00 | 320 %ﬁg + |00 | 00|89 00| 0000|170 00 [178] 00 | 00 | 326 ‘2715?
32| 2051 | Ecol 01485:"'2 Meat | 20 | 179 ] 00 | 0o [188|319| + |80 00 |00 [179]302| + |00 | 00| 0o [198] 00 | 305 %Eig 00 | 00 [208 00 | 00 |00 [470] 00 | 176 00 | 00 | 312 ?)Tﬁ(s: + | 00| 0o [178] 00 | 00 |00 [149| 00 | 149 00 | 00 | 320 %EE‘S’
33 | 1331100 | Ecoli 014§:H2 Meat 18 | 189 | 00 | 00 |205|318| + [186] 00 |00 |88 (3204 | + |00 | 00| 00 |206] 00 |308 %Eig 00 | 00 [ 214 00 | 0o |00 [187]| 00 | 186 00 | 00 | 309 %Tjg +ssmall | 00 | 00 [ 184 00 | 00 |00 [ 156 00 [160| 00 | 00 | 316 %EE‘S’
3 | 1502105 | E.coli 014§:H2 Meat | 22 | 185 | 00 | 0o [183[315| + |78 00 |00 |169]309| + |00 | 00| 00 [199] 00 | 304 %Eig 00 | 00 [207] 00 | 0o |00 [159] 00 | 179 00 | 00 | 305 %Tjg + | 00| 00 [152] 00| 00 |00 151 00 | 144 00 | 00 | 308 %EE‘S’
35 | 1867-177 | Eccoli 01485“2 Meat | 29 | 176 | 00 | 0o [163|320| + |176| 00 |00 [155]306| + | 00| 00| 0o [190] 00 |307 f;ig 00 | 00 [199] 00 | 00 |00 [152] 00 | 176 00 | 00 | 311 %Tﬁg + | 00| 00 [187] 00| 0o |00 [161]| 00 |164] 00 | 00 | 315 %ﬁi‘s’
36 | 0924 Ecoii | OM5HZ | yent 33 [ 186 [ 20| 00 [179]313| + [180 00 |00 |170|310| + |00 00| 0o 204 0o |307] STEC | 0o | 00 |210 00 | 00 |00 | 167 0o [186] 00 | 00 |314]| STEC + 00 | 00 [169] 00 | 00 |00 [144 | 00 | 148 00 | 00 | 309 | STEC
8 (NC) 0145 0145 0145
37 769 Ecoli | O157:H7 Gg:‘;’f‘d 3% | 172 | 193 | 00 {174 307 | + |176[197 |00 163|200 + [204| 0o |00 |00 |00 |310| 3¢ f 00 |00 | 0o | 487 | 00 |00 |166| 00 {178 00 |00 |33 SEC | + |00 [ 00| oo |469| 00 |00 |163] 00 (58| 00 | 00 | 316 | P
38 803 Ecoli | O157H7 |  Meat 18 | 174 | 189 | 00 | 188|208 | + [167 187 |00 |170|202| + 199 00 | 00 | 00 | 00 | 209 %T1§(7: 00 | 00 | 00 [ 184 00 |00 [176] 00 | 167 00 | 00 | 307 ?)T1§(1: + | 000000160 0o |00 [150]| 00 |150] 00 | 00 | 320 f;'g‘;
39 | 1043 Ecoli | O157:H7 | VHSbeef | 25 | 215 | 236 | 228|232 | 324 | + 216|239 00 |207 [300| + 241 00 | 00 | 00 | 00 | 300 %T1§(7: 00 | 00 | 00 [287] 00 |00 |207| 00 |210| 00 | 00 | 322 ?)T1§(1: + | 00| 00|00 |185] 0o |oo[168]| 00 |173] 00 | 00 | 327 f;'g‘;
4 | 12114 | Ecoi | O157H7 | VHSbeef | 32 | 190 | 209 | 00 | 176|316 | + |195|213 | 00 {467 303 | + [205| 00 | 00 [ 00 | 00 [303| S [ 00 | 00 | 00 [199| 00 |00 [155| 00 [180| 00 | 00 |317| P + | 00 | 00|00 [196] 00 00183 | 00 | 188 00 | 00 | 324 | T
- (atypical
colonies)
41 | 5233N°34 | Ecoli | O157:H7 |  VHS 48 | 195 | 218 | 00 [205|316| + [188|216] 00181 |304| + [198] 00 | 00| 00| 00 [205] STEC | 00 | 00 | 00 [214] 00 | 00183 00 | 188 00 | 00 |319| STEC [ No /2 VA VR VI IRV VR IR VIR RV IVE VA A / smal
0157 0157 growth medium
+PCR
TOP?
Water STEC STEC STEC
45 ET8 Ecoli | O1STHT | weatment | 41 204 [ 212 | 00 [204|318| + (187|206 (00 |185(308| + [207] 00 [ 00 |00 | 00 |308| Gev | 00 |00 | 00 [200] 00 |00 [474| 00 {183 00 | 00 |30 | FE + | 00 | 00|00 [183] 00 |00 |169| 00 |16 00 |00 |326| g .
plant
44 | Ad489 Ecoli | 015717 | T2 | 34 (490 | 204 | 00 |188|323| + 190|210 00 [181|308| + |206] 0o | 00| 0o | 00 |308| STEC | 00 | 00 | 00 |202]| 00 |00 [ 166 00 [183 | 00 | 00 |323| STEC + 00 | 00 | 00 [ 178 00 | 00 [162] 00 | 168 00 | 00 | 323 | STEC .
beef balls 0157 0157 0157
4 | Ad83 | Ecoli | 0157H7 G;Z‘;?d 31 | 187 | 197 [ 197|193 | 313 | + | 194|204 00 [174|310] + |209]| 00| 00 | 00 | 00 [307 %Tg‘; 00 | 00 | 00 [196] 00 | 00 [ 174 00 [ 191 00 | 00 | 325 %Tg; ¥ 00 | 00 | 00 [182] 00 | 00 [173 | 00 | 174 | 00 | 00 | 321 %Té‘; .
Beef
. , industry STEC STEC STEC
43 | Adegs | Ecoi | 01577 | MO | 45 | 486 | 202 00 |227 |319| + | 196|209 | 00 |223 {316 | + [218| 00 | 00 | 00 | 0o |311| GiEc | 00 |00 | 00 [200 00 00 {207 00 [186 | 00 | 00 |3t9| PEC + | 00 | 00|00 [189] 00 |00 179 00 |48 00 |00 318 | P .
nt
46 | Ad924 | Ecoli | 0157H7 G;Z‘;?d 52 | 190 | 206 | 00 194|321 | + |186]201| 00 [184|312] + |208] 00| 00| 00 | 00 |305 %Tg‘; 00 | 00 | 00 [ 198] 00 | 00 [174| 00 | 188 00 | 00 | 310 %Tg; ¥ 00 | 00 | 00 [ 189 00 | 00 [178 00 [ 179 00 | 00 | 329 %Té‘; .
47 | AdM0T1 | Ecoli | 0157:H7 G;Z‘;?d 20 | 182 | 194 | 00 176|320 | + [192]203| 00 [176|309| + |198] 00 | 00| 00 | 00 |308 %Tg‘; 00 | 00 | 00 [ 194 00 | 00 [ 164 00 | 178 00 | 00 | 316 %Tg; ¥ 00 | 00 | 00 | 178] 00 | 00 [ 168 00 [ 169 00 | 00 | 323 %Té‘; .
Frozen STEC STEC STEC
48 | Ad174 | Ecoi | O157H7 | gound | 36 | 173 | 185 | 00 | 484|306 | + | 176|187 | 00 {76206 | + [497| 00 | 00 [ 00 | 00 318 Sr=r [ 00 | 00 | 00 [190| 00 |00 (63| 00 [184] 00 | 00 |319| TEC + | oo | oo | oo [182] 00 |00 474 00 [477] 00 | 00 | 323| e +
beef
, , Raw STEC STEC STEC
49 | AdI745 | Ecoi | Ot57HT | A% | 46 [ 474 | 189 00 | 195|306 | + [ 478| 19400 [ 190|301 | + [198| 00 | 00 | 00 | 00 [308| P [ 00 |00 | 00 (487 00 |00 (478 00 [472| 00 | 00 |323| TS + | 00 | 00|00 [184] 00 |00 473 00 |74 00 | 00 |23 | P .
50 | Ad2222 | Ecoli | O157H7 Gl;‘:gf‘d 20 | 194|201 00 {178 |321| + |198[206| 00 (159|305 | + |21 00 |00 |00 |00 |207 | 3EC | 00 | 00 | 00 {200 00 |00 |160 00 [ 188 | 00 | 00 [326| SrC + | 00 | 00|00 [473] 00 |00 |62 421|162 00 | 00 |30 | S .
LNR strains
ADRIA Strains
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EXCLUSIVITY

Summary report (Version 0)
GeneDisc STEC

GeneDisc® Plate
STEC STEC & Salmonella EHEC 5ID STEC TOP7
- o _ , i

N° | Reference Strain Serotype Origin Igﬁ?:\llaetll o 5 5 o - § o 5 E % o § = § = ‘5_? L& o E °§ = § E’ & g, % g §§ § gg &} §

© | o ® @ & ®lo £ X & ©o|o| o |©° & © /oo 0 9 ¥ X £|g9 £8 ¥

(%) (@] > o
1| AEECHS | M| gt p%a;mt 30405 | 172 | 00 | 00 | 00 | 319 166 | 00 | 0.0 | 00 | 306 00 | 00 | 0.0 | 00 186 301 | 02 | 00 | 0.0 | 0.0 | 00 173 00 | 00 | 00 | 00 172] 00 327 02
2 | AEEC 561 ESC’Z‘ZZC’"Q 0157:H26 ppgziit 33105 | 167 | 178 | 00 | 00 | 321 | - |175 183 00| 00 | 309| - |00 00| 00|00 00|207| - | 00 00|00 176 00 00 | 00 | 00| 00 169| 00 |31.6| 0157
3 | AREDTOBT | Escherchia | 6145428 p%ﬂ[}’d 40105 | 168 | 00 | 00 | 00 | 322 | - | 174 00 |00 00 32| - | 00|00 | 00 176 00 293 | 0145 | 00 | 0.0 178 00 00 00 | 00 | 00 | 165| 00| 0.0 339 0145
4 | 52964 Esc'ﬁcma 0145:H28- p'r\gziit 32105 | 00 | 00 | 00 | 00 /320 - |00 00 00|00 31| - |00 00| 00181 00| 203| 0145 | 00 | 0.0 179/ 00 00 00 | 00 | 00 | 00 00| 00 |31.3| 0145
5| 2369 | SR 015 p?;:mt 36405 | 00 | 00 | 00 | 00 | 317 | - |00 | 00 00| 00 303 - |00 00| 00 194 00|26 O145 | 00 |00 206 00 00| 00 00 00 00 |00 00 317 0145
6 | 1382 | FCNONE L ogyppg p'?oa(jl?’ct 47105 | 00 | 00 | 167 | 160 317 | - | 00 | 00 |00 148 304 - |00 00 00| 00 | 00/293| - | 00 00|00 00 00| 00 | 151 00| 00 00| 00 326 -
7 | STEC-950 | BN | 01321 ppgﬁﬁtct 20105 | 00 | 00 | 00 | 161 | 314 - | 00 | 00 |00 151 200 - | 00|00 00 00 |00 298| - | 00 00| 00|00 00| 00 | 154|00 00|00 00 325 -
I e I Clinic | 33105 | 164 | 0.0 | 00 | 00 | 305| - | 168 00 | 00| 00 | 304 - |00 00 170 00 |00 | 305 | O11 | 00 167 0.0 | 00| 00| 00 00 | 00| 0.0 174 00 |30.8| O111
9 | Adizra | FSENERNE L oy Cinic | 33105 | 00 | 00 | 00 | 172 | 314 | - | 00 | 00 | 00 167 | 301 | - | 00|00 |169| 00 |00 308 | O111 | 00 165 00 00| 0.0 | 00 | 160 00 | 0.0 | 00 | 0.0 308 O111
10 | Ad1743 Esc'éir,;"h"a 0103 ppgﬁﬁtct 32105 | 00 | 00 | 00 | 00 /308 | - |00 00 00|00 300| - |00 188 00 | 00 | 00| 304 | 0103 | 17.5 | 0.0 | 0.0 | 00 00 00 | 00 | 00 | 00 00| 00 |306| 0103
1| Adigez | EMIE L o103 p?oﬂmt 40105 | 159 | 00 | 00 | 00 | 314 | - | 157 | 00 |00 00 298| - |00 |185 00| 00 | 0.0 304 0103 | 187 | 0.0 | 00 | 00 00 00 | 00 | 00 | 00 |165| 0.0 314 0103
12| Adizag | ESchenhia 026 p?oﬂmt 24105 | 165 | 00 | 00 | 00 | 33| - 170 00 | 00| 00 |305| - |00 |00 00| 00 180|306 | 02 | 00 | 00| 00 00 169 00 | 0.0 | 00 | 00 |17.3| 00 311| 0103
13 | Ad1864 ESC’;‘ZZC”""" 026 p?gﬁitct 26105 | 157 | 00 | 00 | 00 /306 | - |169 00 00| 00 |303| - |00|00 | 00| 00 172|309 | 026 | 00 |00 |00 | 00 166 00 | 00 | 0.0 | 00 |168| 0.0 |30.7| 026
14| Aoery | ESchencha 026 p%a;l:yct 33105 | 164 | 00 | 00 00 | 35| - 164 00 | 00| 00 307 - |00 |00 00 00 181 205 026 | 00 |00 00|00 169 00 00 | 00 | 00 170 00 319 02
15| ENviz7 | EONORNE L ogsryy | ENVIOM o740 | 166 79| 00 | 00 | 300 - | 164|175 00| 00 306 - 177/ 00 00 00 00 309 %500 00|00 171 00| 00 | 00 00 161 00| 00 314 Ot
16| Adga0t | ESMOME L ogszyy | EMION | og40s | 164 | 174 00 | 00 304 | - | 167 177 00| 00 (302 - 176 00 00 00 00 3t O 00 00|00 17200 00 00 |00 | 166|00 00 318 O17
17| Ads03 | SN ogpas Cinic | 26105 | 00 | 00 | 00 | 00 | 306 - | 00 | 00 |00 00 305 - |00 00 00 00 00 308 - |00 00 00 00|00 00| 00 00|00 00 00 321 -
18 | ATCC35401 | 5NN | o7gipng Clinic | 18105 | 00 | 00 | 00 | 00 | 300, - | 00 | 00 |00 00 304 - |00 00 00 00 00 307 - |00 00 00 00|00 00| 00 00|00 00 00 316 -
19 | Adsos | NN ogig Cinic | 33105 | 00 | 00 | 00 | 00 | 306 - | 00 | 00 |00 00 293 - | 00|00 00| 00 00 307 - |00 00 00 00|00 00| 00 00|00 00 00 311 -
20 | Adsor | ERORONR o5 Clinic | 33105 | 00 | 00 | 00 | 00 | 317 - | 00 | 00 | 00| 00 306 - |00 00 00| 00 00 309 - |00 00 00 00|00 00| 00 00|00 00 00 319 -
21 | Ad509 ESC’(’;ZC”"‘"' 086:H43 Elephant | 3,2105 | 0.0 | 00 | 00 | 00 | 318 | - | 00 | 00 00| 00 [307| - |00 00 00 00 00|36 - | 00|00|00| 00|00 000000 00]00/ 00321 -
2| Adst2 | BN oqagp Cinic | 24105 | 161 | 00 | 00 | 00 | 305 - | 168 | 0.0 |00 | 00 | 306 - | 00|00 00| 00 00 306 - | 00 00 00 00|00 00| 00 00|00 173 00 319 -
23 | ATCC 43896 | “°"%""® | O78K8OH12 | Clnic | 4040° 00 | 00 | 00 | 00 33| - |00 00 00 00307 - |00 00 00 00 00 32 - |00 00 00 00 00 00| 00 00|00 00 00 315 -
20 Adste | SMONR L oq01p1 Cinic | 33105 | 00 | 00 | 00 | 00 | 308 | - | 00 | 0.0 |00 00 308 - | 00|00 00 00 00 307 - |00 00 00 00|00 00| 00 00|00 00 00 317 -
25 asstg | SR o5y Cinic | 24405 | 00 | 00 | 00 | 00 | 311 - | 174 00 | 00| 00 | 308 - (18100 00| 00 |00 308 | H7 | 00 00 00 00|00 00 | 00 00160 00 00 315 -
26 | Ad520 ESC’Z;ZC”‘"’ 0127:H6 Clinic | 1,905 | 162 | 00 | 00 | 00 | 314 | - |172] 00 |00 | 00 306 - |00 00|00 00 00 311| - | 00|00 00 00/00| 00/ 00 00|00 00 00 317 -
27 | Ad1776 Esc’gf"h"a 0126 Clinic | 2,305 | 00 | 00 | 00 | 00 | 349 | - | 00| 00|00/ 00 314 - |00 00|00 00 00 34| - | 00|00 00 0000|0000 00|00 00 00 327 -
28 | Aqrg | BN o450 | Unknown | 17108 | 169 00 | 174 | 00 | 308 STEC 17.4 | 00 | 00 | 177 | 313 STEC | 0.0 | 00 | 00| 00 |00 26| - | 00 | 00|00 00 00 177|166 00 00 00178 319 S
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EXCLUSIVITY

GeneDisc® Plate
STEC STEC & Salmonella EHEC 5ID STEC TOP7

o . - Inoculati & | = & | = | & "N
N Reference Strain Serotype Origin on level © s _ o = © s e | 3 = g |l gl e = R = T-JR S g 2 - ¥y § 25 =
© o 1 @ @ |l o | & X @ o/ ol o |©° @ O 0|0 |0 9| @ | X | o -O0& | 8 &

3 @ o o | S| = = |>3

Escherichia
29 | Ad1779 o 0121 Unknown | 1,8.105 | 163 | 00 | 00 | 00 | 312 | - | 169 | 00 |00/| 00 |306| - |00 00|00 00 |00 301 | - 0.0 | 00|00/00|00]|168| 00 00| 00 | 00| 174 315 0121
30 | ATCC 51116 fétg‘;ﬁ:flﬁr / Hamster | 2,240 | 00 | 00 | 00 | 00 | 305 - 00 | 0000|0032 - |[00/00/00]| 0000 304/ - 0.0 | 00/00/00]00| 00| 00 0000 00|00 325 -
ADRIA Développement 110/186
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Appendix 7 - Results obtained by the collaborative laboratories
and the expert laboratory

700 = GLOBAL RESULTS ...ttt ettt ettt ettt ettt et st ebe st e ae e 112
7.2 - REFERENCE METHOD RESULTS. ...ttt sttt sttt 127
7. 3- ALTERNATIVE METHOD RESULTS = ENFICAMENL .....cuoneeeiiiieeeeeee sttt 142
7.4 - ALTERNATIVE METHOD RESULTS = IMS ..ottt ettt ettt 157
7. 5- ALTERNATIVE METHOD RESULTS - CONBIMMEHON ......cuveeeeeisieieteee ettt ettt 172
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Laboratory A1
Aerobic mesophilic flora; 1,2.104 CFU/g
Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result | CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC

A1 - - - - - - - - - - - NA
A3 - - - - - - - - - - - NA
A5 - - - - - - - - - - - NA
A12 - - - - - - - - - - - NA
A15 - - - - - - - - - - - NA
A18 - - - - - - - - - - - NA
A21 - - - - - - - - - - - NA
A24 - - - - - - - - - - - NA
Ad + + + + + + + + + + + PA
A7 - - - - - + + + + + +
A10 + + + + + + + + + + + | PA
A1 - - - + + + n ¥ ¥
Al : : : : : : : : : — NA
A16 - - - - - + + + + + +
A20 - - - - - + + + + + +
A22 + + + + + + + + + + + PA

+ + + + + + + + + + + PA

+ + + + + + + + + + + PA

+ + + + + + + + + + + PA

+ + + + + + + + + + + PA

+ + + + + + + + + + + PA

+ + + + + + + + + + + PA

+ + + + + + + + + + + PA

+ + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 1,1.104 CFU/g

A2

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
A27 - - - - - - - - - - - NA
A30 - - - - - - - - - - - NA
A32 - - - - - - - - - - - NA
A34 - - - - - - - - - - - NA
A37 - - - - - - - - - - - NA
A41 - - - - - - - - - - - NA
A43 - - - - - - - - - - - NA
A47 - - - - - - - - - - - NA
A26 + + + + + + + + + + + PA
A29 + + + + + + + + + + + PA
A31 - - - - - - - - - - - NA
A33 + + + + + + PD
A35 - - - - - + + + + + + PD
A40 - - - - - + + + + + + PD
Ad4 + + + + + + + + + + + PA
Ad45 + + + + + + + + + + + PA
A25 + + + + + + + + + + + PA
A28 + + + + + + + + + + + PA
A36 + + + + + + + + + + + PA
A38 + + + + + + + + + + + PA
A39 + + + + + + + + + + + PA
Ad2 + + + + + + + + + + + PA
A46 + + + + + + + + + + + PA
A48 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 2,5.104¢ CFU/g

B1

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
B1 - - - - - - - - - - - NA
B3 - - - - - - - - - - - NA
B5 - - - - - - - - - - - NA
B12 - - - - - - - - - - - NA
B15 - - - - - - - - - - - NA
B18 - - - - - - - - - - - NA
B21 - - - - - - - - - - - NA
B24 - - - - - - - - - - - NA
B4 - - - - - - - - - - - NA
B7 - - - - - - - - - - - NA
B10 - - - - - + + + + + + PD
B11 + + + + + + + + + + + PA
B14 - - - - = + + + + + + PD
B16 - + + + - + + + + + + PD
B20 + + + + + + + + + + + PA
B22 - - - - - + + + + + + PD
B2 - - - - - + + + + + + PD
B6 + + + + + + + + + + + PA
B8 + + + + + + + + + + + PA
B9 + + + + + + + + + + + PA
B13 - - - - - + + + + + + PD
B17 + + + + + + + + + + + PA
B19 + + + + + + + + + + + PA
B23 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 2,3.104 CFU/g

B2
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Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
B27 - - - - - - - - - - - NA
B30 - - - - - - - - - - - NA
B32 - - - - - - - - - - - NA
B34 - - - - - - - - - - - NA
B37 - - - - - - - - - - - NA
B41 - - - - - - - - - - - NA
B43 - - - - - - - - - - - NA
B47 - - - - - - - - - - - NA
B26 - - - - 5 + + + + + + PD
B29 - + + + - + + + + + + PD
B31 - - - - - - - - - - - NA
B33 - - - - - + + + + + + PD
B35 - - - - - + + + + + + PD
B40 + + + + + + + + + + + PA
B44 + + + + + + + + + + + PA
B45 - - - - - + + + + + + PD
B25 + + + + + + + + + + + PA
B28 + + + + + + + + + + + PA
B36 + + + + + + + + + + + PA
B38 + + + + + + + + + + + PA
B39 + + + + + + + + + + + PA
B42 + + + + + + + + + + + PA
B46 + + + + + + + + + + + PA
B48 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 2,6.104 CFU/g

B3

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
B49 - - - - - - - - - - - NA
B53 - - - - - - - - - - - NA
B55 - - - - - - - - - - - NA
B58 - - - - - - - - - - - NA
B60 - - - - - - - - - - - NA
B66 - - - - - - - - - - - NA
B68 - - - - - - - - - - - NA
B71 - - - - - - - - - - - NA
B50 - - - - - - - - - - - NA
B51 - - - - - + + + + + + PD
B54 - - - - - + + + + + + PD
B59 - - - - - + + + + + + PD
B63 - - - - - + + + + + + PD
B64 - - - - - - - - - - - NA
B69 - - - - - + + + + + + PD
B72 + + + + + + + + + + + PA
B52 + + + + + + + + + + + PA
B56 - + + + - + + + + + + PD
B57 + + + + + + + + + + + PA
B61 + + + + + + + + + + + PA
B62 + + + + + + + + + + + PA
B65 + + + + + + + + + + + PA
B67 + + + + + + + + + + + PA
B70 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 1,6.105 CFU/g

c
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Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
c1 - - - - - - - - - - - NA
c3 - - - - - - - - - - - NA
Cc5 - - - - - - - - - - - NA
Cc12 - - - - - - - - - - - NA
C15 - - - - - - - - - - - NA
c18 - - - - - - - - - - - NA
c21 - - - - - - - - - - - NA
C24 - - - - - - - - - - - NA
C4 + + + + + + + - + + + PA
Cc7 + + + + + + + + + + + PA
Cc10 + + + + + + + + + + + PA
C11 + + + + + + + + + + + PA
C14 + + + + + + + + + + + PA
C16 - - - - = + + + + + + PD
Cc20 + + + + + + + + + + + PA
c22 + + + + + - - - - - - ND
C2 + + + + + + + + + + + PA
C6 + + + + + + + + + + + PA
C8 + + + + + + + + + + + PA
C9 + + + + + + + + + + + PA
C13 + + + + + + + + + + + PA
Cc17 + + + + + + + + + + + PA
C19 + + + + + + + + + + + PA
C23 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 1,2.105 CFU/g

D
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Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
D1 - - - - - - - - - - - NA
D3 - - - - - - - - - - - NA
D5 - - - - - - - - - - - NA
D12 - - - - - - - - - - - NA
D15 - - - - - - - - - - - NA
D18 - - - - - - - - - - - NA
D21 - - - - - - - - - - - NA
D24 - - - - - - - - - - - NA
D4 + + + + + + + + + + + PA
D7 + + - + + + + + + + + PA
D10 + + + + + + + + + + + PA
D11 - - - - - + + + + + + PD
D14 - - - - = + + + + + + PD
D16 - - - - - - - - - - - NA
D20 + + + + + + + + + + + PA
D22 + + + + + - - - - - - ND
D2 + + + + + + + + + + + PA
D6 + + + + + + + + + + + PA
D8 + + + + + + + + + + + PA
D9 + + + + + + + + + + + PA
D13 + + + + + + + + + + + PA
D17 + - + + + + + + + + + PA
D19 + + + + + + + + + + + PA
D23 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 1,2.106 CFU/g

E1
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Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
E1 - - - - - - + - - - - NA
E3 - - - - - - + - - - - NA
E5 - - - - - - + - - - - NA
E12 - - - - - - + - - - - NA
E15 - - - - - - + - - - - NA
E18 - - - - - - + - - - - NA
E21 - - - - - - + - - - - NA
E24 - - - - - - + - - - - NA
E4 + + + + + + + + + + + PA
E7 - - - - - + + + + + + PD
E10 + + + + + + + + + + + PA
E11 - - - - - + + + + + + PD
E14 + + + + + + + + + + + PA
E16 - - - - - + + + + + + PD
E20 + + + + + + + + + + + PA
E22 + + + + + + + + + + + PA
E2 + + + + + + + + + + + PA
E6 + + + + + + + + + + + PA
E8 + + + + + + + + + + + PA
E9 + + + + + + + + + + + PA
E13 + + + + + + + + + + + PA
E17 + + + + + + + + + + + PA
E19 + + + + + + + + + + + PA
E23 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 1,1.106 CFU/g

E2
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Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
E27 - - - - = - + + + + - NA
E30 - + + + - - + + + + - NA
E32 - - - - - - - - - - - NA
E34 - - - - - - + - - - - NA
E37 - - - - = - + + + + - NA
E41 - + + + S - + - - - - NA
E43 - - - - - - + + + - . NA
E47 - - - - - - + + + + - NA
E26 + + + + + + + + + + + PA
E29 - - - - 5 + + + + + + PD
E31 - - - - - + + + + + + PD
E33 - + + + - + + + + - NA
E35 + + + + + + + + + + PA
E40 + + + + + + + + + = = ND
E44 - - - - - + + + + - - NA
E45 - - - - - + + + + - - NA
E25 + + + + + + + + + + + PA
E28 + + + + + + + + + + + PA
E36 + + + + + + + + + + + PA
E38 + + + + + + + + + + + PA
E39 + + + + + + + + + + + PA
E42 + + + + + + + + + - - ND
E46 + + + + + + + + + - ND
E48 + + + + + + + + + - - ND
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Laboratory

Aerobic mesophilic flora: 1,4.105 CFU/g

F

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
F1 - - - - - - - - NA
F3 - - - - - - - - NA
F5 - - - - - - - - NA
F12 - - - - - + + -(1) - - - PPNA
F15 - - - - - - - - NA
F18 - - - - - - - - NA
F21 - - - - - - - - NA
F24 - - - - - - - - NA
F4 - - - - = + + + + + + PD
F7 + + + + + + + + + + + PA
F10 - +- - - - + + + + + + PD
F11 + + + + + + + + + + + PA
F14 + + + + + + + + + + + PA
F16 + + + + + + + + + + + PA
F20 + + + + + + + + + + + PA
F22 + + + + + + + + + + + PA
F2 + + + + + + + + + + + PA
F6 + + + + + + + + + + + PA
F8 + + + + + + + + + + + PA
F9 + + + + + + + + + + + PA
F13 + + + + + + + + + + + PA
F17 + + + + + + + + + + + PA
F19 + + + + + + + + + + + PA
F23 + + + + + + + + + + + PA
(1) F12=Negative PCR on regrowth in mTSB
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Laboratory

Aerobic mesophilic flora: 2,7.103 CFU/g

G1

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
G1 - + + + - + + - - - - NA
G3 + - - - - + + + + + + PD
G5 - - - - - + + + - + + PD
G12 + - - - - - + + - + - NA
G15 - - - - - - + + + + - NA
G18 + - - - - - + + + + - NA
G21 - - - - ; - + +(3) +(2) + ; NA
G24 + + - + + 0103 + +(3) - + - ND
G4 + + + + + + + + + + + PA
G7 - - - - S + + + + + + PD
G10 + + + + + + + + + + + PA
G11 + +(5) - + + + + + + + + PA
G14 + + - + + + + + + + + PA
G16 + + + + + + + + + + + PA
G20 - - - - - + + + + + + PD
G22 + + + + + + + + + + + PA
G2 + + + + + + + + + + + PA
G6 + + + + + + + + + + + PA
G8 + + + + + + + + + + + PA
G9 + + + + + + + + + + + PA
G13 + + + + + + + + + + + PA
G17 + + + + + + + + + + + PA
G19 + + + + + + + + + + + PA
G23 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 1,8.103 CFU/g

G2

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
G27 - - - - = - + + + + - NA
G30 - - - - - - + + + + c NA
G32 - - - - - - + + + + c NA
G34 - - - - = - + + + + - NA
G37 - - - - - + + - - - - NA
G4 - - - - - - + + + + - NA
G43 - - - - - - + +(1) +(1) + - NA
G47 - - - - - - + + + + - NA
G26 + + + + + + + + + + + PA
G29 + + + + + + + + + + + PA
G31 + + + + + + + + + + + PA
G33 - - - - - + + + + + + PD
G35 + + + + + + + + + + + PA
G40 - - - - = + + + + + + PD
G44 + + + + + - + +(3) +(5) + - ND
G45 - - - - - + + + + + + PD
G25 + + + + + + + + + + + PA
G28 + + + + + + + + + + + PA
G36 + + + + + + + + + + + PA
G38 + + + + + + + + + + + PA
G39 + + + + + + + + + + + PA
G42 + + + + + + + + + + + PA
G46 + + + + + + + + + + + PA
G48 + + / + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 1,9.105 CFU/g

H

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
H1 - - - - - - - - - - - NA
H3 - - - - - - - - - - - NA
H5 - - - - - - - - - - - NA
H12 - - + (2 colonies) i - - - - - - - NA
H15 - - - - - - - - - - - NA
H18 - - - - - - - - - - - NA
H21 - - - - - - - - - - - NA
H24 - - - - - - - - - - - NA
H4 + + + + + - - - - - - ND
H7 + + + + + + + + + + + PA
H10 + + + + + + + + + + + PA
H11 + + + + + + + + + + + PA
H14 - - - - = + + + + + + PD
H16 - - - - - + + + + + + PD
H20 + + + + + + + + + + + PA
H22 + + + + + + + + + + + PA
H2 + + + + + + + + + + + PA
H6 + + + + + + + + + + + PA
H8 + + + + + + + + + + + PA
H9 + + + + + + + + + + + PA
H13 + + + + + + + + + + + PA
H17 + + + + + + + + + + + PA
H19 + + + + + + + + + + + PA
H23 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 3,3.108 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136 Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) Confirmation Final TOP7 PCR TOP7 on Characteristic colonies (+/-) Confirmation Final | Agreement
Result| CHROMagar CT-RMAC result Result result IMS beads | CHROMagar CT-RMAC result result
STEC Final result STEC
1 - - - - - - - - - - - NA
13 + - - - - - - - - - - NA
15 - - - - - - - - - - - NA
12 - +- +- + - - + + + + - NA
115 - + +- + = - + - - - - NA
18 - +- +- + = - + + - + - NA
121 - + + + . - + - - - - NA
124 + +- +- + + - + - - - - ND
14 + + + + + + + + + + + PA
17 + + + + + + + + + + + PA
110 - + + + - - - - - - - NA
111 + + + + + + + + + + + PA
114 + + + + + + + + + + + PA
116 - - - - - + + + + + + PD
120 + + + + + + + + + + + PA
122 - + + + - + + + + + + PD
12 + + + + + + + + + + + PA
16 + + + + + + + + + + + PA
18 + + + + + + + + + + + PA
19 + + + + + + + + + + + PA
113 + + + + + - + + + + - ND
17 + + + + + + + + + + + PA
19 + + + + + + + + + + + PA
123 + + + + + + + + + + + PA
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Laboratory

Aerobic mesophilic flora: 9,2.104 CFU/g

J (ADRIA)

Pall Genedisc Technologies

Reference Method ISO/TS 13136°* Alternative Method - GeneDisc® Plate
Confirmation GeneDisc® GeneDisc® Confirmation
N°Sample | PCR | Characteristic colonies (+/-) C . Final TOP7 on Characteristic colonies (+/-) S Final | Agreement
Result| CHROMagar onfirmation | pogyit | TOP7 PCR | s beads |~ CHROMagar Confirmation | oyt
g CT-RMAC result result | . g CT-RMAC result
STEC Final result STEC
J1 - - - - = - - - - - z NA
J3 - - - - - - - st - - - NA
J5 - - - - - - - - - - - NA
J12 - - - - - - - st - - - NA
J15 - - - - - - - - - - - NA
J18 - - - - - - - st - - - NA
J21 - - - - - - - - - - - NA
J24 - - - - - - - - - - - NA
J4 + + + + + + + +p +p + + PA
J7 + + + + + + + +p +p + + PA
J10 + + + + + + + +p +p + + PA
J11 + + + + + - - - - - - ND
J14 + + + + + + + +p +p + + PA
J16 + + + + + + + +p +p + + PA
J20 + + + + + + + +p +p + + PA
J22 + + - + + - - st - - = ND
J2 + + + + + + + +p +p + + PA
J6 + + + + + + + +p +p + + PA
J8 + + + + + + + +p +p + + PA
J9 + + + + + + + +p +p + + PA
J13 + + + + + + + +p +p + + PA
J17 + + + + + + + +p +p + + PA
J19 + + + + + + + +p +p + + PA
J23 + + + + + + + +p +p + + PA
* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

i = inhibition * = dilution 1/10 CS= CHROMagar STEC CT=CT-RMAC

Laboratory A1

Aerobic mesophilic flora: 1,2.10¢ CFU/g

Reference Method ISO/TS 13136
Confirmation .
N PCR Result Character(li;-l;: colonies Number GeneDisc® Plate TOP7 | A“I;:::zg\te
Sampl Medi f i Confirmation | N3l | GeneDisc | /9reement
Pe . a2 st | o | vin | | Indol | ©ONIMALON | p oyt
Six1 Six 2 cae 026 Final | CHROMagar CT-RMAC tested teste_d 0103 | 0111 | 0145 | 0157 | 026 045- | Vir. 0145. Vir. | 045- c PCR on result ®
result STEC colonies 0121 o111 026 | 0103- colonies
stx2 0157 0121

A1 - / / - - - NA
A3 - / / - - - NA
A5 - / / - - - NA
A12 - / / . - - NA
A15 - / / R B N NA
A18 - / / - - - NA
A21 - / / - - - NA
A24 - - / / - - - - - - NA
A4 32,2 - 32,2 328 | + + + CS 1 00 | 00 | 00 00 [194 00 |181 00 | 0,0 [201| 00 315 + + + + + PA
A7 - - / / - - - - - + PD
A10 29,7 - 28,3 274 | + + + CT 1 00 | 00 | 00 00 |156 00 152 0,0 | 0,0 (166 00 | 0,0 + + + + + PA
A11 - - / / - - n PD
A14 - / / - - - NA
A16 - / / - - + PD
A20 - - / / - - - . - ¥ PD
A22 27,6 - 27,7 269 | + + + CT 1 0000 00 | 00 |227 00 |218 00 | 00 |21,7] 0,0 328 + + + + + PA
A2 23,8 - 23,7 238 | + + + CT 1 0000 00| 00 [184 00 [180 00 | 00 [195 0,0 |312 + + + + + PA
A6 24,1 - 24,1 233 | + + + CT 1 00 | 00 | 00 00 |477 00 178 00 | 0,0 (180 0,0 | 0,0 + + + + + PA
A8 22,5 - 23,2 224 | + + + CT 1 0000 00 | 00 [195 00 |189 00 | 00 [198 0,0 323 + + + + + PA
A9 25,3 - 25,0 250 | + + + cT 1 00 | 00 | 00 | 00 [175 00 [163 00 | 00 [175 00 |00 + + + + + PA
A13 20,1 - 21,2 211+ + + CT 1 00 | 00 | 00 00 [186 00 182 0,0 | 0,0 (184 00 |00 + + + + + PA
A17 25,3 - 26,4 258 | + + + CT 1 000000 |00 |25 00 |212 00 | 00 [209 0,0 |321 + + + + + PA
A19 26,3 - 26,2 260 | + + + CS 1 00 | 00 | 0,0 00 |242 00 |238 00 | 0,0 (227 00 319 + + + + + PA
A23 21,9 - 21,9 229 | + + + CT 1 0000 00 | 00 [198 00 |192 00 | 00 [194 0,0 328 + + + + + PA
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Laboratory

A2

Aerobic mesophilic flora: 1,1.10¢ CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
N°Sampl (+) Number | | Final Method - A t
Pl Media of . Vir. Confirmation Na' | GeneDisc greemen
Final 'CHROMagar tested | tested o45- Wi VIt v oas pcRon MO reqp  Resultl g
Stx1 Stx 2 eae 026 result STEC CT-RMAC colonies 0103 | 0111 | 0145 | 0157 | 026 0121 / 0111 0145- 026 0103- IC colonies
stx2 0157 0121
A27 - / / - - NA
A30 - / / - - NA
A32 - / / - - NA
A34 - / / - - NA
A37 - / / - - NA
Ad1 - / / - - NA
A43 - / / - - NA
A47 - - / / - - - - - NA
A26 28,1 - 27,3 271 | + + + CT 1 00| 00 | 00 | 00 |23,0 00 |226| 00 | 00 [237 0,0 |31, + + + + + PA
A29 37,0 - 34,3 36,1 | + + + CS 1 00| 00 00 | 0,0 |281 00 |276 00 | 0,0 (284 0,0 |315 + + + + PA
A31 - - / / - - - NA
A33 - / / - - + PD
A35 - / / - - + PD
A40 - - / / - - - - - ¥ PD
Ad4 26,3 - i/29,98* 252 | + + + CT 1 00| 00 | 00 | 00 |235 00 |229 00 | 0,0 (240 0,0 |323 + + + + + PA
A45 24,2 - 22,5 242 | + + + CT 1 00| 00 | 00 | 0,0 |[194 00 |177 00 | 0,0 (20,5 0,0 |324 + + + + + PA
A25 222 - 22,1 218 | + + + CT 1 00 |00 00| 00 |212 00 |203| 00 | 0,0 [19,9 00 [31,9 + + + + + PA
A28 21,4 - 22,0 217 | + + + CT 1 00|00 00|00 |190 00 |188 00 | 0,0 (195 0,0 30,8 + + + + + PA
A36 22,1 - 22,0 219 | + + + CS 1 00| 00 | 00 | 0,0 |241 00 |236 00 | 0,0 (249 0,0 |31,3 + + + + + PA
A38 24,4 - 24,5 242 | + + + CT 1 00| 00 00 | 00 |21,0] 0,0 |199 00 | 0,0 (21,5 0,0 |31,3 + + + + + PA
A39 24,2 - 24,7 242 | + + + CT 1 00| 00 00 | 00 |194 00 |19,7 00 | 0,0 (204 0,0 |31,2 + + + + + PA
A42 23,9 - 244 234 | + + + CT 1 00| 00 | 00 | 00 |214 00 [198| 00 | 00 [218 00 |33,1 + + + + + PA
A46 23,0 - 23,2 232 | + + + CT 1 00| 00 00 | 00 |223 00 |20 00 | 0,0 (224 0,0 |317 + + + + + PA
A48 24,3 - 244 2411 + + + CT 1 00| 00 00 | 00 |271 00 |26,1] 00 | 0,0 (279 0,0 |315 + + + + + PA
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Laboratory

B1

Aerobic mesophilic flora: 2,5.10¢ CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+/) Number . Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 0111 026 | 0103- colonies
stx2 0157 0121
B1 - / / - - NA
B3 - / / - - NA
B5 - / / - - NA
B12 - / / - - NA
B15 - / / - - NA
B18 - / / - - NA
B21 - / / - - NA
B24 - / / - - NA
B4 - / / - - NA
B7 - / / - - - NA
B10 - - / / - - - - - ¥ PD
B11 30,5 - 28,5 293 | + + + CS 1 00| 00 00| 00 |166 00 |162 00 | 0,0 [168| 0,0 |31,6 + + + + + PA
B14 - - / / - - - - ¥ PD
B16 /- - -138,64/- / - + + CS 1 00|00 00|00 |166 00 |162 00 | 0,0 [169| 0,0 32,7 + + + - + PD
B20 37,7 - 33,1 368 | + + + CS 1 00| 00 00|00 |172 00 |168 00 | 0,0 [17,3] 0,0 |31,3 + + + + + PA
B22 - - / / - - ¥ PD
B2 - - / / - - - - - + PD
B6 35,9 - 31,4 349 | + + + CS 1 00| 00 00| 00 |185 00 |175 00 | 0,0 [188| 0,0 |31,6 + + + + + PA
B8 37,2 - 31,9 342 + + + CS 1 00| 00 00 | 00 |199 00 |190 00 | 0,0 [20,1| 0,0 |32,0 + + + + + PA
B9 35,8 - 32,7 36,0 | + + + CS 1 00| 00 00 | 00 |172 00 |169 00 | 0,0 [170] 0,0 325 + + + + + PA
B13 - - / / - - - - - + PD
B17 34,2 - 29,8 310 + + + CS 1 00| 00 | 00 | 00 |[156 00 |161| 00 | 00 [158 0,0 |32/1 + + + + + PA
B19 28,8 - 27,7 282 | + + + CS 1 00| 00 00| 00 |165 00 |159| 00 | 00 [16,7 0,0 |31,1 + + + + + PA
B23 41,0 - 33,6 37,1 + + + CS 1 00| 00 00 | 00 |161 00 |159 00 | 0,0 (16,0 0,0 |31,7 + + + + + PA
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Laboratory

B2

Aerobic mesophilic flora: 2,3.10¢ CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
N°Samol (+/-) Number | | Final | Method- | t
Pie Media of . Vir. Confirmation | & " | GeneDisc | ~9'eeMen
Final | CHROMagar tested | tested 045- | X vir, | VIR Ty | ous PCRon | MO ™ requiy | ResUlt) g
Stx1 Stx 2 eae 026 result STEC CT-RMAC colonies 0103 | 0111 | 0145 | 0157 | 026 0121 / 0111 0145- 026 0103- IC colonies
stx2 0157 0121
B27 - / / - - NA
B30 - / / - - NA
B32 - / / - - NA
B34 - / / - - NA
B37 - / / - - NA
B41 - / / - - NA
B43 - / / - - NA
B47 - / / - - - NA
B26 - - / / - - - - + PD
B29 /- - 13823/38,79/3813| |/ - + + CS 1 00 | 00 00 | 424|193 36,0 {189 00 | 0,0 [19,0] 0,0 |319 + + + + PD
B31 - - / / - - - NA
B33 - / / - - + PD
B35 - - / / - - - - - ¥ PD
B40 24,4 - 234 247 | + + + CS 1 00 | 00 00 | 421|165 00 |151]| 00 | 0,0 [16,6] 00 |319 + + + + + PA
B44 32,2 - 29,8 M3 + + + CS 1 00 | 00 00| 00 [166] 00 [16,0] 00 | 0,0 [165] 0,0 319 + + + i i PA
B45 - - / / - - - - i + PD
B25 35,9 - 31,6 336 | + + + CS 1 00| 00 00| 00 [20,7 20 [194 00 | 0,0 [208 0,0 |325 + + + i i PA
B28 32,1 - 28,4 289 | + + + CS 1 00 | 00 00 | 00 [185 00 [180 00 | 0,0 [186 0,0 [322 + + + i i PA
B36 31,9 - 29,4 305 | + + + CS 1 00 | 00 00| 00 |186| 00 |171] 00 | 0,0 [186| 00 |31,6 + + + + + PA
B38 26,2 - 24,1 256 | + + + CS 1 00 | 00 00 | 00 [185 00 [180 00 | 372 [185 0,0 |316 + + + + + PA
B39 371 - 34,3 350 | + + + CS 1 00 |00 00 |395|183| 00 |181] 00 | 0,0 [186| 00 |31,6 + + + + + PA
B42 26,1 - 24,3 256 | + + + CS 1 00 | 00 00| 00 |16,7 00 |16,2] 00 | 0,0 [168| 00 |31,6 + + + + + PA
B46 28,0 - 25,9 2711 | + + + CS 1 00 | 00 00| 00 [166 00 [161 00 | 0,0 [165 00 [314 + + + + + PA
B48 22,1 - 19,9 215 + + + CS 1 00 00 00| 00 |164] 00 |155] 00 | 0,0 [16,5] 00 |31,6 + + + + + PA
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Laboratory

B3

Aerobic mesophilic flora: 2,6.10¢ CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+/) Number . Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 o111 026 | 0103- colonies
stx2 0157 0121
B49 - / / - - NA
B53 - / / - - NA
B55 - / / - - NA
B58 - / / - - NA
B60 - / / - - NA
B66 - / / - - NA
B68 - / / - - NA
B71 - / / - - NA
B50 - / / - - - NA
B51 - / / - - + PD
B54 - / / - - + PD
B59 - / / - - + PD
B63 - / / - - + PD
B64 - / / - - - NA
B69 - - / / - - - - - + PD
B72 40,9 - 36,1 39,7 | + + + CS 1 00| 00 00 | 0,0 |166 00 |152 00 | 0,0 (172 0,0 |324 + + + + + PA
B52 27,1 - 25,4 26,7 | + + + CS 1 00| 00 00 |00 |184 00 |180 00 | 0,0 (179 0,0 323 + + + + + PA
B56 -I-141,35 - 136,08/3559/38,07| |/ - + + CS 1 00| 00 00|00 |184 00 |188 00 | 0,0 [185| 0,0 |31,2 + + + - + PD
B57 34,6 - 31,2 340 | + + + CS 1 00 | 00 00| 00 |206| 00 |201] 00 | 0,0 [20,7| 00 |317 + + + + + PA
B61 27,1 - 24,6 262 | + + + CS 1 00|00 00|00 |182 00 |173 00 | 0,0 (179 0,0 31,8 + + + + + PA
B62 22,5 - 20,2 223 | + + + CS 1 00 0000 00 |185 00 |182 00 | 0,0 [182| 0,0 |321 + + + + + PA
B65 31,5 - 28,4 30,7 | + + + CS 1 00|00 00|00 |188 00 |174 00 | 0,0 (187 0,0 |31,8 + + + + + PA
B67 37,9 - 31,9 351 | + + + CS 1 00| 00 00| 00 |205 00 |191 00 | 0,0 {199 0,0 31,8 + + + + + PA
B70 26,4 - 24,7 259 | + + + CS 1 00 |00 0000 |182 00 |181 00 | 0,0 [180| 0,0 |31,8 + + + + + PA
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Laboratory

c

Aerobic mesophilic flora: 1,6.105 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
N°Samol (+l-) Number | | Final | Method- | t
Pie Media of . Vir. Confirmation | & " | GeneDisc | ~9'eeMen
Final | CHROMagar tested | tested 045- || wir, | Vit i | 045 PCRon |90 gyt | Result) g
Stx1 Stx 2 eae 026 result STEC CT-RMAC colonies 0103 | 0111 | 0145 | 0157 | 026 0121 / 0111 0145- 026 | 0103- IC colonies
stx2 0157 0121
C1 - / / - - NA
= © / [ - - NA
€5 ° / A — - NA
C12 - / / - - NA
C15 - / / - - NA
C18 - / / - - NA
c21 - / / - - NA
C24 - - / / - - - - - - NA
C4 26,9 - 23,3 257 | + + + CT 1 00| 00 00 | 00 |156 00 |16,0 00 | 0,0 (165 0,0 |31,8 + + + + + PA
C7 34,6 - 29,0 306 | + + + CT 1 00| 00 00 | 00 |152 00 |138 00 | 0,0 (146 0,0 |33,0 + + + + + PA
C10 29,4 - 26,3 2715 | + + + CS 1 00| 00 00 | 0,0 |156 00 |146 00 | 0,0 [156| 0,0 |32,0 + + + + + PA
C11 28,9 - 25,6 270 | + + + CS 1 00| 00 00 | 00 |176 00 |16,3| 00 | 0,0 (175 0,0 |322 + + + + + PA
C14 25,1 - 22,6 241 | + + + CT 1 00| 00 00 | 00 |146 00 |142 00 | 0,0 (154 0,0 322 + + + + + PA
C16 - - / / - - - - - ¥ PD
C20 26,0 - 22,4 245 | + + + CS 1 00| 00 | 00 | 00 |145 00 |136 00 | 0,0 (143 0,0 |324 + + + + + PA
C22 32,7 - 28,1 287 | + + + CT 1 00| 00 00 | 00 |136 00 |136 00 | 0,0 (14,3 0,0 |30,9 + + + + - ND
C2 21,6 - 19,0 211 + + + CT 1 00| 00 00 | 00 |148 00 |146 00 | 0,0 [156| 0,0 |325 + + + + + PA
C6 26,1 - 22,1 249 | + + + CT 1 00| 00 00 | 00 |150 00 |147 00 | 0,0 (149 0,0 |32,6 + + + + + PA
C8 27,6 - 25,0 265 | + + + CT 1 00| 00 | 00 | 00 |154 00 |152 00 | 0,0 [155| 0,0 |325 + + + + + PA
C9 23,1 - 20,2 22| + + + CT 1 00| 00 00 | 00 |146 00 |145 00 | 0,0 (155 0,0 |31,7 + + + + + PA
C13 23,9 - 21,2 27| + + + CT 1 00| 00 | 00 | 0,0 |157 00 |156 00 | 0,0 [16,6| 0,0 |32,3 + + + + + PA
c17 22,6 - 20,2 213 | + + + CT 1 00| 00 | 00 | 0,0 |147 00 |143 00 | 0,0 (151 0,0 |32,7 + + + + + PA
C19 21,9 - 19,1 20,7 | + + + CT 1 00| 00 00 | 00 |149 00 |144 00 | 0,0 [153| 0,0 |31,6 + + + + + PA
C23 24,1 - 22,0 231 ] + + + CT 1 00| 00 00 | 00 |188 00 |183 00 | 0,0 (196 0,0 |32,3 + + + + + PA
ADRIA Développement 132/186 March 23, 2023
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Laboratory

D

Aerobic mesophilic flora: 1,2.105 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+/) Number . Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 o111 026 | 0103- colonies
stx2 0157 0121

D1 - / / - - NA
D3 - / / - - NA
D5 - / / - - NA
D12 - / / - - NA
D15 - / / - - NA
D18 - / / - - NA
D21 - / / - - NA
D24 - - / / - - - - - - NA
D4 39,4 - 36,3 403 | + + + CS 1 00|00 00|00 |193 00 |184 00 | 0,0 [19,8| 0,0 32,2 + + + + + PA
D7 32,0 - 28,1 292 | + + - CS 1 00| 00 00 | 0,0 |[140 00 |136 00 | 0,0 [155| 0,0 |33,7 + + + + + PA
D10 27,6 - 25,1 261 | + + + CS 1 00 | 00 00| 00 |176| 00 |170] 00 | 0,0 [181] 00 |325 + + + + + PA
D11 - - / / - - + PD
D14 - / / - - ¥ PD
D16 - - / / - - - - - - NA
D20 28,3 - 25,1 265 | + + + CS 1 00| 00 00 | 00 |148 00 |144 00 | 0,0 [152| 0,0 325 + + + + + PA
D22 28,5 - 26,0 267 | + + + CS 1 00|00 00|00 |134 00 |130 00 | 0,0 142 0,0 31,8 + + + + - ND
D2 24,5 - 22,0 234 | + + + CS 1 00| 00 00 | 00 |142 00 |138 00 | 0,0 (138 0,0 |32,7 + + + + + PA
D6 25,3 - 23,1 244 | + + + CS 1 00| 00 00 | 00 |137 00 |134 00 | 0,0 (14,7 0,0 31,9 + + + + + PA
D8 25,2 - 23,0 238 | + + + CS 1 00 |00 00 ] 00 |138] 00 [133] 00 | 0,0 [146| 00 |325 + + + + + PA
D9 25,9 - 23,6 249 | + + + CS 1 00| 00 00| 00 |166 00 |171| 00 | 00 [185 0,0 |33,1 + + + + + PA
D13 29,6 - 26,1 215 | + + + CS 1 00 |00 00| 00 |168| 00 |163] 00 | 0,0 [174| 00 |319 + + + + + PA
D17 32,0 - 28,0 287 | + + CT 1 00| 00 00 | 00 |169 00 |16,1] 00 | 0,0 [176| 0,0 |32,9 + + + + + PA
D19 27,7 - 25,5 262 | + + + CT 1 00| 00 00| 00 |134 00 |136 00 | 0,0 (148 0,0 32,2 + + + + + PA
D23 27,6 - 24,6 26,0 | + + + CS 1 00 /00 00 ] 00 |129] 00 |14,7] 00 | 0,0 [146] 00 |319 + + + + + PA
ADRIA Développement 133/186 March 23, 2023
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Laboratory

E1

Aerobic mesophilic flora: 1,2.106 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+/) Number ) Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 0111 026 | 0103- colonies
stx2 0157 0121

E1 - / / - - NA
E3 - / / - - NA
E5 - / / - - NA
E12 - / / - - NA
E15 - / / - - NA
E18 - / / - - NA
E21 - / / - - NA
E24 - - / / - - - - - - NA
E4 27,0 - 24,3 256 | + + + CS 1 00 | 00 | 00 00 {127 00 (122 00 | 0,0 [138| 0,0 |33,1 + + + + + PA
E7 - - / / - - - - - + PD
E10 26,1 - 23,1 250 | + + + CS 1 00| 00 | 0,0 | 00 |[175 00 |169| 00 | 00 (173 00 |34,1 + + + + + PA
E11 - - / / - - - - - ¥ PD
E14 32,2 - 28,3 294 | + + + CS 1 00| 00 00 | 00 |146 00 |144 00 | 0,0 (148 0,0 |338 + + + + + PA
E16 - - / / - - - - - ¥ PD
E20 27,8 - 25,6 262 | + + + CS 1 00 | 00 | 00 00 (142 00 (138 00 | 0,0 [144| 00 |328 + + + + + PA
E22 32,6 - 26,8 292 | + + + CS 1 00| 00 00 | 00 |141 00 |133 00 | 0,0 (149 0,0 |335 + + + + + PA
E2 28,0 - 25,0 262 | + + + CS 1 00| 00 00 | 00 |149 00 |151 00 | 0,0 (16,0 0,0 |32,3 + + + + + PA
E6 36,3 - 29,1 309 | + + + CS 1 00| 00 00| 00 |214 00 |208 00 | 0,0 21,9 0,0 327 + + + + + PA
E8 31,3 - 25,2 28,7 | + + + CS 1 00| 00 00 | 00 |195 00 |19 00 | 0,0 (19,6 0,0 |34,3 + + + + + PA
E9 39,1 - 32,2 349 | + + + CS 1 00| 00 00| 00 |167 00 |172 00 | 0,0 (17,7 0,0 32,3 + + + + + PA
E13 28,7 - 26,2 26,8 | + + + CS 1 00| 00 | 00 | 00 |148 00 |145| 00 | 00 [153 0,0 |33,1 + + + + + PA
E17 28,8 - 26,4 2712 | + + + CS 1 00| 00 00 | 0,0 |130 00 |122 00 | 0,0 [00 | 0,0 |31,6 + + + + + PA
E19 26,4 - 23,9 249 | + + + CS 1 00| 00 00 | 00 |155 00 |146 00 | 0,0 [158| 0,0 |33,0 + + + + + PA
E23 25,9 - 22,2 250 | + + + CS 1 00| 00 | 00 | 0,0 |147 00 |134 00 | 0,0 (146 0,0 |31,7 + + + + + PA
ADRIA Développement 134/186 March 23, 2023
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Laboratory

E2

Aerobic mesophilic flora: 1,1.106 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136

Confirmation

PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+-) Number . Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 o111 026 | 0103- colonies
stx2 0157 0121

E27 - - / / - - - - NA
E30 -/-/- - -I-/- / - + + CS 1 00 | 00 00| 00 |158 00 |159 00 | 0,0 [16,5] 0,0 |331 + + + NA
E32 - - / / - - NA
E34 - / / - - NA
E37 - - / / - - - - NA
E41 -/-/- - -I-/- / - + + CS 2 00 | 00 00 | 00 |336| 00 [339| 00 | 0,0 [346| 00 |317 + + + NA
E43 - - / / - - NA
E47 - - / / - - - - - - NA
E26 30,2 - 28,8 281 | + + + CS 1 00| 00 00 | 00 |145 00 |143 00 | 0,0 (151 0,0 /323 + + + + + PA
E29 - - / / - - + PD
E31 - - / / - - - - + PD
E33 -13542/3475| - |3144/3237/3161| |/ - + + CS 1 00 /00 00| 00 |138] 00 |136] 00 | 0,0 [146| 00 |330 + + + = - NA
E35 28,3 - 26,8 26,7 | + + + CS 1 00|00 00| 00 |156 00 |143 00 | 0,0 [157| 0,0 317 + + + + + PA
E40 27,4 - 26,1 26,1 | + + + CS 1 00|00 00| 00 |155 00 |145 00 | 0,0 158 0,0 329 + + + + ND
E44 - - / / - - NA
E45 - - / / - - - - - - NA
E25 25,6 - 248 242 | + + + CS 1 00| 00 00 | 00 |148 00 |143 00 | 0,0 (157 0,0 |32,7 + + + + + PA
E28 25,6 - 25,1 250 | + + + CS 1 00| 00 00 | 00 |147 00 |142 00 | 0,0 [153| 0,0 |31,7 + + + + + PA
E36 25,1 - 27,2 243 | + + + CS 1 00|00 00| 00 |147 00 |150 00 | 0,0 [154| 0,0 323 + + + + + PA
E38 28,2 - 23,7 264 | + + + CS 1 00 | 00 00| 00 |160| 00 |153] 00 | 0,0 [158| 00 |324 + + + + + PA
E39 24,5 - 26,7 240 | + + + CS 1 00| 00 00 | 00 |149 00 |144 00 | 0,0 152 0,0 32,6 + + + + + PA
E42 24,9 - 241 242 | + + + CS 1 00|00 00| 00 |158 00 |153 00 | 0,0 [161] 0,0 |32,6 + + + + ND
E46 22,9 - 22,2 228 | + + + CS 1 00| 00 00 | 00 |150 00 |138 00 | 0,0 (14,7 0,0 328 + + + + ND
E48 22,4 - 224 211+ + + CS 1 00|00 00|00 |148 00 |136] 00 | 0,0 [152] 0,0 328 + + + + ND
ADRIA Développement 135/186 March 23, 2023
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Laboratory

F

Aerobic mesophilic flora: 1,4.105 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+-) Number . Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 o111 026 | 0103- colonies
stx2 0157 0121
F1 - / / - - NA
F3 - / [ - - NA
F5 - / [ - - NA
F12 - / || - - PPNA

F15 - / / - - NA
F18 - / / - - NA
F21 - / / - - NA
F24 - / / - - - NA
F4 - - / / - - - - - + PD
F7 27,0 - 25,7 256 | + + + CS 1 00 00 00| 00 |145] 00 |143] 00 | 0,0 [146| 00 |316 + + + + + PA
F10 - - / / - +/- - CS 3 00 | 00 00|00 00| 00 |169] 00 | 00 [00]| 00 |322 - - - - + PD
F11 23,7 - 22,7 231 + + + CS 1 00| 00 00| 00 |162 00 |154 00 | 0,0 [16,0| 0,0 32,7 + + + + + PA
F14 27,3 - 26,1 26,7 | + + + CS 1 00| 00 00 | 00 |136 00 |141 00 | 0,0 [136| 0,0 |31,7 + + + + + PA
F16 32,4 - 32,4 309 | + + + CS 1 00 | 00 00| 00 |148| 00 |142]| 00 | 0,0 [157| 00 |326 + + + + + PA
F20 25,2 - 24,1 245 | + + + CS 1 00| 00 00 | 00 |148 00 |142 00 | 0,0 (148 0,0 32,0 + + + + + PA
F22 23,8 - 23,1 233 | + + + CS 1 00 | 00 00| 00 |156| 00 |154| 00 | 0,0 [159| 00 |319 + + + + + PA
F2 26,4 - 26,3 260 | + + + CS 1 00| 00 00 | 00 |157 00 |16 00 | 0,0 (16,6 0,0 |31,8 + + + + + PA
F6 241 - 23,6 231 + + + CS 1 00| 00 00|00 |162 00 |153 00 | 0,0 (164 0,0 32,0 + + + + + PA
F8 23,8 - 23,8 236 | + + + CS 1 00 |00 00| 00 |153] 00 [138] 00 | 0,0 [155| 0,0 |32,0 + + + + + PA
F9 21,3 - 20,9 216 | + + + CS 1 00| 00 00 | 00 |156 00 |154 00 | 0,0 (16,0 0,0 /329 + + + + + PA
F13 22,6 - 23,0 228 | + + + CS 1 00 |00 00| 00 |154| 00 |152]| 00 | 0,0 [158| 00 |328 + + + + + PA
F17 21,8 - 21,7 215 | + + + CS 1 00 | 00 00| 00 |166| 00 |152] 00 | 0,0 [16,6] 00 |335 + + + + + PA
F19 25,6 - i/28,16* 249 | + + + CS 1 00| 00 00 | 00 |156 00 |146 00 | 0,0 [152| 0,0 323 + + + + + PA
F23 24,1 - 24,0 236 | + + + Both 2 00 | 00 00| 00 |136] 00 |143] 00 | 0,0 [13,7] 00 |319 + + + + + PA
ADRIA Développement 136/186 March 23, 2023
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Laboratory

G1

Aerobic mesophilic flora: 2,7.103 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136

Confirmation

PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
N°Sample () [ . BREE T Method - Agreement
Media of . Vir. Confirmation GeneDisc
Final | CHROMagar tested | tested 045- | X vir, | VIR Ty | ous PCRon | M| resu | Resultl g
Stx1 Stx 2 eae 026 result STEC CT-RMAC colonies 0103 | 0111 | 0145 | 0157 | 026 0121 / 0111 0145- 026 0103- IC colonies
stx2 0157 0121
G1 - - / / - + + CT 1 00 | 0,0 33| 00 |176] 00 |161] 00 | 0,0 [175 00 |319 + + + - NA
G3 35,5 - 37,0 349 | + - - - + PD
G5 - - / / - - - + PD
G12 32,9 - 36,1 373 | + - - NA
G15 37,9 - - 36,7 | - - - NA
G18 36,9 - 35,2 378 | + - NA
G21 - - / / - - - - - - - NA
G24 36,2 - 34,9 349 | + + - CS 1 00 | 00 00| 00 |173 00 |163 00 | 0,0 [171| 0,0 |321 + + + + - ND
G4 25,2 - 24,5 249 | + + + CT 1 00 |00 00| 00 |166] 00 |16,1] 00 | 0,0 [16,6] 00 |323 + + + + + PA
G7 - - / / - - - - - - - ¥ PD
G10 239 - 24,1 235 | + + CS 1 00 | 00 00| 00 |165| 00 |156] 00 | 0,0 [158| 00 |317 + + + + + PA
G11 36,1 - 34,3 36,7 | + +(5) - CS 1 00 | 00 00| 00 |164| 00 |154]| 00 | 0,0 [16,0f 00 |317 + + + + + PA
G14 32,5 - 33,2 331 | + + - CS 1 00 |00 00| 00 |158| 00 |153| 00 | 0,0 [155| 00 |315 + + + + + PA
G16 21,4 - 21,3 216 | + + + CS 1 00 | 00 00| 00 |172 00 |154 00 | 0,0 [16,6] 0,0 |321 + + + + + PA
G20 359 - 39,1 - - - - - - - - + PD
G22 24,2 - 24,6 243 | + + + CS 1 00 | 00 00| 00 |172| 00 |179| 00 | 0,0 [17,8| 0,0 |329 + + + + + PA
G2 18,3 - 18,8 189 | + + + CS 1 00 |00 00| 00 |174 00 |16,5 00 | 0,0 [17,2| 0,0 |32,1 + + + + + PA
G6 17,9 - 18,1 179 | + + + CS 1 00 | 00 00| 00 |16,7| 00 |16,1] 00 | 0,0 [16,5 00 |31,6 + + + + + PA
G8 18,0 - 18,0 184 | + + + CS 1 00 |00 00| 00 |158] 00 |144] 00 | 0,0 [155| 00 |326 + + + + + PA
G9 18,9 - 19,2 192 | + + + CT 1 00 | 00 00| 00 |165| 00 |1655] 00 | 0,0 [164| 00 |31,6 + + + + + PA
G13 19,3 - 19,6 20,1 | + + + CS 1 00 |00 00| 00 |166| 00 |16,1| 00 | 0,0 [16,5 00 |318 + + + + + PA
G17 21,5 - 22,0 218 | + + + CS 1 00 |00 00| 00 |147| 00 |146] 00 | 00 [144| 00 |315 + + + + + PA
G19 19,5 - 19,1 192 | + + + CS 1 00 | 00 00| 00 |169| 00 |162| 00 | 0,0 [16,6] 00 |314 + + + + + PA
G23 19,3 - 19,3 196 | + + + CS 1 00 | 00 00| 00 |164] 00 |[156] 00 | 0,0 [159] 00 |319 + + + + + PA
Doubtful curves
ADRIA Développement 137/186 March 23, 2023
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Laboratory

G2

Aerobic mesophilic flora: 1,8.103 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
N°Samol (+/-) Number | | Final | Method- | t
Pie Media of . Vir. Confirmation | & " | GeneDisc | ~9'eeMen
Final | CHROMagar tested | tested 045. | S| i | VIR e | oas PCRon |90 gyt | Result) g
Stx1 Stx 2 eae 026 result STEC CT-RMAC colonies 0103 | 0111 | 0145 | 0157 | 026 0121 / 0111 0145- 026 | 0103- IC colonies
stx2 0157 0121
G27 - / / - - - NA
G30 - / / - - - NA
G32 - / / - - - NA
G34 - / / - - - NA
G37 - / / - - - NA
G41 - / / - - - NA
G43 - / / - - NA
G47 - - / / - - - - - - - - NA
G26 22,8 - 22,7 2274 + + + CS 1 00| 00 | 00 | 00 |155 00 |145 00 | 0,0 (14,7 0,0 |32,0 + + + + + PA
G29 21,7 - 21,6 2233 + + + CS 1 00| 00 00 | 00 |136 00 |13 00 | 0,0 [13,3| 0,0 |30,9 + + + + + PA
G31 27,2 - 27,8 27,04 + + + CT 1 00| 00 00 | 00 |156 00 |147 00 | 0,0 (149 0,0 |31,8 + + + + + PA
G33 - - / / - - - - - - - + PD
G35 22,4 - 23,1 2261 + + + CS 1 00| 00 00 | 00 |166 00 |151 00 | 0,0 (162 0,0 |32,0 + + + + + PA
G40 - - / / - - - - - - - + PD
G44 25,0 - 25,4 2516| + + + CT 1 00| 00 | 00 | 00 |157 00 |147 00 | 0,0 (16,1 0,0 |32,6 + + + + - ND
G45 - - / / - - - - - - - ¥ PD
G25 22,4 - 22,2 2271 + + + CT 1 00| 00 | 00 | 00 |155 00 |154 00 | 0,0 (148 0,0 |31,9 + + + + + PA
G28 22,1 - 22,0 2238 + + + CT 1 00| 00 00 | 00 |156 00 |146 00 | 0,0 (151 0,0 |31,8 + + + + + PA
G36 19,7 - 19,5 1964 | + + + CT 1 00 | 00 00 | 00 |154| 00 |152| 00 | 0,0 [154| 00 |[317 + + + + + PA
G38 22,2 - 22,4 223 | + + + CT 1 00| 00 00 | 00 |183 00 |172 00 | 0,0 (178 0,0 |32,0 + + + + + PA
G39 25,7 - 25,3 2512 + + + CS 1 00| 00 00 | 0,0 |150 00 |145 00 | 0,0 (149 0,0 |32,0 + + + + + PA
G42 24,5 - 24,7 2469 + + + CS 1 00 | 00 00| 00 |157| 00 |152| 00 | 0,0 [152| 00 (322 + + + + + PA
G46 19,8 - 19,4 20,12 + + + CS 1 00| 00 00 | 00 |146 00 |131 00 | 0,0 (138 0,0 |31,8 + + + + + PA
G48 21,0 - 21,2 2162 + + / CS 1 00| 00 | 00 | 0,0 |148 00 |134 00 | 0,0 (144 0,0 |31,7 + + + + + PA
ADRIA Développement 138/186 March 23, 2023
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Laboratory

H

Aerobic mesophilic flora: 1,9.105 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+-) Number ) Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 0111 026 | 0103- colonies
stx2 0157 0121

H1 - / / - NA
H3 - / / - NA
H5 - / / - - - NA
H12 - / / - + (2 colonies) | CT 1 00|00 00| 00 |135 00 |131 00 | 0,0 [139 0,0 328 + + + NA
H15 - / / - - NA
H18 - / / - NA
H21 - / / - NA
H24 - - / / - - - - - NA
H4 24,0 - 23,9 235 | + + + CS 1 00| 00 00 | 00 |136 00 |131] 00 | 0,0 (142 0,0 324 + + + + - ND
H7 31,2 - 29,3 2716 | + + + CS 1 00| 00 00 | 0,0 |206 00 |181 00 | 0,0 [19,3| 0,0 |335 + + + + + PA
H10 22,4 - 224 225 | + + + CT 1 00| 00 | 0,0 | 0,0 |155 00 |144| 00 | 00 [155 0,0 |33,1 + + + + + PA
H11 22,2 - 21,9 219 | + + + CS 1 00 | 00 | 00 00 {137 00 (131 00 | 0,0 [141| 00 |32,3 + + + + + PA
H14 - - / / - ¥ PD
H16 - - / / - - - - - ¥ PD
H20 34,9 - 33,6 33,1 + + + CT 1 00| 00 00 | 00 |149 00 |142 00 | 0,0 [156| 0,0 325 + + + + + PA
H22 25,6 - 25,2 253 | + + + CS 1 00| 00 00 | 00 |136 00 |134 00 | 0,0 (141 0,0 |31,9 + + + + + PA
H2 22,8 - 22,5 232 | + + + CT 1 00| 00 00 | 00 |133 00 |122 00 | 0,0 (13,7 0,0 |334 + + + + + PA
H6 25,3 - 25,2 243 | + + + CT 1 00| 00 00 | 00 |26 00 201 00 | 0,0 [222| 0,0 |352 + + + + + PA
H8 26,2 - 25,2 252 | + + + CT 1 00| 00 00 | 0,0 |204 00 |20,0 00 | 0,0 [20,6| 0,0 |34,3 + + + + + PA
H9 20,4 - 20,6 208 | + + + CS 1 00| 00 00| 00 |186 00 |174 00 | 0,0 (19,0 0,0 /33,0 + + + + + PA
H13 23,7 - 23,3 229 | + + + CS 1 00| 00 00 | 00 |146 00 |135 00 | 0,0 (148 0,0 |31,9 + + + + + PA
H17 23,8 - 234 23,1 + + + CT 1 00| 00 | 00 | 00 129 00 |125| 00 | 00 [134 00 |32/1 + + + + + PA
H19 248 - 24,9 245 | + + + CS 1 00| 00 00 | 00 |128 00 |132 00 | 0,0 (133 0,0 |31,9 + + + + + PA
H23 23,9 - 23,2 23,1 + + + CT 1 00| 00 00 | 0,0 |137 00 |135 00 | 0,0 [148| 0,0 |325 + + + + + PA
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Laboratory

Aerobic mesophilic flora: 3,3.108 CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
o (+/) Number . Method -
N°Sample Medi . N Final .| Agreement
_ edia| of sl | | Vi || Indol | COnfirmation | oo e GeneDisc
Stx Sty 2 . 026 Final | CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- / Vir. O145- Vir. | 045- Ic PCR on result ®
result STEC colonies 0121 o111 026 | 0103- colonies
stx2 0157
0121
" - - / / - - NA
13 35,8 - 34,0 334 | + - NA
15 - - / / - - - - NA
112 - / / - +/- +/- CT 5 00 | 00 | 00 | 00 206 00 |204 00 | 0,0 {208 0,0 /324 + + + NA
CT 5 00 | 00 | 00 | 00 138 0,0 125 0,0 | 0,0 |00 ] 0,0 1323
15 - ! F - ¥ - PCA| 1 10000 0000 [145 00 [150 00 | 00 [146] 00 [318] + + ' NA
118 - / / - +/- +/- PCA 1 00 | 00 | 0,0 | 00 [193 00 194 00 | 0,0 [19,7 00 31,6 + + + NA
121 - - / / - + + CT 1 00 | 00 | 00 | 00 [147 00 |144 00 | 0,0 (152 0,0 /32,6 + + + - NA
124 39,1 - 36,2 355 | + +/- +/- PCA 1 00|00 0000 [165 00 [155 00 | 0,0 [166 00 |312 + + + + ND
14 30,6 - 29,9 285 | + + + Nd + + + + PA
7 24,5 - 23,9 240 | + + + Nd + + + PA
10 - - / / - + + PCA 1 00 | 00 | 00 | 00 [173 00 169 00 | 0,0 {175 0,0 /32,0 + + + - - NA
111 23,0 - 22,8 27| + + + Nd + + + + PA
114 26,2 - 25,7 254 | + + + Nd + + + + PA
116 - - / / - - - CT 5 00 1 00 00|00 00 00 00 00] 00 00| 00 /308 - + - - + PD
120 22,6 - 22,5 24| + + + Nd + + + + PA
122 - - / / - + + PCA 1 00 | 00 | 0,0 | 00 [156 0,0 149 00 | 0,0 (150 0,0 /326 + + + - + PD
12 21,9 - 21,8 21,7 + + + Nd + + + + PA
16 22,2 - 21,6 219 | + + + Nd + + + + PA
18 20,2 - 20,2 20,1 | + + + Nd + + + + PA
19 21,6 - 20,7 214 + + + Nd + + + + PA
113 22,0 - 22,1 214 |+ + + Nd + + + ND
17 19,2 - 19,7 191 | + + + Nd + + + + PA
119 20,1 - 19,6 201 | + + + Nd + + + + PA
123 20,4 - 20,3 20,1 | + + + Nd + + + + PA
Nd = Not tested
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Laboratory

J (ADRIA)
Aerobic mesophilic flora: 9,2.10¢ CFU/g

Pall Genedisc Technologies

Reference Method ISO/TS 13136¢
Confirmation
PCR Result Characteristic colonies GeneDisc® Plate TOP7 Alternative
N°Sample () | Number : | Fipg Method- Agreement
Media of . Vir. Confirmation GeneDisc
. stx1 , Vir. , Indol Result
Stx1 Sty 2 . o026 | ina CHROMagar CT-RMAC tested | tested 0103 0111 0145 0157 | 026 045- [ ViIn g, Vi 045- Ic PCR on result ®
result STEC colonies 0121 0111 026 | 0103- colonies
stx2 0157 0121
J1 - - [ - NA
J3 - - / - - NA
J5 - - / - - NA
J12 - - / - - NA
J15 - - / - - NA
J18 - - / - - NA
J21 - - / - - NA
J24 - - 44,6 / - - - - - - NA
J4 27,8 - 27,3 272 | + + + CS 1 00| 00 00 | 00 |145 00 |143 00 | 0,0 [146| 0,0 |31,8 + + + + + PA
J7 25,8 - 25,7 256 | + + + CS 1 00| 00 00 | 00 |126 00 |132 00 | 0,0 [136| 0,0 |31,7 + + + + + PA
J10 28,7 - 28,4 282 | + + + CS 1 00| 00 | 00 | 0,0 |157 00 |157 00 | 0,0 (158 0,0 |31,8 + + + + + PA
J11 23,0 - 22,5 228 | + + + CS 1 00| 00 00 | 00 |151 00 |145 00 | 0,0 [159| 0,0 32,6 + + + + ND
J14 26,0 - 25,9 259 | + + + CS 1 00| 00 | 0,0 | 00 |146 00 |143| 00 | 00 [151 0,0 |321 + + + + + PA
J16 27,7 - 21,7 2716 | + + + CS 1 00| 00 | 00 | 0,0 |155 00 |151 00 | 0,0 (157 0,0 |31,7 + + + + + PA
J20 29,0 - 28,5 28,1 + + + CS 1 00| 00 00 | 00 |146 00 |133 00 | 0,0 (149 0,0 332 + + + + PA
J22 33,0 - 32,5 327 | + + - CS 1 00| 00 | 00 | 0,0 |156 00 |155 00 | 0,0 (16,0 0,0 |314 + + + + - ND
J2 20,6 - 20,4 207 | + + + CS 1 00| 00 00 | 0,0 |147 00 |145 00 | 0,0 (149 0,0 33,0 + + + + + PA
J6 23,1 - 23,3 234 | + + + CS 1 00| 00 00 | 00 |154 00 |151 00 | 0,0 [155| 0,0 |32,7 + + + + + PA
J8 22,0 - 21,9 22| + + + CS 1 00| 00 | 00 | 0,0 |[157 00 |152 00 | 0,0 [16,6| 0,0 |32,6 + + + + + PA
J9 21,2 - 21,1 213 | + + + CS 1 00| 00 00 | 00 |145 00 |135 00 | 0,0 (142 0,0 31,6 + + + + + PA
J13 247 - 24,8 25,1 + + + CS 1 00| 00 00 | 00 |157 00 |154 00 | 0,0 (16,1 0,0 | 31,7 + + + + + PA
J17 23,6 - 23,7 239 | + + + CS 1 00| 00 00 | 00 |153 00 |149 00 | 0,0 (154 0,0 |31,8 + + + + + PA
J19 25,5 - 25,2 252 | + + + CS 1 00 | 00 00| 00 |166| 00 |16,3] 00 | 0,0 [172] 00 |327 + + + + + PA
J23 22,6 - 23,2 237 | + + + CS 1 00| 00 00 | 00 |145 00 |133 00 | 0,0 (143 0,0 |323 + + + + + PA
* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

Laboratory A1
Aerobic mesophilic flora: 1,2.10¢ CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method : L .
ample , Vir. Confirmation | Final | Agreement
IS 045- | st/ | Vi | T | vir | 045 PCRI ™ result | result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
A1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,4 - - - NA
A3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
A5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,2 - - - NA
A12 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,3 - - - NA
A15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
A18 - 0,0 0,0 0,0 0,0 0,0 37,0 0,0 0,0 0,0 0,0 0,0 32,9 - - - NA
A21 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
A24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,4 - - - NA
Ad + 0,0 0,0 0,0 0,0 29,3 0,0 28,9 0,0 0,0 28,8 0,0 31,7 + + + PA
A7 - 0,0 0,0 0,0 0,0 23,1 0,0 229 0,0 0,0 22,8 0,0 31,0 + + + PD
A10 + 0,0 0,0 0,0 0,0 22,5 0,0 219 0,0 0,0 21,8 0,0 32,7 + + + PA
A11 - 0,0 0,0 0,0 0,0 21,7 0,0 22,5 0,0 0,0 22,2 0,0 32,2 + + + PD
A14 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,3 - - - NA
A16 - 0,0 0,0 0,0 0,0 23,8 0,0 23,7 0,0 0,0 23,4 0,0 31,8 + + + PD
A20 - 0,0 0,0 0,0 0,0 22,6 0,0 22,7 0,0 0,0 22,2 0,0 31,5 + + + PD
A22 + 0,0 0,0 0,0 0,0 21,5 0,0 21,7 0,0 0,0 21,2 0,0 31,3 + + + PA
A2 + 0,0 0,0 0,0 0,0 21,6 0,0 21,1 0,0 0,0 20,7 0,0 32,3 + + + PA
A6 + 0,0 0,0 0,0 0,0 19,3 0,0 19,9 0,0 0,0 18,8 0,0 31,9 + + + PA
A8 + 0,0 0,0 0,0 0,0 20,6 0,0 20,3 0,0 0,0 20,0 0,0 31,9 + + + PA
A9 + 0,0 0,0 0,0 0,0 20,5 0,0 20,2 0,0 0,0 20,0 0,0 31,9 + + + PA
A13 + 0,0 0,0 0,0 0,0 21,0 0,0 20,9 0,0 0,0 20,8 0,0 31,9 + + + PA
A17 + 0,0 0,0 0,0 0,0 20,6 0,0 20,4 0,0 0,0 20,5 0,0 31,8 + + + PA
A19 + 0,0 0,0 0,0 0,0 21,1 0,0 20,9 0,0 0,0 20,8 0,0 32,2 + + + PA
A23 + 0,0 0,0 0,0 0,0 21,2 0,0 21,0 0,0 0,0 20,7 0,0 32,1 + + + PA
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Pall Genedisc Technologies

Laboratory A2
Aerobic mesophilic flora: 1,1.10+ CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°Sample o I , Vir. Confirmation | Final | Agreement
el 045- | stx1/ | Vir. Ul Vir. 045- FTCR result result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
A27 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,9 - - - NA
A30 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,0 - - - NA
A32 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,4 - - - NA
A34 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
A37 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 319 - - - NA
Ad1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,1 - - - NA
A43 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,6 - - - NA
A4AT - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 33,3 - - - NA
A26 + 0,0 0,0 0,0 0,0 26,4 0,0 25,8 0,0 0,0 27,0 0,0 31,6 + + + PA
A29 + 0,0 0,0 0,0 0,0 28,9 0,0 28,0 0,0 0,0 29,5 0,0 30,6 + + + PA
A31 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,2 - - - NA
A33 - 0,0 0,0 0,0 0,0 30,1 0,0 30,1 0,0 0,0 30,1 0,0 32,1 + + + PD
A35 - 0,0 0,0 0,0 0,0 22,8 0,0 22,8 0,0 0,0 22,5 0,0 31,7 + + + PD
A40 - 0,0 0,0 0,0 0,0 21,0 0,0 20,7 0,0 0,0 21,7 0,0 31,3 + + + PD
Ad4 + 0,0 0,0 0,0 0,0 29,3 0,0 28,3 0,0 0,0 28,6 0,0 33,1 + + + PA
A45 + 0,0 0,0 0,0 0,0 219 0,0 21,8 0,0 0,0 21,5 0,0 31,7 + + + PA
A25 + 0,0 0,0 0,0 0,0 20,2 0,0 19,8 0,0 0,0 20,7 0,0 31,0 + + + PA
A28 + 0,0 0,0 0,0 0,0 20,4 0,0 19,8 0,0 0,0 21,0 0,0 31,6 + + + PA
A36 + 0,0 0,0 0,0 0,0 19,6 0,0 20,1 0,0 0,0 19,7 0,0 31,6 + + + PA
A38 + 0,0 0,0 0,0 0,0 20,3 0,0 19,9 0,0 0,0 20,9 0,0 30,7 + + + PA
A39 + 0,0 0,0 0,0 0,0 20,4 0,0 20,0 0,0 0,0 21,0 0,0 30,9 + + + PA
A42 + 0,0 0,0 0,0 0,0 18,9 0,0 18,9 0,0 0,0 19,3 0,0 30,7 + + + PA
A46 + 0,0 0,0 0,0 0,0 19,9 0,0 19,4 0,0 0,0 19,9 0,0 31,8 + + + PA
A48 + 0,0 0,0 0,0 0,0 18,9 0,0 19,5 0,0 0,0 18,9 0,0 32,2 + + + PA
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Pall Genedisc Technologies

Laboratory B1
Aerobic mesophilic flora: 2,5.104 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°Sample o I , Vir. Confirmation | Final | Agreement
SO 045- | stxt/ | Vi | T vir | 045 PCR | ™ (osult | result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
B1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B12 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B21 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B4 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B7 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B10 - 0,0 0,0 0,0 0,0 23,0 0,0 22,8 0,0 0,0 22,6 0,0 31,3 + + + PD
B11 + 0,0 0,0 0,0 0,0 32,9 0,0 32,2 0,0 0,0 33,1 0,0 31,9 + + + PA
B14 - 0,0 0,0 0,0 0,0 25,0 0,0 24,6 0,0 0,0 254 0,0 31,8 + + + PD
B16 - 0,0 0,0 0,0 0,0 23,6 0,0 23,0 0,0 0,0 22,8 0,0 31,5 + + + PD
B20 + 0,0 0,0 0,0 0,0 23,1 0,0 229 0,0 0,0 22,7 0,0 31,6 + + + PA
B22 - 0,0 0,0 0,0 0,0 24,3 0,0 24,0 0,0 0,0 23,9 0,0 31,6 + + + PD
B2 - 0,0 0,0 0,0 0,0 22,3 0,0 22,2 0,0 0,0 21,8 0,0 31,3 + + + PD
B6 + 0,0 0,0 0,0 0,0 21,2 0,0 219 0,0 0,0 20,6 0,0 32,1 + + + PA
B8 + 0,0 0,0 0,0 0,0 20,9 0,0 20,7 0,0 0,0 20,5 0,0 31,0 + + + PA
B9 + 0,0 0,0 0,0 0,0 20,3 0,0 20,0 0,0 0,0 19,8 0,0 31,1 + + + PA
B13 - 0,0 0,0 0,0 0,0 21,3 0,0 22,4 0,0 0,0 21,6 0,0 32,1 + + + PD
B17 + 0,0 0,0 0,0 0,0 22,3 0,0 21,8 0,0 0,0 21,1 0,0 31,5 + + + PA
B19 + 0,0 0,0 0,0 0,0 22,2 0,0 219 0,0 0,0 22,2 0,0 32,7 + + + PA
B23 + 0,0 0,0 0,0 0,0 21,2 0,0 21,0 0,0 0,0 20,8 0,0 31,8 + + + PA
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Pall Genedisc Technologies

Laboratory B2
Aerobic mesophilic flora: 2,3.10+ CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°Sample o I , Vir. Confirmation | Final | Agreement
SO 045- | stxt/ | Vi | T vir | 045 PCR | ™ (osult | result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
B27 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B30 - 0,0 0,0 0,0 0,0 0* 0,0 34,0 0,0 0,0 36,8 0,0 31,4 - - - NA
B32 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B34 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B37 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B41 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B43 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B47 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B26 - 0,0 0,0 0,0 0,0 24,7 0,0 24,5 0,0 0,0 23,6 0,0 31,1 + + + PD
B29 - 0,0 0,0 0,0 0,0 24,8 0,0 24,6 0,0 0,0 24,2 0,0 31,4 + + + PD
B31 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B33 - 0,0 0,0 0,0 0,0 249 0,0 24,8 0,0 0,0 239 0,0 31,6 + + + PD
B35 - 0,0 0,0 0,0 0,0 245 0,0 23,8 0,0 0,0 23,6 0,0 31,7 + + + PD
B40 + 0,0 0,0 0,0 0,0 25,3 0,0 249 0,0 0,0 24,6 0,0 32,1 + + + PA
B44 + 0,0 0,0 0,0 0,0 23,7 0,0 229 0,0 0,0 22,8 0,0 30,9 + + + PA
B45 - 0,0 0,0 0,0 0,0 22,0 0,0 22,6 0,0 0,0 216 | 379 | 316 + + + PD
B25 + 0,0 0,0 40,6 0,0 20,3 0,0 19,9 0,0 0,0 19,8 0,0 32,0 + + + PA
B28 + 0,0 0,0 0,0 0,0 22,1 0,0 219 0,0 0,0 21,6 0,0 314 + + + PA
B36 + 0,0 0,0 0,0 0,0 19,6 0,0 20,0 0,0 0,0 19,0 0,0 31,4 + + + PA
B38 + 0,0 0,0 0,0 0,0 21,1 0,0 20,9 0,0 0,0 20,7 0,0 31,8 + + + PA
B39 + 0,0 0,0 0,0 0,0 20,9 0,0 20,8 0,0 0,0 20,1 0,0 31,7 + + + PA
B42 + 0,0 0,0 0,0 0,0 20,1 0,0 20,8 0,0 0,0 14,1 0,0 32,0 + + + PA
B46 + 0,0 0,0 0,0 0,0 21,0 0,0 20,8 0,0 0,0 20,5 0,0 31,0 + + + PA
B48 + 21,7 0,0 0,0 325 | 209 0,0 20,7 0,0 0,0 19,8 0,0 29,3 + + + PA
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Pall Genedisc Technologies

Laboratory B3
Aerobic mesophilic flora: 2,6.104 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°Sample o I , Vir. Confirmation | Final | Agreement
SO 045- | stxt/ | Vi | T vir | 045 PCR | ™ (osult | result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
B49 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B53 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B55 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B58 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B60 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B66 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B68 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B71 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B50 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B51 - 0,0 0,0 0,0 0,0 23,6 0,0 239 0,0 0,0 23,2 0,0 31,8 + + + PD
B54 - 0,0 0,0 0,0 0,0 23,6 0,0 24,3 0,0 0,0 23,2 0,0 31,8 + + + PD
B59 - 0,0 0,0 0,0 0,0 30,4 0,0 29,8 0,0 0,0 30,5 0,0 31,3 + + + PD
B63 - 0,0 0,0 31,7 0,0 24,8 0,0 249 0,0 0,0 21,8 0,0 31,7 + + + PD
B64 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B69 - 0,0 0,0 0,0 0,0 24 1 0,0 24,0 0,0 0,0 23,6 0,0 31,8 + + + PD
B72 + 0,0 0,0 0,0 0,0 23,0 0,0 23,2 0,0 0,0 22,6 0,0 31,7 + + + PA
B52 + 0,0 0,0 0,0 0,0 22,2 0,0 21,8 0,0 0,0 21,5 0,0 31,6 + + + PA
B56 - 0,0 0,0 0,0 0,0 21,6 0,0 21,6 0,0 0,0 20,8 0,0 31,5 + + + PD
B57 + 0,0 0,0 0,0 0,0 21,4 0,0 21,6 0,0 0,0 20,7 0,0 31,6 + + + PA
B61 + 0,0 0,0 0,0 0,0 22,6 0,0 219 0,0 0,0 21,5 0,0 31,8 + + + PA
B62 + 0,0 0,0 0,0 0,0 22,5 0,0 219 0,0 0,0 22,5 0,0 31,7 + + + PA
B65 + 0,0 0,0 0,0 0,0 21,6 0,0 21,5 0,0 0,0 21,0 0,0 30,8 + + + PA
B67 + 0,0 0,0 0,0 0,0 23,0 0,0 22,8 0,0 0,0 22,5 0,0 32,4 + + + PA
B70 + 0,0 0,0 0,0 0,0 21,6 0,0 21,7 0,0 0,0 20,9 0,0 30,9 + + + PA
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Pall Genedisc Technologies

Laboratory c
Aerobic mesophilic flora: 1,6.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method : L .
ample , Vir. Confirmation | Final | Agreement
'f‘;’;g‘ 045- | stxt/ | Vi | T vir | 045 PCR | ™ (osult | result
0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
C1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,2 - - - NA
C3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,4 - - - NA
C5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
C12 - 0,0 0,0 0,0 0,0 36,5 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
C15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 329 - - - NA
C18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,0 - - - NA
C21 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,7 - - - NA
C24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,0 - - - NA
C4 + 0,0 0,0 37,9 0,0 36,5 0,0 36,1 0,0 0,0 36,6 0,0 32,1 + + + PA
C7 + 0,0 0,0 0,0 0,0 27,1 0,0 26,5 0,0 0,0 26,5 0,0 + + + PA
C10 + 0,0 0,0 0,0 0,0 26,3 0,0 25,9 0,0 0,0 25,8 0,0 31,8 + + + PA
C11 + 0,0 0,0 0,0 0,0 27,0 0,0 26,7 0,0 0,0 26,1 0,0 32,0 + + + PA
C14 + 0,0 0,0 0,0 0,0 274 0,0 26,6 0,0 0,0 26,8 0,0 32,3 + + + PA
C16 - 0,0 0,0 0,0 0,0 31,0 0,0 30,9 0,0 0,0 30,5 0,0 32,0 + + + PD
C20 + 0,0 0,0 0,0 0,0 279 0,0 27,6 0,0 0,0 27,1 0,0 32,0 + + + PA
C22 + 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,0 - - - ND
C2 + 0,0 0,0 0,0 0,0 23,7 0,0 23,3 0,0 0,0 22,9 0,0 32,2 + + + PA
C6 + 0,0 0,0 0,0 0,0 239 0,0 24,2 0,0 0,0 23,3 0,0 31,6 + + + PA
C8 + 0,0 0,0 0,0 0,0 24,9 0,0 24,2 0,0 0,0 24,3 0,0 31,8 + + + PA
C9 + 0,0 0,0 0,0 0,0 23,0 0,0 22,3 0,0 0,0 22,5 0,0 31,7 + + + PA
C13 + 0,0 0,0 0,0 0,0 26,0 0,0 25,3 0,0 0,0 249 0,0 31,5 + + + PA
C17 + 0,0 0,0 0,0 0,0 24,2 0,0 23,5 0,0 0,0 23,3 0,0 31,6 + + + PA
C19 + 0,0 0,0 0,0 0,0 24 1 0,0 23,7 0,0 0,0 23,6 0,0 32,0 + + + PA
C23 + 0,0 0,0 0,0 0,0 23,3 0,0 229 0,0 0,0 23,6 0,0 31,5 + + + PA
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Pall Genedisc Technologies

Laboratory D
Aerobic mesophilic flora: 1,2.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°Sample o I , Vir. Confirmation | Final | Agreement
SO 045- | stxt/ | Vi | T vir | 045 PCR | ™ (osult | result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
D1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
D3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,6 - - - NA
D5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 319 - - - NA
D12 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
D15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 319 - - - NA
D18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 319 - - - NA
D21 - 0,0 0,0 0,0 0,0 0,0 0,0 27,3 0,0 0,0 0,0 256 | 33,6 - - - NA
D24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
D4 + 0,0 0,0 0,0 0,0 20,1 0,0 19,9 0,0 0,0 20,3 0,0 M7 + + + PA
D7 + 0,0 0,0 0,0 0,0 19,3 0,0 19,0 0,0 0,0 20,0 0,0 32,7 + + + PA
D10 + 0,0 0,0 0,0 0,0 18,5 0,0 18,2 0,0 0,0 19,0 0,0 31,9 + + + PA
D11 - 0,0 0,0 0,0 0,0 20,1 0,0 19,8 0,0 0,0 20,5 0,0 32,5 + + + PD
D14 - 0,0 0,0 0,0 0,0 18,7 0,0 18,8 0,0 0,0 19,8 0,0 32,2 + + + PD
D16 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
D20 + 0,0 0,0 0,0 0,0 20,3 0,0 20,2 0,0 0,0 21,7 0,0 31,6 + + + PA
D22 + 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - ND
D2 + 0,0 0,0 0,0 0,0 18,8 0,0 18,4 0,0 0,0 19,0 0,0 31,6 + + + PA
D6 + 0,0 0,0 0,0 0,0 17,6 0,0 17,6 0,0 0,0 18,8 0,0 31,8 + + + PA
D8 + 0,0 0,0 0,0 0,0 18,3 0,0 18,0 0,0 0,0 18,8 0,0 32,3 + + + PA
D9 + 0,0 0,0 0,0 0,0 18,8 0,0 18,4 0,0 0,0 19,3 0,0 314 + + + PA
D13 + 0,0 0,0 0,0 0,0 19,2 0,0 18,9 0,0 0,0 19,5 0,0 334 + + + PA
D17 + 0,0 0,0 0,0 0,0 18,7 0,0 18,9 0,0 0,0 19,9 0,0 32,0 + + + PA
D19 + 0,0 0,0 0,0 0,0 18,7 0,0 18,7 0,0 0,0 19,3 0,0 32,5 + + + PA
D23 + 0,0 0,0 0,0 0,0 19,5 0,0 19,8 0,0 0,0 20,3 0,0 32,9 + + + PA
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Pall Genedisc Technologies

Laboratory E1
Aerobic mesophilic flora: 1,2.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°Sample o I , Vir. Confirmation | Final | Agreement
SO 045- | stxt/ | Vi | T vir | 045 PCR | ™ (osult | result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
E1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,3 - - - NA
E3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 - - - NA
E5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,1 - - - NA
E12 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 30,6 - - - NA
E15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
E18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 30,9 - - - NA
E21 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,2 - - - NA
E24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 319 - - - NA
E4 + 0,0 0,0 0,0 0,0 24,3 0,0 24,5 0,0 0,0 24,0 0,0 31,3 + + + PA
E7 - 0,0 0,0 0,0 0,0 26,8 0,0 26,5 0,0 0,0 26,8 0,0 32,0 + + + PD
E10 + 0,0 0,0 0,0 0,0 23,5 0,0 23,0 0,0 0,0 23,1 0,0 32,5 + + + PA
E11 - 0,0 0,0 0,0 0,0 23,2 0,0 23,1 0,0 0,0 23,3 0,0 31,7 + + + PD
E14 + 0,0 0,0 0,0 0,0 23,4 0,0 23,9 0,0 0,0 23,2 0,0 32,2 + + + PA
E16 - 0,0 0,0 0,0 0,0 23,0 0,0 22,9 0,0 0,0 23,0 0,0 31,9 + + + PD
E20 + 0,0 0,0 0,0 0,0 24,6 0,0 24,3 0,0 0,0 23,8 0,0 32,1 + + + PA
E22 + 0,0 0,0 0,0 0,0 27,4 0,0 27,6 0,0 0,0 26,9 0,0 32,4 + + + PA
E2 + 0,0 0,0 0,0 0,0 22,2 0,0 21,8 0,0 0,0 21,7 0,0 32,0 + + + PA
E6 + 0,0 0,0 0,0 0,0 21,1 0,0 21,6 0,0 0,0 20,6 0,0 30,7 + + + PA
E8 + 0,0 0,0 0,0 0,0 23,3 0,0 22,6 0,0 0,0 22,5 0,0 31,5 + + + PA
E9 + 0,0 0,0 0,0 0,0 22,3 0,0 23,6 0,0 0,0 22,3 0,0 33,6 + + + PA
E13 + 0,0 0,0 0,0 0,0 21,2 0,0 21,8 0,0 0,0 21,3 0,0 32,6 + + + PA
E17 + 0,0 0,0 0,0 0,0 21,1 0,0 21,1 0,0 0,0 20,6 0,0 317 + + + PA
E19 + 0,0 0,0 0,0 0,0 22,3 0,0 21,8 0,0 0,0 219 0,0 32,0 + + + PA
E23 + 0,0 0,0 0,0 0,0 21,3 0,0 21,5 0,0 0,0 21,2 0,0 32,0 + + + PA
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Pall Genedisc Technologies

Laboratory E2
Aerobic mesophilic flora: 1,1.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°Sample o I , Vir. Confirmation | Final | Agreement
SO 045- | stxt/ | Vi | T vir | 045 PCR | ™ (osult | result
13136 0103 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC final
0157 0121 result
E27 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,5 - + - NA
E30 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,2 - + - NA
E32 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
E34 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,1 - - - NA
E37 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - + - NA
E41 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,5 - - - NA
E43 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,5 - - - NA
E47 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,3 - + NA
E26 + 0,0 0,0 0,0 0,0 23,1 0,0 22,7 0,0 0,0 229 0,0 31,3 + + + PA
E29 - 0,0 0,0 0,0 0,0 219 0,0 21,7 0,0 0,0 21,5 0,0 31,6 + + + PD
E31 - 0,0 0,0 0,0 0,0 22,3 0,0 22,0 0,0 0,0 219 0,0 31,8 + + + PD
E33 - 0,0 0,0 0,0 0,0 249 0,0 24,4 0,0 0,0 24,0 0,0 33,4 + NA
E35 + 0,0 0,0 0,0 0,0 25,2 0,0 25,0 0,0 0,0 25,1 0,0 31,7 + + + PA
E40 + 0,0 0,0 0,0 0,0 23,5 0,0 23,0 0,0 0,0 23,5 0,0 31,9 + - ND
E44 - 0,0 0,0 0,0 0,0 23,4 0,0 23,6 0,0 0,0 22,7 0,0 32,2 + - NA
E45 - 0,0 0,0 0,0 0,0 23,1 0,0 22,9 0,0 0,0 22,6 0,0 32,5 + - - NA
E25 + 0,0 0,0 0,0 0,0 20,1 0,0 20,0 0,0 0,0 20,0 0,0 317 + + + PA
E28 + 0,0 0,0 0,0 0,0 20,0 0,0 19,8 0,0 0,0 19,7 0,0 31,7 + + + PA
E36 + 0,0 0,0 0,0 0,0 20,6 0,0 20,6 0,0 0,0 20,0 0,0 30,9 + + + PA
E38 + 0,0 0,0 0,0 0,0 23,1 0,0 22,6 0,0 0,0 22,7 0,0 314 + + + PA
E39 + 0,0 0,0 0,0 0,0 21,0 0,0 20,8 0,0 0,0 20,7 0,0 31,9 + + + PA
E42 + 0,0 0,0 0,0 0,0 20,4 0,0 20,6 0,0 0,0 19,8 0,0 317 + - ND
E46 + 0,0 0,0 0,0 0,0 21,7 0,0 21,3 0,0 0,0 21,6 0,0 32,0 + - ND
E48 + 0,0 0,0 0,0 0,0 18,9 0,0 19,1 0,0 0,0 18,6 0,0 32,6 + - ND
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Pall Genedisc Technologies

Laboratory F
Aerobic mesophilic flora: 1,4.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method : N .
ample ISO/TS Vir Vir. PCR Conflrmlattlon Fmallt Agreement
045- | stx1/ | Vir. : Vir. 045- . resu resu
13136 0103 | O111 | 0145 | 0157 | 026 | Jot | oo | o111 | 0145 | o6 | o10s. | IC | final
0157 0121 result
F1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,4 - - - NA
F3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 319 - - - NA
F5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 - - - NA
F12 - 0,0 0,0 0,0 0,0 259 0,0 25,7 0,0 0,0 24,6 0,0 31,1 + - - PPNA
F15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 - - - NA
F18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
F21 - 22,7 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,6 - - - NA
F24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,5 - - - NA
F4 - 0,0 0,0 0,0 0,0 27,6 0,0 27,0 0,0 0,0 26,8 0,0 31,7 + + + PD
F7 + 0,0 0,0 333 | 326 | 248 0,0 24,0 0,0 31,7 | 238 0,0 32,3 + + + PA
F10 - 0,0 0,0 0,0 0,0 23,3 0,0 229 0,0 0,0 22,3 0,0 30,5 + + + PD
F11 + 0,0 0,0 0,0 0,0 25,2 0,0 24,8 0,0 0,0 24,5 0,0 31,0 + + + PA
F14 + 0,0 0,0 0,0 0,0 230 @ 36,7 | 22,7 0,0 0,0 22,1 0,0 319 + + + PA
F16 + 0,0 0,0 0,0 0,0 23,2 0,0 22,8 0,0 0,0 22,2 0,0 31,8 + + + PA
F20 + 0,0 0,0 0,0 0,0 24,2 0,0 23,8 0,0 0,0 23,3 0,0 32,2 + + + PA
F22 + 0,0 0,0 0,0 0,0 23,9 0,0 23,6 0,0 0,0 23,1 0,0 32,0 + + + PA
F2 + 0,0 0,0 0,0 0,0 249 0,0 24,8 0,0 0,0 24,0 0,0 31,8 + + + PA
F6 + 0,0 0,0 0,0 0,0 22,3 0,0 22,8 0,0 0,0 21,4 0,0 31,5 + + + PA
F8 + 0,0 0,0 0,0 0,0 22,4 0,0 22,6 0,0 0,0 21,6 0,0 31,7 + + + PA
F9 + 0,0 0,0 0,0 0,0 22,0 0,0 21,8 0,0 0,0 21,5 0,0 31,8 + + + PA
F13 + 0,0 0,0 0,0 0,0 21,4 0,0 20,9 0,0 0,0 20,8 0,0 33,1 + + + PA
F17 + 0,0 0,0 0,0 0,0 21,1 0,0 20,8 0,0 0,0 20,3 0,0 31,8 + + + PA
F19 + 0,0 0,0 0,0 0,0 22,3 0,0 21,8 0,0 0,0 21,7 0,0 31,5 + + + PA
F23 + 0,0 0,0 0,0 0,0 21,8 0,0 21,1 0,0 0,0 20,9 0,0 31,6 + + + PA
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Pall Genedisc Technologies

Laboratory G1
Aerobic mesophilic flora: 2,7.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method : N .
ample ISO/TS Vir Vir. PCR Conflrmlattlon Fmallt Agreement
045- | stx1/ | Vir. : Vir. 045- . resu resu
13136 | 0103 | O111 | 0145 | 0157 | 026 | Joot | o | o111 | O145 | 596 | 010s. | IC | final
0157 0121 result
G1 - 0,0 0,0 0,0 0,0 29,7 0,0 29,1 0,0 0,0 29,2 0,0 31,7 + - NA
G3 - 0,0 0,0 0,0 0,0 291 0,0 30,1 0,0 0,0 29,6 0,0 32,0 + + + PD
G5 - 0,0 0,0 0,0 0,0 31,0 0,0 30,5 0,0 0,0 29,8 0,0 31,6 + + + PD
G12 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 34,9 0,0 31,5 - + NA
G15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,8 + NA
G18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 36,3 0,0 335 + NA
G21 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 36,9 0,0 32,8 - + NA
G24 + 20,4 0,0 0,0 0,0 0,0 0,0 30,4 0,0 0,0 0,0 290 | 336 | 0103 + - ND
G4 + 0,0 0,0 0,0 0,0 21,6 0,0 21,4 0,0 0,0 20,7 0,0 31,6 + + + PA
G7 - 0,0 0,0 0,0 0,0 20,7 0,0 20,2 0,0 0,0 19,8 0,0 311 + + + PD
G10 + 0,0 0,0 0,0 0,0 20,5 0,0 20,3 0,0 0,0 20,1 0,0 31,8 + + + PA
G11 + 0,0 0,0 0,0 0,0 21,2 0,0 21,0 0,0 0,0 20,6 0,0 31,8 + + + PA
G14 + 18,9 0,0 0,0 0,0 21,5 0,0 20,7 | 36,3 0,0 20,2 0,0 3,7 + + + PA
G16 + 34,6 0,0 0,0 205 | 223 0,0 22,0 0,0 0,0 21,6 0,0 31,9 + + + PA
G20 - 0,0 0,0 0,0 0,0 30,6 0,0 30,0 0,0 0,0 292 | 382 | 329 + + + PD
G22 + 0,0 0,0 0,0 0,0 215 0,0 20,9 0,0 0,0 20,2 0,0 32,6 + + + PA
G2 + 0,0 0,0 0,0 0,0 19,3 0,0 19,0 0,0 0,0 191 0,0 325 + + + PA
G6 + 0,0 0,0 0,0 0,0 18,5 0,0 19,0 0,0 0,0 18,2 0,0 324 + + + PA
G8 + 0,0 0,0 0,0 0,0 19,7 0,0 19,4 0,0 0,0 19,6 0,0 32,0 + + + PA
G9 + 0,0 0,0 0,0 0,0 19,7 0,0 19,4 0,0 0,0 19,6 0,0 32,0 + + + PA
G13 + 0,0 212 | 206 | 240 | 198 162 | 186 | 21,8 | 198 | 188 | 209 | 20,3 + + + PA
G17 + 0,0 0,0 291 0,0 20,7 0,0 19,2 0,0 0,0 19,6 0,0 32,3 + + i PA
G19 + 30,0 0,0 0,0 0,0 19,8 0,0 19,4 0,0 0,0 19,2 0,0 33,5 + + + PA
G23 + 25,7 0,0 171 0,0 20,3 0,0 19,6 0,0 0,0 191 0,0 32,8 + + + PA
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Pall Genedisc Technologies

Laboratory G2
Aerobic mesophilic flora: 1,8.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method : N .
ample ISO/TS Vir Vir. PCR Conflrmlattlon Fmallt Agreement
045- | stx1/ | Vir. : Vir. 045- . resu resu
13136 0103 | O111 | 0145 | 0157 | 026 | Jot | oo | o111 | 0145 | o6 | o10s. | IC | final
0157 0121 result
G27 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,3 + NA
G30 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,2 + NA
G32 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,9 + NA
G34 - 0,0 0,0 0,0 0,0 36,6 0,0 0,0 0,0 0,0 0,0 0,0 31,7 - + - NA
G37 - 0,0 0,0 0,0 0,0 23,2 0,0 24,0 0,0 0,0 23,6 0,0 31,7 + - - NA
GH - 0,0 0,0 17,5 0,0 0,0 0,0 30,9 0,0 0,0 30,8 0,0 32,0 + NA
G43 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 + NA
G47 - 22,5 0,0 294 | 33,0 0,0 0,0 290 | 375 0,0 0,0 280 | 316 - + - NA
G26 + 0,0 0,0 0,0 0,0 22,6 0,0 22,2 0,0 0,0 21,7 0,0 32,0 + + + PA
G29 + 0,0 0,0 0,0 0,0 23,7 0,0 23,2 0,0 0,0 22,7 0,0 32,4 + + + PA
G31 + 0,0 0,0 0,0 0,0 23,3 0,0 229 0,0 0,0 22,6 0,0 32,7 + + + PA
G33 - 0,0 0,0 0,0 0,0 215 0,0 21,1 0,0 0,0 20,5 0,0 32,1 + + + PD
G35 + 0,0 0,0 0,0 0,0 23,6 0,0 23,3 0,0 0,0 22,6 0,0 32,6 + + + PA
G40 - 0,0 0,0 0,0 0,0 34,0 0,0 35.7 0,0 0,0 341 0,0 317 + + + PD
G44 + 25,4 0,0 31,9 0,0 0,0 0,0 0,0 0,0 0,0 35,7 0,0 32,3 - + - ND
G45 - 30,9 0,0 31,1 395 | 212 0,0 20,5 0,0 0,0 19,8 0,0 317 + + + PD
G25 + 0,0 0,0 0,0 0,0 19,6 0,0 19,8 0,0 0,0 19,5 0,0 32,2 + + + PA
G28 + 0,0 0,0 0,0 0,0 20,9 0,0 20,4 0,0 0,0 19,9 0,0 31,6 + + + PA
G36 + 0,0 0,0 30,4 0,0 18,5 0,0 19,1 0,0 0,0 18,0 0,0 31,7 + + + PA
G38 + 0,0 0,0 0,0 0,0 19,1 0,0 18,5 0,0 0,0 18,6 0,0 32,1 + + + PA
G39 + 0,0 0,0 0,0 0,0 19,2 0,0 19,1 0,0 0,0 18,9 0,0 317 + + + PA
G42 + 0,0 0,0 0,0 0,0 18,5 0,0 18,4 0,0 0,0 17,8 0,0 31,9 + + + PA
G46 + 0,0 0,0 214 | 34,1 19,5 0,0 188 | 314 0,0 18,1 0,0 32,8 + + + PA
G48 + 0,0 0,0 29,7 0,0 18,9 0,0 19,3 | 3311 0,0 18,3 0,0 32,0 + + + PA
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Pall Genedisc Technologies

Laboratory H
Aerobic mesophilic flora: 1,9.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method : N .
ample ISO/TS Vir Vir. PCR Conflrmlattlon Fmallt Agreement
045- | stx1/ | Vir. : Vir. 045- . resu resu
13136 0103 | O111 | 0145 | 0157 | 026 | Jot | oo | o111 | 0145 | o6 | o10s. | IC | final
0157 0121 result
H1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 - - - NA
H3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
H5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
H12 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - NA
H15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,6 - - - NA
H18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,2 - - - NA
H21 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 319 - - - NA
H24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
H4 + 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - - ND
H7 + 0,0 0,0 0,0 0,0 23,1 0,0 22,2 0,0 0,0 22,2 0,0 32,2 + + + PA
H10 + 0,0 0,0 0,0 0,0 21,6 0,0 21,2 0,0 0,0 21,3 0,0 32,3 + + + PA
H11 + 0,0 0,0 0,0 0,0 23,6 0,0 23,3 0,0 0,0 23,4 0,0 32,0 + + + PA
H14 - 0,0 0,0 0,0 0,0 23,3 0,0 23,6 0,0 0,0 23,5 0,0 32,5 + + + PD
H16 - 0,0 0,0 0,0 0,0 28,4 0,0 27,8 0,0 0,0 28,1 0,0 32,1 + + + PD
H20 + 0,0 0,0 0,0 0,0 21,7 0,0 21,3 0,0 0,0 21,3 0,0 32,3 + + + PA
H22 + 0,0 0,0 0,0 0,0 20,6 0,0 20,1 0,0 0,0 20,2 0,0 31,6 + + + PA
H2 + 0,0 0,0 0,0 0,0 20,1 0,0 19,9 0,0 0,0 20,4 0,0 31,2 + + + PA
H6 + 0,0 0,0 0,0 0,0 18,6 0,0 18,6 0,0 0,0 19,4 0,0 31,9 + + + PA
H8 + 0,0 0,0 0,0 0,0 20,5 0,0 20,4 0,0 0,0 20,2 0,0 32,1 + + + PA
H9 + 0,0 0,0 0,0 0,0 19,4 0,0 19,2 0,0 0,0 19,2 0,0 33,0 + + + PA
H13 + 0,0 0,0 0,0 0,0 19,6 0,0 19,4 0,0 0,0 19,6 0,0 32,4 + + + PA
H17 + 0,0 0,0 0,0 0,0 20,1 0,0 19,9 0,0 0,0 20,0 0,0 32,7 + + + PA
H19 + 0,0 0,0 0,0 0,0 19,7 0,0 19,2 0,0 0,0 19,6 0,0 31,9 + + + PA
H23 + 0,0 0,0 0,0 0,0 19,6 0,0 19,2 0,0 0,0 19,4 0,0 317 + + + PA
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Pall Genedisc Technologies

Laboratory I
Aerobic mesophilic flora: 3,3.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method : N .
ample ISO/TS Vir Vir. PCR Conflrmlattlon Fmallt Agreement
045- | stx1/ | Vir. : Vir. 045- . resu resu
13136 | 0103 | O111 | 0145 | 0157 | 026 | Joot | o | o111 | O145 | 596 | 010s. | IC | final
0157 0121 result
1 - 0,0 0,0 27,6 0,0 0,0 0,0 0,0 35,9 0,0 19,9 0,0 30,9 - - - NA
13 - 0,0 32,7 0,0 0,0 0,0 0,0 0,0 29,6 0,0 0,0 0,0 31,9 - - - NA
15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,2 - - - NA
112 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - + - NA
115 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,3 - - - NA
118 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - + - NA
121 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 3,7 - - - NA
124 + 0,0 0,0 26,7 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,6 - - - ND
14 + 36,4 0,0 31,3 0,0 23,3 0,0 23,0 0,0 0,0 22,6 0,0 31,5 + + + PA
17 + 0,0 0,0 0,0 0,0 22,2 0,0 22,71 | 329 0,0 219 | 3,7 | 313 + + + PA
110 - 0,0 0,0 0,0 26,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 - - - NA
111 + 0,0 0,0 0,0 0,0 21,7 0,0 21,9 0,0 0,0 22,7 0,0 31,2 + + + PA
114 + 0,0 0,0 0,0 0,0 241 0,0 23,8 0,0 0,0 24,0 0,0 32,7 + + + PA
116 - 0,0 0,0 0,0 0,0 244 0,0 23,8 0,0 0,0 23,8 0,0 32,0 + + + PD
120 + 0,0 0,0 0,0 0,0 23,3 0,0 23,2 0,0 0,0 22,8 0,0 31,6 + + + PA
122 - 0,0 0,0 0,0 0,0 28,0 0,0 27,8 0,0 0,0 29,5 0,0 31,9 + + i PD
12 + 0,0 0,0 29,6 0,0 20,5 0,0 20,7 0,0 0,0 20,3 0,0 31,7 + + + PA
16 + 0,0 0,0 0,0 0,0 21,9 0,0 21,7 0,0 0,0 20,6 0,0 30,9 + + + PA
18 + 0,0 0,0 0,0 0,0 205 162 | 203 0,0 308 | 196 | 154 | 321 + + + PA
19 + 0,0 0,0 0,0 0,0 21,0 0,0 20,2 0,0 0,0 19,8 0,0 31,3 + + + PA
13 + 0,0 0,0 0,0 0,0 0,0 0,0 22,1 0,0 0,0 22,4 0,0 32,6 - + - ND
17 + 0,0 0,0 0,0 0,0 20,2 0,0 20,4 0,0 0,0 20,0 0,0 31,9 + + + PA
119 + 0,0 0,0 0,0 0,0 215 0,0 21,0 0,0 0,0 21,3 0,0 31,8 + + + PA
123 + 0,0 0,0 0,0 0,0 22,3 0,0 22,1 0,0 0,0 21,8 0,0 31,8 + + + PA
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Pall Genedisc Technologies

Laboratory J (ADRIA)
Aerobic mesophilic flora: 9,2.10¢ CFU/g

Alternative Method - GeneDisc® Plate
Reference GeneDisc® TOP7 PCR result
N°S Method , N .
ample ISOITS Vir Vir. PCR Conflrmﬁtlon Fmallt Agreement
5 045- | stx1/ | Vir. : Vir. 045- . resu resu
13136 0103 0111 | 0145 | 0157 | 026 0121 | st? | 0111 0145- 026 | 0103- IC final
0157 0121 result
J1 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,0 - - - NA
J3 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,3 - - - NA
J5 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,8 - - - NA
J12 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 - - - NA
J15 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 33,5 - - - NA
J18 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 30,6 - - - NA
J21 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 33,5 - - - NA
J24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,0 - - - NA
J4 + 0,0 0,0 0,0 0,0 23,5 0,0 229 0,0 0,0 24,2 0,0 31,6 + + + PA
J7 + 0,0 0,0 0,0 0,0 22,3 0,0 21,1 0,0 0,0 21,7 0,0 32,9 + + + PA
J10 + 0,0 0,0 0,0 0,0 24,0 0,0 23,8 0,0 0,0 239 0,0 31,0 + + + PA
J11 + 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,9 - - - ND
J14 + 0,0 0,0 0,0 0,0 22,0 0,0 22,2 0,0 0,0 22,3 0,0 32,5 + + + PA
J16 + 0,0 0,0 0,0 0,0 22,8 0,0 22,4 0,0 0,0 23,0 0,0 32,0 + + + PA
J20 + 0,0 0,0 0,0 0,0 24,5 0,0 23,7 0,0 0,0 24,2 0,0 32,5 + + + PA
J22 + 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,9 - - - ND
J2 + 0,0 0,0 0,0 0,0 21,7 0,0 21,3 0,0 0,0 219 0,0 31,7 + + + PA
J6 + 0,0 0,0 0,0 0,0 19,7 0,0 20,1 0,0 0,0 19,7 0,0 31,6 + + + PA
J8 + 0,0 0,0 0,0 0,0 20,6 0,0 20,4 0,0 0,0 20,8 0,0 31,6 + + + PA
J9 + 0,0 0,0 0,0 0,0 19,7 0,0 20,2 0,0 0,0 20,1 0,0 324 + + + PA
J13 + 0,0 0,0 0,0 0,0 20,5 0,0 20,3 0,0 0,0 20,7 0,0 32,0 + + + PA
J17 + 0,0 0,0 0,0 0,0 19,5 0,0 19,2 0,0 0,0 19,8 0,0 31,1 + + + PA
J19 + 0,0 0,0 0,0 0,0 20,5 0,0 20,8 0,0 0,0 20,7 0,0 31,7 + + + PA
J23 + 0,0 0,0 0,0 0,0 20,4 0,0 20,1 0,0 0,0 20,6 0,0 32,2 + + + PA

* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

Laboratory A1
Aerobic mesophilic flora: 1,2.10+ CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
. GeneDisc® TOP7 on IMS beads
N°Sample fiEHIEE GeneDisc® Vir PCR Final | Agreement
ISO/TS | TOP7 PCR 045- | stx1/ | Vir Vir. Vi | 0 45_ IMS Confirmation result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | stx2 | O111 0145- 026 | 0103- IC Final result
0157
0121 result
A1 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,0 - - - NA
A3 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 327 - - - NA
A5 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,3 - - - NA
A12 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 316 - - - NA
A15 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 315 - - - NA
A18 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 311 - - - NA
A21 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 31,7 - - NA
A24 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 315 - - - NA
Ad + + 0,0 0,0 0,0 00 | 251 | 00 [ 246 | 0,0 00 [ 249 | 0,0 | 322 + + + PA
A7 - + 0,0 0,0 0,0 00 | 205 | 00 [ 206 | 0,0 00 | 216 | 00 | 319 + + + PD
A10 + + 0,0 0,0 0,0 00 | 215 | 00 | 208 | 0,0 00 | 222 | 00 | 30,8 + + + PA
A11 + 0,0 0,0 0,0 00 | 220 | 00 [ 21,7 | 0,0 00 | 234 | 00 | 320 + + + PD
A14 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 321 - - - NA
A16 - + 0,0 0,0 0,0 00 | 216 | 00 | 209 0,0 00 | 228 | 0,0 | 30,7 + + + PD
A20 - + 0,0 0,0 0,0 00 | 212 | 00 [ 208 | 0,0 00 | 21,1 00 | 317 + + + PD
A22 + + 0,0 0,0 0,0 00 | 210 | 00 | 20,7 0,0 00 [ 210 | 00 | 318 + + + PA
A2 + + 0,0 0,0 0,0 00 | 204 | 00 [ 199 | 0,0 00 | 209 | 00 | 32,7 + + + PA
A6 + + 0,0 0,0 0,0 00 | 206 | 00 [209 | 00 00 | 212 | 00 | 319 + + + PA
A8 + + 0,0 0,0 0,0 00 | 203 00 | 198 @ 0,0 00 | 216 | 00 | 319 + + + PA
A9 + + 0,0 0,0 0,0 00 | 206 | 00 | 20,7 | 0,0 00 | 21,7 | 00 | 32,0 + + + PA
A13 + + 0,0 0,0 0,0 00 | 202 00 | 197 00 00 [ 218 | 0,0 | 31,3 + + + PA
A17 + + 0,0 0,0 0,0 00 | 209 00 | 20,7 0,0 00 [ 224 | 00 | 314 + + + PA
A19 + + 0,0 0,0 0,0 00 | 215 | 00 [ 209 | 0,0 00 | 220 | 00 | 326 + + + PA
A23 + + 0,0 0,0 0,0 00 [ 200 00 | 198 @ 0,0 00 [ 204 | 00 | 316 + + + PA
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Laboratory

Aerobic mesophilic flora: 1,1.10+ CFU/g

A2

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate

Confirmation

" R,afeet’::ge Genebiscd GeneDisc® TOP7 on IMS beads | |
ample | 1so/Ts | TOP7 PCR Vir Vir e ek /greement
045 | stx1/ | Vir | V| vir | 045 IMS result
13136 | result | 0103 O111 0145 0157 026 Or> VI M lons. Wl 08 e MS gy
0157
0121 result

A27 i i 00 | 00 00 00 00 | 00| 00 | 00| 00 00 00 35 - NA
A30 i i 00 | 00 00 00 00 00| 00 | 00 | 00| 00 | 00 | 314 NA
A32 i i 00 | 00 00 00 00 00 | 00 | 00| 00 00 | 00 317 NA
A34 : i 00 | 00 00 00 00 00 | 00 | 00 | 00 | 00 | 00 | 319 NA
A37 i i 00 | 00 00 00 00 00| 00 | 00 | 00| 00 | 00 | 323 NA
A4 i i 00 | 00 00 00 00 00 | 00 | 00 | 00 | 00 | 00 | 315 NA
Ad3 i i 00 | 00 00 00 00 00 | 00 | 00 | 00 | 00 | 00 | 318 NA
Ad7 i i 00 | 00 00 00 | 00 | 00| 00 00| 00 00 00 309 - i i NA
A26 ; + 00 | 00 | 00 | 00 M224% 00 M2i5% 00 00 F2287 00 319 | + . . PA
A29 n + 00 | 00 | 00 | 00 | 242 00 | 238 00 | 00 | 251| 00 | 315 + . + PA
A3 i i 00 | 00 00 00 00 | 00| 00 | 00| 00 00 00 35 - i i NA
A33 i + 00 | 00 | 00 | 00 2587 00 "254% 00 00 F2567 00 | 320 -+ . . PD
A35 i + 00 | 00 | 00 | 00 | 226 00 | 226 00 | 00 | 228 00 | 319 | + . + PD
Ad0 i " 00 | 00 | 00 | 00 | 224 00 | 217 | 00 | 00 [ 221 00 318 | + . . PD
Add s + 00 | 00 | 00 | 00 | 256 00 | 238 00 | 00 | 258 00 | 318 | + . . PA
Ad5 v + 00 | 00 | 00 | 00 | 236 00 | 236 | 00 | 00 | 244 | 00 | 315 + . + PA
A25 n + 00 | 00 | 00 | 00 | 202 00 | 197 | 00 | 00 | 218 00 | 327 | + . . PA
A28 ¥ + 00 | 00 | 00 | 00 | 195 00 | 190 | 00 | 00 [ 207 | 00 | 314 | + + + PA
A36 ¥ + 00 | 00 | 00 | 00 | 192 | 00 | 192 | 00 | 00 | 195 | 00 | 316 | + . . PA
A38 n + 00 | 00 | 00 | 00 | 225 00 | 218 | 00 00 | 27| 00 | 324 | + . . PA
A39 v + 00 | 00 | 00 | 00 | 216 00 | 209 | 00 | 00 | 217 | 00 | 326 | + . + PA
Ad2 v . 00 | 00 | 00 | 00 | 205 00 | 200 00 | 00 | 206 | 00 | 317 | + . . PA
Ad6 s + 00 | 00 | 00 | 00 | 207 00 | 206 00 00 [ 217 | 00 315 + . s PA
Ad8 + + 00 | 00 | 00 | 00 | 204 00 | 206 00 | 00 | 216 | 00 | 311 | + . . PA
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Pall Genedisc Technologies

Laboratory B1
Aerobic mesophilic flora: 2,5.10¢ CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
B1 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B3 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B5 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B12 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B15 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B18 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B21 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B24 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B4 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B7 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B10 - + 0,0 0,0 0,0 00 [ 223 00 | 219 0,0 00 [ 223 | 00 | 316 + + + PD
B11 + + 0,0 0,0 0,0 00 | 320 | 00 | 31,7 | 0,0 00 | 318 | 00 | 315 + + + PA
B14 - + 0,0 0,0 0,0 00 [ 239 00 | 236 | 0,0 00 [ 234 | 0,0 | 31,0 + + + PD
B16 - + 0,0 0,0 0,0 00 | 221 | 00 [ 21,7 | 0,0 00 | 218 | 00 | 315 + + + PD
B20 + + 0,0 0,0 0,0 00 | 224 | 00 | 219 | 0,0 00 | 218 | 00 | 329 + + + PA
B22 - + 0,0 0,0 0,0 00 [ 235 00 | 230 0,0 00 [ 229 | 0,0 | 331 + + + PD
B2 - + 0,0 0,0 0,0 00 | 218 | 00 [ 216 | 0,0 00 [ 219 | 00 | 317 + + + PD
B6 + + 0,0 0,0 0,0 00 | 208 00 | 210 0,0 00 [ 204 | 0,0 | 316 + + + PA
B8 + + 0,0 0,0 0,0 00 | 209 00 | 208 0,0 00 [ 206 | 0,0 | 315 + + + PA
B9 + + 0,0 0,0 0,0 00 | 2114 | 00 | 20,8 | 0,0 00 [ 217 | 00 | 314 + + + PA
B13 - + 0,0 0,0 0,0 00 [ 212 0,0 | 209 | 0,0 00 | 208 | 0,0 | 317 + + + PD
B17 + + 0,0 0,0 0,0 00 [ 219 00 | 216 | 0,0 00 [ 215 | 0,0 | 311 + + + PA
B19 + + 0,0 0,0 0,0 00 | 218 | 00 [ 212 | 0,0 00 [ 222 | 00 | 317 + + + PA
B23 + + 0,0 0,0 0,0 00 [ 21,7 | 00 | 213 | 0,0 00 [ 229 | 0,0 | 325 + + + PA
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Pall Genedisc Technologies

Laboratory B2
Aerobic mesophilic flora: 2,3.104 CFU/g

Alternative Method - GeneDisc® Plate
Confirmation

Reference :
. Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
N°Sample , Vir. PCR .. | Final | Agreement
ISO/TS | TOP7 PCR 045- | stx1/ | Vir Vir. Vir 045- IMS Confirmation result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | stx2 | O111 0145- 026 | 0103- IC Final result
0157
0121 result

B27 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B30 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B32 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B34 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B37 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B41 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B43 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B47 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B26 - + 0,0 0,0 0,0 00 | 233 | 00 |[228 | 0,0 00 | 228 | 00 | 324 + + + PD
B29 - + 0,0 0,0 0,0 00 | 249 | 00 | 245 | 0,0 00 | 240 | 00 | 30,7 + + + PD

B31 - - 00 00 00O 00|00 00| 00 00| 00| 00 00 00 - - - NA

B33 - + 00 00 | 00 00 ' 248 00 [ 247 00 00 [ 239 00 | 31,0 + + + PD
B35 - + 0,0 0,0 0,0 00 | 240 00 [ 236 0,0 00 | 238 | 00 | 31,1 + + + PD
B40 + + 00 00 | 00 00 ' 241 00 [ 237 00 00 | 236 00 | 315 + + + PA
B44 + + 00 00 | 00 00 1236 00 [227 00 00 | 219 | 00 | 318 + + + PA
B45 - + 00 | 00 | 00 00 [ 221 | 00 | 220 00 00 [ 213 00 | 314 + + + PD
B25 + + 00 00 | 00 00 1223 00 [219 0,0 00 | 219 | 00 | 315 + + + PA
B28 + + 00 00 | 00 00 [ 234 00 | 228 00 00 [ 226 00 | 317 + + + PA
B36 + + 00 | 00 /271 | 00 [ 211 00 | 21,7 | 00 00 [ 210 0,0 | 31,0 + + + PA
B38 + + 00 00 | 00 00 ' 214 00 [ 208 0,0 00 [ 210 | 0,0 | 31,1 + + + PA
B39 + + 00 | 00 | 00 00 215 00 [ 215 0,0 00 [ 222 00 | 313 + + + PA
B42 + + 00 | 00 | 00 00 [ 212 00 | 219 00 00 [ 20,7 0,0 | 31,2 + + + PA
B46 + + 00 00 | 282 00 [221 00 | 211 | 00 00 | 211 | 00 | 312 + + + PA
B48 + + 00 | 00 | 00 00 1208 00 [213 | 00 00 [ 202 0,0 | 320 + + + PA
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Pall Genedisc Technologies

Laboratory B3
Aerobic mesophilic flora: 2,6.104 CFU/g

Alternative Method - GeneDisc® Plate
Confirmation

R,afeet’::ge Genebiscd GeneDisc® TOP7 on IMS beads
N*Sample | |sors | ToP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045 | st /| vir. | | vin | o045 IMS result
13136 | result | 0103 O111 0145 0167 026 | Oeo X/ M %114;5;- ot e | M e
0121 result

B49 i i 00 | 00 00 00 00 | 00| 00 00 00 00 00 00 | - : : NA
B53 i i 00 | 00 00 00 00 | 00| 00 00 00 00 00 00 - i i NA
B55 i i 00 | 00 00 00 00 | 00| 00 00 00 00 00 00 - - - NA
B58 : i 00 | 00 00 00 00 | 00 | 00 | 00| 00 00 00 00 - - i NA
B60 i i 00 | 00 00 00 | 00 | 00| 00 00| 00 00 00 00 - i i NA
B66 i i 00 | 00 00 00 00 | 00 | 00 | 00| 00 00 00 00 - i - NA
B68 i i 00 | 00 00 00 | 00 | 00| 00 | 00 00 00 00 00 - : - NA
B71 i i 00 | 00 00 00 | 00 | 00| 00 00| 00 00 00 00 - i i NA
B50 i i 00 | 00 | 00 00 | 00 | 00 | 00 | 00| 00 00 00 00 | - i i NA
B51 i + 00 | 00 | 00 | 00 2437 00 2397 00 00 2397 00 | 318 | + . . PD
B54 i + 00 | 00 | 00 | 00 | 230 00 | 227 00 00 | 218 00 312 | + . . PD
B59 i " 00 | 00 | 00 | 00 | 314 00 | 299 | 00 | 00 [ 305]| 00 | 320  + . . PD
B63 i + 2141 00 | 00 | 00 | 246 | 00 | 239 00 | 00 | 240 | 00 320  + . . PD

B64 - - 00 1 00 /00 00 00| 00 00 ] 00 | 00 00 | 00 00 - - - NA
00 | 00 | 00 | 00 [ 238 | 00 [232| 00 | 00 | 231 | 00 | 314

B69 - + + + + PD
B72 + + 00 | 00 | 00 00 1235 00 [ 236 00 00 | 228 00 | 316 + + + PA
B52 + + 00 00 /381 00 [220 00 | 218 | 00 00 | 220 00 | 319 + + + PA
B56 - + 00 00 | 00 00 [ 225 00 | 221 00 00 [ 225 00 | 316 + + + PD
B57 + + 00 | 00 | 00 00 [ 219 00 | 21,7 | 00 00 [ 215 00 | 318 + + + PA
B61 + + 00 00 | 00 00 1235 00 [229 00 00 | 225 00 | 326 + + + PA
B62 + + 00 | 00 | 00 00 [ 229 00 | 227 | 00 00 [ 222 0,0 | 326 + + + PA
B65 + + 00 | 00 | 00 00 [ 224 00 | 223 | 00 00 [ 218 00 | 314 + + + PA
B67 + + 00 00 | 00 00 1 225 00 [221 0,0 00 | 223 00 | 318 + + + PA
B70 + + 00 | 00 | 00 00 [ 229 00 | 222 00 00 [ 225 0,0 | 320 + + + PA
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Pall Genedisc Technologies

Laboratory C
Aerobic mesophilic flora: 1,6.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
C1 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,3 - - - NA
C3 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 315 - - - NA
C5 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,7 - - - NA
C12 - - 0,0 0,0 0,0 00 | 411 | 0,0 0,0 0,0 0,0 0,0 0,0 | 32,0 - - - NA
C15 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 322 - - - NA
C18 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,6 - - - NA
C21 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 318 - - - NA
C24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,6 - - - NA
C4 + + 0,0 0,0 0,0 00 | 339 | 00 | 331 | 00 00 [ 327 | 00 | 322 + + + PA
C7 + + 0,0 0,0 0,0 00 | 274 | 00 | 275 | 0,0 00 | 26,7 | 00 | 31,9 + + + PA
C10 + + 0,0 0,0 0,0 00 | 261 | 00 | 258 | 0,0 00 [ 255 | 0,0 | 31,3 + + + PA
C11 + + 0,0 0,0 0,0 00 | 301 | 00 [296 | 0,0 00 [ 296 | 00 | 317 + + + PA
C14 + + 0,0 0,0 0,0 00 | 273 00 | 268 | 0,0 00 | 26,7 | 0,0 | 326 + + + PA
C16 - + 0,0 0,0 0,0 00 | 280 | 00 271 | 0,0 00 | 272 | 00 | 318 + + + PD
C20 + + 0,0 0,0 0,0 00 | 255 | 00 [ 249 | 00 00 | 248 | 00 | 328 + + + PA
C22 + - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,0 - - - ND
C2 + + 0,0 0,0 0,0 00 | 237 | 00 | 238 | 0,0 00 [ 236 | 00 | 328 + + + PA
C6 + + 0,0 0,0 0,0 00 | 246 | 00 | 256 | 0,0 00 | 238 | 0,0 | 32,2 + + + PA
C8 + + 0,0 0,0 0,0 00 | 229 | 00 | 221 | 0,0 00 [ 221 | 0,0 | 31,9 + + + PA
C9 + + 0,0 0,0 0,0 00 | 232 | 00 | 230 | 0,0 00 [ 226 | 00 | 323 + + + PA
C13 + + 0,0 0,0 0,0 00 | 255 0,0 | 256 | 0,0 00 [ 251 | 0,0 | 326 + + + PA
C17 + + 0,0 0,0 0,0 00 | 231 | 00 | 227 0,0 00 | 228 | 0,0 | 316 + + + PA
C19 + + 0,0 0,0 0,0 00 | 233 | 00 [229 | 00 00 [ 228 | 00 | 314 + + + PA
C23 + + 0,0 0,0 0,0 00 | 236 | 0,0 | 229 | 0,0 00 [ 229 | 00 | 317 + + + PA
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Pall Genedisc Technologies

Laboratory D
Aerobic mesophilic flora: 1,2.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
D1 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 325 - - - NA
D3 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 33,0 - - - NA
D5 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 319 - - - NA
D12 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 31,3 - - - NA
D15 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 328 - - - NA
D18 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 318 - - - NA
D21 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 325 - - - NA
D24 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,7 - - - NA
D4 + + 0,0 0,0 0,0 00 | 272 | 00 | 268 | 0,0 00 | 273 | 00 | 32,3 + + + PA
D7 + + 0,0 0,0 0,0 00 | 261 | 00 | 257 | 0,0 00 | 266 | 0,0 | 32,7 + + + PA
D10 + + 0,0 0,0 0,0 00 | 261 | 00 | 259 0,0 00 | 26,7 | 00 | 316 + + + PA
D11 - + 0,0 0,0 0,0 00 | 269 | 00 | 26,7 | 0,0 00 | 275 | 00 | 32,7 + + + PD
D14 - + 0,0 0,0 0,0 00 | 269 00 | 266 | 0,0 00 | 269 | 00 | 31,9 + + + PD
D16 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,1 - - - NA
D20 + + 0,0 0,0 0,0 00 | 266 | 00 | 261 | 0,0 00 [ 271 | 0,0 | 321 + + + PA
D22 + - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 319 - - - ND
D2 + + 0,0 0,0 0,0 00 | 279 | 00 | 277 | 00 00 | 296 | 00 | 33,0 + + + PA
D6 + + 0,0 0,0 0,0 00 | 256 | 00 | 258 | 0,0 00 | 26,7 | 00 | 315 + + + PA
D8 + + 0,0 0,0 0,0 00 | 268 | 00 | 260 | 0,0 00 [ 269 | 00 | 314 + + + PA
D9 + + 0,0 0,0 0,0 00 | 285 | 00 | 286 | 0,0 00 [ 292 | 00 | 319 + + + PA
D13 + + 0,0 0,0 0,0 00 | 280 0,0 | 276 | 0,0 00 | 285 | 0,0 | 32,7 + + + PA
D17 + + 0,0 0,0 0,0 00 [ 290 0,0 | 286 | 0,0 00 [ 299 | 0,0 | 32,0 + + + PA
D19 + + 0,0 0,0 0,0 00 | 266 | 00 | 257 | 0,0 00 [ 271 | 00 | 326 + + + PA
D23 + + 0,0 0,0 0,0 00 | 26,7 | 00 | 269 | 0,0 00 [ 278 | 0,0 | 319 + + + PA
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Pall Genedisc Technologies

Laboratory E1
Aerobic mesophilic flora: 1,2.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
E1 - - 0,0 0,0 0,0 00 | 36,7 | 00 | 341 00 00 | 370 | 00 | 325 + - - NA
E3 - - 0,0 0,0 0,0 00 | 346 | 00 | 346 | 0,0 00 | 349 | 0,0 | 32,3 + - - NA
E5 - - 0,0 0,0 0,0 00 | 349 | 00 | 342 | 0,0 00 | 347 | 0,0 | 321 + NA
E12 - - 0,0 0,0 0,0 00 | 325 | 00 | 325 | 0,0 00 | 330 | 00 | 315 + NA
E15 - - 0,0 0,0 0,0 00 [ 329 00 |332 0,0 00 | 333 | 0,0 | 328 + NA
E18 - - 0,0 0,0 0,0 00 | 33 00 | 30,7 | 0,0 00 | 35| 00 | 319 + NA
E21 - 0,0 0,0 0,0 00 | 336 | 00 | 340 | 0,0 00 | 340 | 00 | 329 + NA
E24 - - 0,0 0,0 0,0 00 [ 322 00 |332 0,0 00 [ 332 00 | 316 + - - NA
E4 + + 0,0 0,0 0,0 00 | 235 | 00 | 232 | 0,0 00 | 232 | 00 | 329 + + + PA
E7 - + 0,0 0,0 0,0 00 [ 233 00 | 227 0,0 00 [ 230 | 0,0 | 32,0 + + + PD
E10 + + 0,0 0,0 0,0 00 [ 192 00 [ 190 0,0 00 [ 198 | 0,0 | 31,9 + + + PA
E11 - + 0,0 0,0 0,0 00 | 229 | 00 | 226 | 0,0 00 | 230 | 00 | 316 + + + PD
E14 + + 0,0 0,0 0,0 00 [ 223 | 00 | 220 0,0 00 | 227 | 00 | 320 + + + PA
E16 - + 0,0 0,0 0,0 00 | 242 | 00 | 240 | 0,0 00 | 245 | 00 | 318 + + + PD
E20 + + 0,0 0,0 0,0 00 | 233 | 00 | 228 | 0,0 00 | 233 | 00 | 318 + + + PA
E22 + + 0,0 0,0 0,0 00 [ 209 00 | 200 0,0 00 [ 203 | 00 | 316 + + + PA
E2 + + 0,0 0,0 0,0 00 | 226 | 00 |[221 | 0,0 00 [ 226 | 00 | 32,0 + + + PA
E6 + + 0,0 0,0 0,0 00 | 231 | 00 | 224 | 0,0 00 [ 229 | 00 | 317 + + + PA
E8 + + 0,0 0,0 0,0 00 | 190 348 | 188 | 0,0 00 [ 189 | 0,0 | 33,0 + + + PA
E9 + + 0,0 0,0 0,0 00 | 212 | 00 | 209 | 00 00 [ 21,7 | 00 | 319 + + + PA
E13 + + 0,0 0,0 0,0 00 | 257 | 0,0 | 249 | 0,0 00 | 26,5 | 0,0 | 326 + + + PA
E17 + + 0,0 0,0 0,0 00 | 246 | 0,0 | 240 | 0,0 00 | 249 | 0,0 | 333 + + + PA
E19 + + 0,0 0,0 0,0 00 | 232 | 00 228 | 0,0 00 [ 237 | 0,0 | 320 + + + PA
E23 + + 0,0 0,0 0,0 00 | 214 00 | 208 | 0,0 00 [ 215 | 0,0 | 316 + + + PA
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Pall Genedisc Technologies

Laboratory E2
Aerobic mesophilic flora: 1,1.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
E27 - - 0,0 0,0 0,0 00 | 326 | 00 | 320 | 0,0 00 | 318 | 00 | 32,3 + + - NA
E30 - - 0,0 0,0 0,0 00 [ 310 00 | 310 0,0 00 | 305 | 00 | 321 + + - NA
E32 - - 0,0 0,0 0,0 0,0 0,0 00 | 349 | 0,0 00 | 355 | 00 | 318 - - - NA
E34 - - 0,0 0,0 0,0 00 | 338 | 00 | 332 00 00 | 336 | 00 | 334 + - - NA
E37 - - 0,0 0,0 0,0 00 | 306 00 | 300 0,0 00 | 306 | 00 | 317 + + NA
E41 - - 0,0 0,0 0,0 00 | 344 00 | 323 | 0,0 00 [ 336 | 0,0 | 321 + NA
E43 - - 0,0 0,0 0,0 00 | 346 | 00 | 335 | 00 00 | 343 | 00 | 320 + - NA
E47 - - 0,0 0,0 0,0 00 | 310 00 | 306 | 0,0 00 | 306 | 0,0 | 336 + + NA
E26 + + 0,0 0,0 0,0 00 | 250 | 00 | 246 | 0,0 00 [ 247 | 00 | 32,2 + + + PA
E29 - + 0,0 0,0 0,0 00 | 250 0,0 | 246 | 0,0 00 | 245 | 00 | 31,9 + + + PD
E31 - + 0,0 0,0 0,0 00 | 262 00 | 26,7 | 0,0 00 | 258 | 0,0 | 31,2 + + + PD
E33 - + 0,0 0,0 0,0 00 | 255 | 00 | 250 | 0,0 00 [ 249 | 00 | 324 + NA
E35 + + 0,0 0,0 0,0 00 | 238 00 | 238 0,0 00 [ 241 | 0,0 | 31,9 + + + PA
E40 + + 0,0 0,0 0,0 00 | 278 | 00 |[27/1 | 00 00 [ 274 | 00 | 317 + - ND
E44 - + 0,0 0,0 0,0 00 | 251 | 00 | 248 | 0,0 00 | 248 | 00 | 326 + - NA
E45 - + 0,0 0,0 0,0 00 | 251 | 0,0 | 251 | 0,0 00 [ 249 | 0,0 | 326 + - - NA
E25 + + 0,0 0,0 0,0 00 | 240 | 00 | 23,7 | 0,0 00 | 234 | 00 | 323 + + + PA
E28 + + 0,0 0,0 0,0 00 | 225 00 | 219 | 0,0 00 [ 219 | 00 | 316 + + + PA
E36 + + 0,0 0,0 0,0 00 | 231 00 | 228 | 0,0 00 [ 221 | 0,0 | 311 + + + PA
E38 + + 0,0 0,0 0,0 00 | 253 | 00 | 248 | 0,0 00 | 248 | 00 | 315 + + + PA
E39 + + 0,0 0,0 0,0 00 | 250 0,0 | 247 | 0,0 00 | 246 | 00 | 324 + + + PA
E42 + + 0,0 0,0 0,0 00 | 241 | 00 | 246 | 0,0 00 [ 241 | 0,0 | 31,0 + - ND
E46 + + 0,0 0,0 0,0 00 | 264 | 00 | 253 | 0,0 00 | 257 | 0,0 | 33,6 + - ND
E48 + + 0,0 0,0 0,0 00 | 240 0,0 | 240 | 0,0 00 [ 239 | 00 | 319 + - ND
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Pall Genedisc Technologies

Laboratory F
Aerobic mesophilic flora: 1,4.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
F1 - - - - NA
F3 - - - - NA
F5 - - - - NA
F12 - + 0,0 0,0 0,0 00 | 270 @ 00 | 278 | 0,0 00 [ 275 | 410 | 318 + - - PPNA
F15 - - - - NA
F18 - - - - NA
F21 - - NA
F24 - - - - NA
F4 - + 0,0 0,0 0,0 00 | 242 | 00 | 232 | 0,0 00 [ 234 | 0,0 | 321 + + + PD
F7 + + 0,0 0,0 0,0 00 | 222 | 00 |[212 0,0 00 | 212 | 00 | 32,3 + + + PA
F10 - + 0,0 0,0 0,0 00 | 224 | 00 | 21,7 | 0,0 00 | 218 | 00 | 321 + + + PD
F11 + + 0,0 0,0 0,0 00 | 221 | 00 [ 219 | 0,0 00 | 219 | 00 | 32,3 + + + PA
F14 + + 0,0 0,0 0,0 00 | 228 | 00 | 220 0,0 00 [ 220 | 0,0 | 325 + + + PA
F16 + + 288 | 0,0 0,0 00 | 214 | 00 [ 219 | 0,0 00 | 211 | 00 | 31,3 + + + PA
F20 + + 321 | 0,0 0,0 00 | 236 | 00 | 231 | 0,0 00 [ 230 | 00 | 316 + + + PA
F22 + + 0,0 0,0 0,0 00 | 233 00 | 227 0,0 00 [ 223 | 0,0 | 33,0 + + + PA
F2 + + 0,0 0,0 0,0 00 | 224 | 00 [ 219 | 0,0 00 [ 216 | 00 | 333 + + + PA
F6 + + 0,0 0,0 0,0 00 | 21,7 | 00 | 21,7 | 0,0 00 [ 211 | 00 | 328 + + + PA
F8 + + 0,0 0,0 0,0 00 | 214 | 00 | 210 0,0 00 [ 206 | 0,0 | 325 + + + PA
F9 + + 0,0 0,0 0,0 00 | 2114 | 00 | 21,7 | 0,0 00 [ 20,7 | 0,0 | 328 + + + PA
F13 + + 0,0 0,0 0,0 00 [ 218 | 00 | 216 | 0,0 00 [ 209 | 00 | 317 + + + PA
F17 + + 0,0 0,0 0,0 00 [ 223 00 | 212 0,0 00 [ 21,7 | 0,0 | 325 + + + PA
F19 + + 0,0 0,0 0,0 00 | 230 | 00 [221 | 0,0 00 [ 224 | 00 | 326 + + + PA
F23 + + 0,0 0,0 0,0 00 [ 223 | 00 | 220 0,0 00 [ 216 | 0,0 | 325 + + + PA
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Laboratory G1
Aerobic mesophilic flora: 2,7.10% CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
G1 - + 0,0 0,0 0,0 00 | 30, | 00 | 302 00 00 [ 302 00 | 316 + - NA
G3 - + 0,0 0,0 0,0 00 [ 305 00 |[299 0,0 00 | 300 00 | 316 + + + PD
G5 - + 0,0 0,0 0,0 00 | 297 | 00 | 293 | 0,0 00 [ 296 | 0,0 | 321 + + + PD
G12 - - 0,0 0,0 0,0 00 | 3,2 00 [291 00 00 | 295 | 00 | 30,7 + + NA
G15 - - 0,0 0,0 0,0 00 | 31,7 00 | 312 0,0 00 [ 311 | 0,0 | 320 + + NA
G18 - - 0,0 0,0 0,0 00 | 30,3 00 [293 | 00 00 [ 293 | 00 | 317 + + NA
G21 - - 0,0 0,0 0,0 00 | 262 | 00 | 261 | 0,0 00 | 264 | 00 | 31,9 + + NA
G24 + 0103 0,0 0,0 0,0 00 | 265 00 | 259 0,0 00 | 257 | 0,0 | 31,2 + + - ND
G4 + + 0,0 0,0 0,0 00 | 235 | 00 | 230 | 0,0 00 [ 228 | 0,0 | 32,0 + + + PA
G7 - + 0,0 0,0 0,0 00 [ 205 0,0 | 199 0,0 00 | 198 | 0,0 | 32,3 + + + PD
G10 + + 0,0 0,0 0,0 00 [ 2114 | 00 | 202 | 0,0 00 | 208 | 0,0 | 31,9 + + + PA
G11 + + 0,0 0,0 0,0 00 | 212 | 00 | 210 | 0,0 00 | 208 | 00 | 318 + + + PA
G14 + + 0,0 0,0 0,0 00 | 205 0,0 | 200 0,0 00 [ 199 | 0,0 | 31,9 + + + PA
G16 + + 0,0 0,0 0,0 00 | 215 | 00 [ 209 | 0,0 00 [ 208 | 00 | 318 + + + PA
G20 - + 0,0 0,0 0,0 00 | 246 | 00 | 239 | 0,0 00 | 242 | 00 | 319 + + + PD
G22 + + 0,0 0,0 0,0 00 [ 220 00 | 212 0,0 00 [ 222 | 0,0 | 326 + + + PA
G2 + + 0,0 0,0 0,0 00 | 2114 | 00 | 20,2 | 0,0 00 [ 20,7 | 00 | 317 + + + PA
G6 + + 0,0 0,0 0,0 00 | 190 | 00 | 183 | 0,0 00 [ 186 | 0,0 | 324 + + + PA
G8 + + 0,0 0,0 0,0 00 | 201 00 | 194 | 0,0 00 [ 196 | 00 | 318 + + + PA
G9 + + 0,0 0,0 0,0 00 | 204 | 00 [199 | 0,0 00 [ 198 | 00 | 323 + + + PA
G13 + + 304 | 0,0 0,0 00 [ 2114 | 00 | 202 | 0,0 00 [ 205 | 0,0 | 320 + + + PA
G17 + + 0,0 0,0 0,0 00 [ 211 00 | 203 0,0 00 [ 206 | 0,0 | 31,9 + + + PA
G19 + + 0,0 0,0 0,0 00 | 197 | 00 [ 191 | 0,0 00 [ 192 | 00 | 318 + + + PA
G23 + + 0,0 0,0 0,0 00 [ 219 00 | 210 0,0 00 [ 213 | 0,0 | 326 + + + PA
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Laboratory G2
Aerobic mesophilic flora: 1,8.108 CFU/g

Alternative Method - GeneDisc® Plate
Reference : Confirmation
) Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
N"Sample | “1sorrs | Top7 PCR ous. || v |V | v | ol PCR | Gonfirmation | Fingy | A&eme™
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
G27 - - 0,0 0,0 0,0 00 [ 30,0 | 00 [ 294 | 0,0 00 [ 298 | 0,0 | 31,9 + + NA
G30 - - 0,0 0,0 0,0 00 | 297 | 00 | 290 | 0,0 00 | 294 | 00 | 32,2 + + NA
G32 - - 0,0 0,0 0,0 00 | 320 | 00 | 312 | 0,0 00 | 309 | 00 | 31,9 + + NA
G34 - - 0,0 0,0 0,0 00 | 313 | 00 | 304 | 0,0 00 | 311 | 00 | 32,2 + + NA
G37 - + 0,0 0,0 0,0 00 [ 328 | 00 [ 315 | 0,0 00 [ 316 | 0,0 | 321 + - NA
G41 - - 0,0 0,0 0,0 00 | 298 | 00 | 291 | 0,0 00 | 295 | 00 | 319 + + NA
G43 - - 0,0 0,0 0,0 00 [ 333 | 00 | 326 | 0,0 00 | 329 | 00 | 321 + + NA
G47 - - 0,0 0,0 0,0 00 [ 314 | 00 | 308 | 0,0 00 (30,7 | 00 | 317 + + - NA
G26 + + 0,0 0,0 0,0 00 | 212 | 00 | 20,5 | 0,0 00 [ 206 | 00 | 317 + + + PA
G29 + + 0,0 0,0 0,0 00 | 29,7 | 00 | 211 | 0,0 00 | 209 | 00 | 32,2 + + + PA
G31 + + 0,0 0,0 0,0 00 | 215 | 00 | 20,8 | 0,0 00 | 204 | 00 | 315 + + + PA
G33 - + 0,0 0,0 0,0 00 | 198 | 00 | 193 | 0,0 00 | 192 | 00 | 320 + + + PD
G35 + + 0,0 0,0 0,0 00 | 221 | 00 | 214 | 00 00 [ 214 | 00 | 32,3 + + + PA
G40 - + 0,0 0,0 0,0 00 | 26,7 | 00 | 261 | 0,0 00 | 258 | 00 | 31,8 + + + PD
G44 + - 0,0 0,0 0,0 00 | 328 | 00 | 326 | 0,0 00 | 324 | 00 | 320 + + - ND
G45 - + 0,0 0,0 0,0 00 | 225 | 00 [ 220 | 0,0 00 | 21,7 | 00 | 31,6 + + + PD
G25 + + 0,0 0,0 0,0 00 [ 194 | 00 [ 185 | 0,0 00 [ 188 | 0,0 | 318 + + + PA
G28 + + 0,0 0,0 0,0 00 | 194 | 00 | 189 | 0,0 00 [ 187 | 00 | 318 + + + PA
G36 + + 0,0 0,0 0,0 00 | 189 | 00 | 190 | 0,0 00 [ 185 | 00 | 318 + + + PA
G38 + + 0,0 0,0 0,0 00 [ 205 | 00 [ 199 | 0,0 00 [ 199 | 00 | 324 + + + PA
G39 + + 0,0 0,0 0,0 00 | 206 | 0,0 | 20,2 | 0,0 00 [ 203 | 00 | 319 + + + PA
G42 + + 0,0 0,0 0,0 00 | 197 | 00 [ 199 | 0,0 00 [ 194 | 00 | 32,2 + + + PA
G46 + + 0,0 0,0 0,0 00 [ 214 | 00 [ 203 | 0,0 00 [ 206 | 0,0 | 321 + + + PA
G48 + + 0,0 0,0 0,0 00 [ 206 | 00 [ 209 | 0,0 00 [ 198 | 0,0 | 321 + + + PA
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Pall Genedisc Technologies

Laboratory H
Aerobic mesophilic flora: 1,9.105 CFU/g

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
H1 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,7 - - - NA
H3 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 324 - - - NA
H5 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,2 - - - NA
H12 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 326 - - - NA
H15 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 336 - - - NA
H18 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,9 - - - NA
H21 - - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,7 - - - NA
H24 - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 33,0 - - - NA
H4 + - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 | 32,2 - - - ND
H7 + + 0,0 0,0 0,0 00 | 228 | 00 | 222 0,0 00 | 228 | 0,0 | 336 + + + PA
H10 + + 0,0 0,0 0,0 00 | 240 0,0 | 230 0,0 00 | 240 | 399 | 336 + + + PA
H11 + + 0,0 0,0 0,0 00 | 240 | 00 | 238 | 0,0 00 | 237 | 00 | 325 + + + PA
H14 - + 0,0 0,0 0,0 00 [ 236 00 | 231 | 0,0 00 [ 233 | 0,0 | 329 + + + PD
H16 - + 0,0 0,0 0,0 00 | 246 | 00 | 239 | 0,0 00 | 242 | 00 | 326 + + + PD
H20 + + 0,0 0,0 0,0 00 | 221 | 00 | 21,7 | 0,0 00 [ 218 | 00 | 324 + + + PA
H22 + + 0,0 0,0 0,0 00 [ 235 00 | 230 0,0 00 [ 236 | 0,0 | 319 + + + PA
H2 + + 0,0 0,0 0,0 00 | 262 | 00 | 257 | 0,0 00 | 264 | 00 | 32,0 + + + PA
H6 + + 0,0 0,0 0,0 00 | 244 | 00 | 247 | 0,0 00 [ 246 | 0,0 | 321 + + + PA
H8 + + 0,0 0,0 0,0 00 [ 225 00 | 219 | 0,0 00 | 226 | 0,0 | 321 + + + PA
H9 + + 0,0 0,0 0,0 00 | 222 | 00 |[219 | 0,0 00 [ 223 | 00 | 32,7 + + + PA
H13 + + 0,0 0,0 0,0 00 [ 225 00 | 219 | 0,0 00 [ 227 | 00 | 334 + + + PA
H17 + + 0,0 0,0 0,0 00 | 242 00 | 238 | 0,0 00 | 240 | 0,0 | 32,7 + + + PA
H19 + + 0,0 0,0 0,0 00 | 222 | 00 214 | 00 00 [ 221 | 00 | 32,3 + + + PA
H23 + + 0,0 0,0 0,0 00 [ 235 | 00 | 229 | 0,0 00 | 236 | 0,0 | 326 + + + PA
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Laboratory I
Aerobic mesophilic flora: 3,3.108 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference _ Confirmation
- Method | GeneDisc® GeneDisc® TOP7 on IMS beads . .
ample | \sos | TOP7 PCR Vir e PCR | o nfirmation | Final | Agreement
045- | stx1/ | Vir. : Vir. | 045- IMS result
13136 result 0103 | 0111 | 0145 | 0157 | 026 0121 | st2 | 0111 0145- 026 | 0103- IC Final result
0157
0121 result
" - 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 00 | 366 | 00 | 32,2 NA
13 - 0,0 0,0 0,0 00 | 354 | 0,0 | 355 | 0,0 0,0 0,0 00 | 31,8 NA
15 - 0,0 0,0 0,0 0,0 0,0 00 | 344 | 0,0 00 | 351 | 00 | 328 - - NA
112 - 0,0 0,0 0,0 00 | 30,3 00 300 00 00 | 303 | 00 | 316 + + NA
115 - 0,0 0,0 00 | 308 | 31,7 | 00 | 31,3 | 0,0 00 | 318 | 0,0 | 31,7 + - NA
118 - 0,0 0,0 0,0 00 | 338 | 00 | 321 00 00 [ 338 | 00 | 317 + + NA
121 - 0,0 0,0 0,0 00 | 342 00 | 343 | 0,0 00 | 340 | 00 | 317 + NA
124 + 0,0 0,0 0,0 00 | 346 00 | 330 0,0 00 [ 352 | 00 | 316 + - - ND
14 + + 0,0 0,0 0,0 00 | 205 | 00 | 208 | 0,0 00 | 208 | 00 | 325 + + + PA
17 + + 0,0 0,0 0,0 00 [ 220 00 | 210 0,0 00 [ 223 | 0,0 | 316 + + + PA
110 - - 0,0 0,0 0,0 00 | 341 | 00 | 350 | 0,0 0,0 0,0 00 | 31,2 - - - NA
111 + + 0,0 00 | 326 | 00 [ 229 00 | 218 | 0,0 00 | 226 | 00 | 32,3 + + + PA
114 + + 0,0 0,0 0,0 00 [ 201 0,0 [ 199 | 0,0 00 [ 201 | 0,0 | 316 + + + PA
116 - + 0,0 0,0 0,0 00 | 212 | 00 | 206 | 0,0 00 [ 20,7 | 00 | 317 + + + PD
120 + + 0,0 00 | 296 | 00 [ 202 | 00 | 206 | 0,0 00 | 203 | 0,0 | 309 + + + PA
122 - + 0,0 0,0 0,0 00 [ 221 | 00 | 218 | 0,0 00 [ 21,7 | 0,0 | 324 + + + PD
12 + + 0,0 0,0 0,0 00 | 250 | 00 | 247 | 0,0 00 [ 244 | 00 | 325 + + + PA
16 + + 0,0 0,0 0,0 00 | 230 00 | 228 | 0,0 00 [ 226 | 00 | 32,3 + + + PA
I8 + + 0,0 0,0 0,0 00 | 224 | 00 | 225 | 0,0 00 [ 223 | 0,0 | 321 + + + PA
19 + + 0,0 00 | 37,3 | 380 [ 224 | 00 | 216 | 0,0 00 [ 225 | 00 | 319 + + + PA
113 + 0,0 0,0 0,0 00 [ 213 00 | 205 0,0 00 | 212 | 236 | 31,3 + + - ND
117 + + 0,0 0,0 0,0 00 | 226 00 | 21,7 | 0,0 00 [ 225 | 00 | 315 + + + PA
119 + + 0,0 0,0 0,0 00 | 203 | 00 [ 198 | 0,0 00 [ 199 | 0,0 | 311 + + + PA
123 + + 352 | 0,0 0,0 00 [ 212 00 | 208 | 0,0 00 [ 212 | 0,0 | 32,3 + + + PA
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Laboratory J (ADRIA)

Aerobic mesophilic flora: 9,2.10¢ CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate

Confirmation

R | cenaDiccd GeneDisc® TOP7 on IMS beads
N°Sample ISeO/'I?S Tg';,e., ;,s(?R Vi Vir. PCR .. | Final | Agreement
045- | stx1/ | Vi | rhe | Vi | O45- s | Confimation oy
13136¢ result 0103 | 0111 | 0145 | 0157 | 026 0121 | stx2 | O111 0145- 026 | 0103- IC Final result
0157
0121 result
J1 - - 00 | 00 | 00 | 00 | 00 00 | 321 00 | 00 0,0 00 | 325 - NA
J3 - - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 318 NA
J5 - - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 321 NA
J12 - - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 318 NA
J15 - - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 321 NA
J18 - - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 316 NA
J21 - - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 318 NA
J24 - - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 316 - - - NA
J4 + + 00 | 00 | 00 00 /210 00 [ 208 00 | 00 | 209 00 | 319 + + + PA
J7 + + 00 | 00 | 00 00 /20,2 00 [ 199 00 | 00 | 205 00 | 315 + + + PA
J10 + + 00 | 00 | 00 00 /293 00 [ 211 00 | 00 | 213 00 | 315 + + + PA
J11 + - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 323 - - - ND
J14 + + 00 | 00 | 00 00 /206 00 [ 203 00 | 00 | 20,7 00 | 322 + + + PA
J16 + + 00 | 00 | 00 00 /293 00 [ 210 00 | 00 | 210 00 | 316 + + + PA
J20 + + 00 | 00 | 00 00 /214 00 [ 210 00 | 00 | 211 00 | 325 + + + PA
J22 + - 00 | 00 | 00 | 00 | 00 0,0 0,0 00 | 00 0,0 00 | 316 - - - ND
J2 + + 00 | 00 | 00 00 /203 00 [ 200 00 | 00 | 205 00 | 318 + + + PA
J6 + + 00 | 00 | 00 | OO0 [ 194 00 [ 200 00 | 00 [204 0,0 | 315 + + + PA
J8 + + 00 | 00 | 00 | 00 [ 204 00 | 199 | 369 | 00 [206 00 | 316 + + + PA
J9 + + 00 | 00 | 00 00 /195 00 [ 198 00 | 00 | 199 00 | 323 + + + PA
J13 + + 00 | 00 | 00 | 00 [ 205 00 | 20,1 | 00 | 00 [204 0,0 | 32,7 + + + PA
J17 + + 00 | 00 | 00 | OO0 [ 205 00 [ 20,1 | 00 | 00 [203 0,0 | 316 + + + PA
J19 + + 00 | 00 | 00 00 /204 00 [ 202 00 | 00 | 209 00 | 320 + + + PA
J23 + + 00 | 00 | 00 | 00 [ 202 00 | 199 00 | 00 [202 0,0 | 31,8 + + + PA
* Analyses performed according to the COFRAC accreditation
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Pall Genedisc Technologies

Laboratory

A1

Aerobic mesophilic flora: 1,2.104 CFU/g

Alternative Method - GeneDisc® Plate
Reference — - Confirmation : :
- Method | GeneDisc® | GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies ' _
ample . Number : Vir. PCR " Final | Agreement
R TOP7PCR | TOP7on | o ooy ocar Media | ¢ tosted 045 | sot/ | Vi | 1 v | ods colony | CoNfimation | o i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | 0145 | 0157 | 026 0121 2 | of 1'1 0145- 02' 01 IC fi Iy result
result colonies stx 0157 6 03- ina
0121 result
A1 - - - - -
A3 - - - - -
A5 - - - - -
A12 - - - - -
A15 - - - - -
A18 - - - - -
A21 - - - - -
A24 - - - - - - -
Ad + + + + + CS 1 0,0 0,0 0,0 0,0 0,0 31,0 + + +
A7 - + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,9 + + +
A10 + + + + + CT 1 0,0 0,0 0,0 0,0 0,0 32,8 + + +
A11 + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,9 + + +
A14 - - - - - - -
A16 - + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,0 + + +
- + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,6 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 32,2 + + +
+ + + + + CS 1 0,0 0,0 0,0 0,0 0,0 31,3 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,2 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,6 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,4 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,5 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 32,0 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 31,7 + + +
+ + + + + CT 1 0,0 0,0 0,0 0,0 0,0 32,1 + + +
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Laboratory

A2

Aerobic mesophilic flora: 1,1.10¢ CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference — - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | O111 | O145 | 0157 | 026 0121 2 | 0Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
A27 - - - - NA
A30 - - - - NA
A32 - - - - NA
A34 - - - - NA
A37 - - - - NA
Ad1 - - - - NA
A43 - - - - NA
A4T - - - - - - - NA
A26 + + + + + CT 1 0,0 0,0 0,0 0,0 15,6 0,0 15,2 0,0 0,0 16,2 0,0 31,3 + + + PA
A29 + + + + + CT 1 0,0 0,0 0,0 0,0 15,3 0,0 15,2 0,0 0,0 16,2 0,0 32,1 + + + PA
A31 - - - - - - - NA
A33 - + + + + CT 1 0,0 0,0 0,0 0,0 15,5 0,0 15,0 0,0 0,0 16,6 0,0 32,4 + + + PD
A35 - + + + + CT 1 0,0 0,0 0,0 0,0 13,3 0,0 12,8 0,0 0,0 14,6 0,0 32,4 + + + PD
A40 - + + + + CT 1 0,0 0,0 0,0 0,0 14,3 0,0 14,4 0,0 0,0 15,2 0,0 32,2 + + + PD
Ad4 + + + + + CT 1 0,0 0,0 0,0 0,0 13,7 0,0 14,1 0,0 0,0 14,2 0,0 32,8 + + + PA
A45 + + + + + CT 1 0,0 0,0 0,0 0,0 16,5 0,0 16,1 0,0 0,0 16,4 0,0 32,0 + + + PA
A25 + + + + + CT 1 0,0 0,0 0,0 0,0 16,4 0,0 16,1 0,0 0,0 16,5 0,0 31,9 + + + PA
A28 + + + + + CT 1 0,0 0,0 0,0 0,0 15,6 0,0 15,3 0,0 0,0 16,0 0,0 31,3 + + + PA
A36 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,3 0,0 0,0 15,8 0,0 31,7 + + + PA
A38 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,1 0,0 0,0 15,8 0,0 31,6 + + + PA
A39 + + + + + CT 1 0,0 0,0 0,0 0,0 13,6 0,0 13,0 0,0 0,0 14,8 0,0 31,3 + + + PA
A42 + + + + + CT 1 0,0 0,0 0,0 0,0 14,8 0,0 14,5 0,0 0,0 15,7 0,0 32,6 + + + PA
A46 + + + + + CT 1 0,0 0,0 0,0 0,0 17,5 0,0 17,1 0,0 0,0 17,7 0,0 32,2 + + + PA
A48 + + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,4 0,0 0,0 16,1 0,0 31,4 + + + PA
ADRIA Développement 173/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Laboratory

B1

Aerobic mesophilic flora: 2,5.10¢ CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference — - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | O111 | O145 | 0157 | 026 0121 2 | 0Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
B1 - - - - CS NA
B3 - - - - CS NA
B5 - - - - CS NA
B12 - - - - CS NA
B15 - - - - CS NA
B18 - - - - CS NA
B21 - - - - CS NA
B24 - - - - CS NA
B4 - - - - CS NA
B7 - - - - - CS - - NA
B10 - + + + + CS 1 0,0 0,0 0,0 0,0 16,7 0,0 16,3 0,0 0,0 16,8 0,0 0,0 + + + PD
B11 + + + + + CS 1 0,0 0,0 0,0 0,0 16,2 0,0 16,4 0,0 0,0 16,0 0,0 0,0 + + + PA
B14 - + + + + CS 1 0,0 0,0 0,0 0,0 17,6 0,0 17,0 0,0 0,0 17,8 0,0 0,0 + + + PD
B16 - + + + + CS 1 0,0 0,0 0,0 0,0 17,6 0,0 17,0 0,0 0,0 17,6 0,0 0,0 + + + PD
B20 + + + + + CS 1 0,0 0,0 0,0 0,0 16,1 0,0 16,1 0,0 0,0 15,8 0,0 0,0 + + + PA
B22 - + + + + CS 1 0,0 0,0 0,0 0,0 16,4 0,0 15,5 0,0 0,0 15,9 0,0 0,0 + + + PD
B2 - + + + + CS 1 0,0 0,0 0,0 0,0 18,7 0,0 18,1 0,0 0,0 18,7 0,0 0,0 + + + PD
B6 + + + + + CS 1 0,0 0,0 0,0 0,0 17,4 0,0 16,9 0,0 0,0 17,4 0,0 0,0 + + + PA
B8 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,5 0,0 0,0 15,8 0,0 0,0 + + + PA
B9 + + + + + CS 1 0,0 0,0 0,0 0,0 16,5 0,0 16,0 0,0 0,0 16,1 0,0 0,0 + + + PA
B13 - + + + + CS 1 0,0 0,0 0,0 0,0 18,2 0,0 18,9 0,0 0,0 18,2 0,0 0,0 + + + PD
B17 + + + + + CS 1 0,0 0,0 0,0 0,0 171 0,0 16,2 0,0 0,0 16,9 0,0 0,0 + + + PA
B19 + + + + + CS 1 0,0 0,0 0,0 0,0 17,3 0,0 16,9 0,0 0,0 17,5 0,0 0,0 + + + PA
B23 + + + + + CS 1 0,0 0,0 0,0 0,0 16,5 0,0 16,0 0,0 0,0 16,2 0,0 0,0 + + + PA
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Laboratory

B2

Aerobic mesophilic flora: 2,3.10¢ CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference =T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | O145 | 0157 | 026 0121 52 | Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
B27 - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - NA
B30 - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B32 - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B34 - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B37 - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B# - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B43 - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B47 - - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B26 - + + + + CS 1 0,0 0,0 0,0 39,5 16,7 0,0 16,2 0,0 0,0 16,6 0,0 0,0 + + + PD
B29 - + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 16,1 0,0 0,0 15,6 0,0 0,0 + + + PD
B31 - - - - - CS 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B33 - + + + + CS 1 0,0 0,0 0,0 0,0 17,4 0,0 17,0 0,0 0,0 17,7 0,0 0,0 + + + PD
B35 - + + + + CS 1 0,0 0,0 0,0 40,1 16,6 0,0 16,2 0,0 0,0 16,7 0,0 0,0 + + + PD
B40 + + + + + CS 1 0,0 0,0 0,0 0,0 16,2 0,0 16,2 0,0 0,0 15,7 0,0 0,0 + + + PA
B44 + + + + + CS 1 0,0 0,0 0,0 0,0 17,1 0,0 16,3 0,0 0,0 16,7 0,0 0,0 + + + PA
B45 - + + + + CS 1 0,0 0,0 0,0 0,0 16,2 0,0 15,9 0,0 0,0 16,0 0,0 0,0 + + + PD
B25 + + + + + CS 1 0,0 0,0 0,0 0,0 18,6 0,0 18,0 0,0 0,0 18,1 0,0 0,0 + + + PA
B28 + + + + + CS 1 0,0 0,0 0,0 0,0 17,7 0,0 17,1 0,0 0,0 17,6 0,0 0,0 + + + PA
B36 + + + + + CS 1 0,0 0,0 0,0 0,0 16,5 0,0 16,1 0,0 0,0 16,6 0,0 0,0 + + + PA
B38 + + + + + CS 1 0,0 0,0 0,0 0,0 17,2 0,0 16,3 0,0 0,0 16,8 0,0 0,0 + + + PA
B39 + + + + + CS 1 0,0 0,0 0,0 0,0 171 0,0 16,3 0,0 0,0 16,9 0,0 0,0 + + + PA
B42 + + + + + CS 1 0,0 0,0 0,0 40,6 16,0 0,0 15,7 0,0 0,0 15,7 0,0 0,0 + + + PA
B46 + + + + + CS 1 0,0 0,0 0,0 40,1 16,6 0,0 16,1 0,0 0,0 16,6 0,0 0,0 + + + PA
B48 + + + + + CS 1 0,0 0,0 0,0 0,0 16,2 0,0 15,9 0,0 0,0 15,8 0,0 0,0 + + + PA
ADRIA Développement 175/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Laboratory

B3

Aerobic mesophilic flora: 2,6.10¢ CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference =T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | O145 | 0157 | 026 0121 52 | Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
B49 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - NA
B53 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B55 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B58 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B60 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B66 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B68 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B71 - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 NA
B50 - - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B51 - + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,5 0,0 0,0 15,4 0,0 0,0 + + + PD
B54 - + + + + CS 1 0,0 0,0 0,0 0,0 16,3 0,0 15,5 0,0 0,0 16,0 0,0 0,0 + + + PD
B59 - + + + + CS 1 0,0 0,0 0,0 0,0 14,5 0,0 14,5 0,0 0,0 14,2 0,0 0,0 + + + PD
B63 - + + + + CS 1 0,0 0,0 0,0 0,0 14,6 0,0 14,2 0,0 0,0 14,3 0,0 0,0 + + + PD
B64 - - - - - CS 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 - - - NA
B69 - + + + + CS 1 0,0 0,0 0,0 0,0 14,4 0,0 14,4 0,0 0,0 14,0 0,0 0,0 + + + PD
B72 + + + + + CS 1 0,0 0,0 0,0 0,0 16,0 0,0 15,6 0,0 0,0 15,5 0,0 0,0 + + + PA
B52 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 15,1 0,0 0,0 15,5 0,0 0,0 + + + PA
B56 - + + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 14,6 0,0 0,0 15,6 0,0 0,0 + + + PD
B57 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,7 0,0 0,0 15,3 0,0 0,0 + + + PA
B61 + + + + + CS 1 0,0 0,0 0,0 0,0 15,3 0,0 14,5 0,0 0,0 15,1 0,0 0,0 + + + PA
B62 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,9 0,0 0,0 14,9 0,0 0,0 + + + PA
B65 + + + + + CS 1 0,0 0,0 0,0 0,0 14,7 0,0 14,2 0,0 0,0 14,5 0,0 0,0 + + + PA
B67 + + + + + CS 1 0,0 0,0 0,0 0,0 15,3 0,0 14,9 0,0 0,0 15,1 0,0 0,0 + + + PA
B70 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 15,1 0,0 0,0 15,7 0,0 0,0 + + + PA
ADRIA Développement 176/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Laboratory

C

Aerobic mesophilic flora: 1,6.105 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference =T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | O145 | 0157 | 026 0121 52 | Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
C1 - - - - NA
C3 - - - - Both 5 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 NA
C5 - - - - NA
C12 - - - - NA
C15 - - - - NA
C18 - - - - Both 2 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,9 NA
C21 - - - - Both 2 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,9 NA
C24 - - - - - Both 5 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - - - NA
C4 + + + - + CT 1 0,0 0,0 0,0 0,0 14,7 0,0 14,3 0,0 0,0 14,6 0,0 32,6 + + + PA
C7 + + + + + CT 1 0,0 0,0 0,0 0,0 14,5 0,0 14,1 0,0 0,0 14,2 0,0 32,0 + + + PA
C10 + + + + + CT 1 0,0 0,0 0,0 0,0 13,6 0,0 14,2 0,0 0,0 14,3 0,0 31,8 + + + PA
Cc11 + + + + + CS 1 0,0 0,0 0,0 0,0 14,7 0,0 14,6 0,0 0,0 14,6 0,0 32,3 + + + PA
C14 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 13,5 0,0 0,0 14,1 0,0 32,1 + + + PA
C16 - + + + + CS 1 0,0 0,0 0,0 0,0 15,3 0,0 14,7 0,0 0,0 15,0 0,0 31,7 + + + PD
C20 + + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,3 0,0 0,0 15,2 0,0 32,7 + + + PA
C22 + - - - - Both 5 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,9 - - - ND
C2 + + + + + CS 1 0,0 0,0 0,0 0,0 15,3 0,0 15,1 0,0 0,0 14,7 0,0 32,6 + + + PA
C6 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 15,1 0,0 0,0 15,5 0,0 31,6 + + + PA
C8 + + + + + CS 1 0,0 0,0 0,0 0,0 14,6 0,0 14,4 0,0 0,0 13,9 0,0 31,5 + + + PA
C9 + + + + + CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,4 0,0 0,0 14,5 0,0 32,1 + + + PA
C13 + + + + + CT 1 0,0 0,0 0,0 0,0 14,8 0,0 14,4 0,0 0,0 15,3 0,0 324 + + + PA
C17 + + + + + CS 1 0,0 0,0 0,0 0,0 15,8 0,0 15,6 0,0 0,0 15,7 0,0 32,2 + + + PA
Cc19 + + + + + CT 1 0,0 0,0 0,0 0,0 15,5 0,0 15,2 0,0 0,0 15,6 0,0 32,0 + + + PA
C23 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 16,1 0,0 0,0 15,9 0,0 31,9 + + + PA
ADRIA Développement 177/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Laboratory

D

Aerobic mesophilic flora: 1,2.105 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference — - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | O111 | O145 | 0157 | 026 0121 2 | 0Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
D1 - - - - NA
D3 - - - - NA
D5 - - - - NA
D12 - - - - NA
D15 - - - - NA
D18 - - - - NA
D21 - - - - NA
D24 - - - - - - - NA
D4 + + + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 15,6 0,0 0,0 16,2 0,0 38,9 + + + PA
D7 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,5 0,0 0,0 14,9 0,0 32,8 + + + PA
D10 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 16,3 0,0 32,9 + + + PA
D11 - + + + + CT 1 0,0 0,0 0,0 0,0 15,5 0,0 15,6 0,0 0,0 17,2 0,0 32,3 + + + PD
D14 - + + + + CS 1 0,0 0,0 0,0 0,0 15,3 0,0 15,2 0,0 0,0 16,2 0,0 32,6 + + + PD
D16 - - - - - - - NA
D20 + + + + + CT 1 0,0 0,0 0,0 0,0 15,8 0,0 15,6 0,0 0,0 16,8 0,0 32,5 + + + PA
D22 + - - - - - - ND
D2 + + + + + CS 1 0,0 0,0 0,0 0,0 15,4 0,0 14,8 0,0 0,0 16,5 0,0 32,3 + + + PA
D6 + + + + + CS 1 0,0 0,0 0,0 0,0 17,6 0,0 17,0 0,0 0,0 18,1 0,0 33,0 + + + PA
D8 + + + + + CS 1 0,0 0,0 0,0 0,0 15,0 0,0 15,2 0,0 0,0 16,2 0,0 36,2 + + + PA
D9 + + + + + CT 1 0,0 0,0 0,0 0,0 14,9 0,0 15,1 0,0 0,0 15,8 0,0 32,5 + + + PA
D13 + + + + + CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,7 0,0 0,0 17,0 0,0 35,0 + + + PA
D17 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,3 0,0 0,0 15,1 0,0 32,4 + + + PA
D19 + + + + + CS 1 0,0 0,0 0,0 0,0 14,7 0,0 14,8 0,0 0,0 15,9 0,0 33,5 + + + PA
D23 + + + + + CT 1 0,0 0,0 0,0 0,0 14,9 0,0 14,6 0,0 0,0 15,4 0,0 32,8 + + + PA
ADRIA Développement 178/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Laboratory

E1

Aerobic mesophilic flora: 1,2.106 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference =T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | O145 | 0157 | 026 0121 52 | Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
E1 - - + - - NA
E3 - - + - - NA
E5 - - + - - NA
E12 - - + - - NA
E15 - - + - - NA
E18 - - + - - NA
E21 - - + - - NA
E24 - - + - - - - NA
E4 + + + + + CS 1 0,0 0,0 0,0 0,0 13,3 0,0 14,1 0,0 0,0 14,3 0,0 0,0 + + + PA
E7 - + + + + CS 1 0,0 0,0 0,0 0,0 13,0 0,0 12,5 0,0 0,0 14,0 0,0 31,6 + + + PD
E10 + + + + + CS 1 0,0 0,0 0,0 0,0 14,1 0,0 14,7 0,0 0,0 14,9 0,0 321 + + + PA
E11 - + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 15,2 0,0 0,0 15,3 0,0 32,5 + + + PD
E14 + + + + + CS 1 0,0 0,0 0,0 0,0 17,3 0,0 17,1 0,0 0,0 17,7 0,0 321 + + + PA
E16 - + + + + CS 1 0,0 0,0 0,0 0,0 11,9 0,0 12,4 0,0 0,0 12,7 0,0 30,6 + + + PD
E20 + + + + + CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,6 0,0 0,0 15,6 0,0 31,7 + + + PA
E22 + + + + + CS 1 0,0 0,0 0,0 0,0 16,7 0,0 15,5 0,0 0,0 16,8 0,0 335 + + + PA
E2 + + + + + CS 1 0,0 0,0 0,0 0,0 13,1 0,0 9,0 0,0 0,0 14,5 0,0 33,2 + + + PA
E6 + + + + + CS 1 0,0 0,0 0,0 0,0 13,4 0,0 12,2 0,0 0,0 14,3 0,0 31,9 + + + PA
E8 + + + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 15,1 0,0 0,0 15,8 0,0 32,7 + + + PA
E9 + + + + + CS 1 0,0 0,0 0,0 0,0 15,9 0,0 15,2 0,0 0,0 16,8 0,0 32,2 + + + PA
E13 + + + + + CS 1 0,0 0,0 0,0 0,0 13,5 0,0 13,1 0,0 0,0 15,1 0,0 31,7 + + + PA
E17 + + + + + CS 1 0,0 0,0 0,0 0,0 16,6 0,0 16,4 0,0 0,0 17,6 0,0 32,0 + + + PA
E19 + + + + + CS 1 0,0 0,0 0,0 0,0 14,6 0,0 14,4 0,0 0,0 15,6 0,0 32,2 + + + PA
E23 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 14,7 0,0 0,0 15,8 0,0 34,0 + + + PA
ADRIA Développement 179/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Laboratory

E2

Aerobic mesophilic flora: 1,1.106 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference — - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | O111 | O145 | 0157 | 026 0121 2 | 0Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
E27 - - + + + CS 1 0,0 0,0 0,0 0,0 13,5 0,0 13,2 0,0 0,0 13,9 0,0 33,1 + + NA
E30 - - + + + CS 1 0,0 0,0 0,0 0,0 14,7 0,0 12,5 0,0 0,0 14,7 0,0 34,3 + + NA
E32 - - - - - NA
E34 - - + - - - NA
E37 - - + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,9 0,0 32,8 + + NA
E41 - - + - - NA
E43 - - + + + CS 1 0,0 0,0 0,0 0,0 13,2 0,0 0,0 0,0 0,0 0,0 0,0 32,1 - - NA
E47 - - + + + CS 1 0,0 0,0 0,0 0,0 16,3 0,0 15,6 0,0 0,0 16,7 0,0 32,2 + + - NA
E26 + + + + + CS 1 0,0 0,0 0,0 0,0 14,5 0,0 14,3 0,0 0,0 14,7 0,0 32,1 + + + PA
E29 - + + + + CS 1 0,0 0,0 0,0 0,0 17,5 0,0 16,3 0,0 0,0 16,6 0,0 32,8 + + + PD
E31 - + + + + CS 1 0,0 0,0 0,0 0,0 14,6 0,0 13,7 0,0 0,0 14,9 0,0 33,1 + + + PD
E33 - + + + + CS 1 0,0 0,0 0,0 0,0 13,1 0,0 13,1 0,0 0,0 0,0 0,0 31,7 - - - NA
E35 + + + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 16,0 0,0 0,0 15,8 0,0 33,3 + + + PA
E40 + + + + + CS 1 0,0 0,0 0,0 0,0 10,6 0,0 11,1 0,0 0,0 0,0 0,0 32,5 - - ND
E44 - + + + + CS 1 0,0 0,0 0,0 0,0 12,7 0,0 12,3 0,0 0,0 0,0 0,0 32,3 - - NA
E45 - + + + + CS 1 0,0 0,0 0,0 0,0 12,9 0,0 11,7 0,0 0,0 0,0 0,0 32,7 - - - NA
E25 + + + + + CS 1 0,0 0,0 0,0 0,0 12,6 0,0 12,5 0,0 0,0 13,9 0,0 31,4 + + + PA
E28 + + + + + CS 1 0,0 0,0 0,0 0,0 13,0 0,0 14,5 0,0 0,0 14,3 0,0 32,1 + + + PA
E36 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,6 0,0 0,0 16,0 0,0 33,0 + + + PA
E38 + + + + + CS 1 0,0 0,0 0,0 0,0 16,4 0,0 16,2 0,0 0,0 16,7 0,0 32,5 + + + PA
E39 + + + + + CS 1 0,0 0,0 0,0 0,0 17,2 0,0 15,4 0,0 0,0 16,1 0,0 32,0 + + + PA
E42 + + + + + CS 1 0,0 0,0 0,0 0,0 12,6 0,0 12,9 0,0 0,0 0,0 0,0 31,8 - - ND
E46 + + + + + CS 1 0,0 0,0 0,0 0,0 12,6 0,0 12,3 0,0 0,0 0,0 0,0 33,4 - - ND
E48 + + + + + CS 1 0,0 0,0 0,0 0,0 12,7 0,0 13,0 0,0 0,0 0,0 0,0 31,9 - - ND
ADRIA Développement 180/186 March 23, 2023

Summary report (Version 0)
GeneDisc STEC



Laboratory

F

Aerobic mesophilic flora: 1,4.105 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies . .
ample . Number , Vir. PCR N Final | Agreement
SOHSN TOPTPCR | TOP7on | oo opagar Media | ot tested 045- | stx1/ | vi | U1 v | 045 colony | COnfirmation | o jg
13136 result IMS beads STECg CT-RMAC tested loni 0103 | O111 | O145 | 0157 | 026 0121 2 | 0O 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
F1 - - NA
F3 - - NA
F5 - - NA
F12 - + + -(1) PPNA
F15 - - NA
F18 - - NA
F21 - - NA
F24 - - - - NA
F4 - + + + + CS 1 0,0 0,0 0,0 0,0 16,6 0,0 16,0 0,0 0,0 16,4 0,0 32,5 + + + PD
F7 + + + + + CS 1 0,0 0,0 0,0 0,0 16,5 0,0 16,1 0,0 0,0 16,5 0,0 32,4 + + + PA
F10 - + + + + CS 1 0,0 0,0 0,0 0,0 14,6 0,0 15,1 0,0 0,0 14,4 0,0 31,6 + + + PD
F11 + + + + + CS 1 0,0 0,0 0,0 0,0 16,4 0,0 15,5 0,0 0,0 15,9 0,0 32,5 + + + PA
F14 + + + + + Both 2 0,0 0,0 0,0 0,0 14,4 0,0 14,0 0,0 0,0 14,0 0,0 31,9 + + + PA
F16 + + + + + CS 1 0,0 0,0 0,0 0,0 16,4 0,0 15,5 0,0 0,0 15,8 0,0 31,9 + + + PA
F20 + + + + + CS 1 0,0 0,0 0,0 0,0 14,7 0,0 14,4 0,0 0,0 14,5 0,0 31,8 + + + PA
F22 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,3 0,0 0,0 15,8 0,0 31,4 + + + PA
F2 + + + + + Both 2 0,0 0,0 0,0 0,0 14,8 0,0 14,4 0,0 0,0 14,7 0,0 32,3 + + + PA
F6 + + + + + CS 1 0,0 0,0 0,0 0,0 15,4 0,0 15,2 0,0 0,0 15,4 0,0 32,1 + + + PA
F8 + + + + + CS 1 0,0 0,0 0,0 0,0 16,3 0,0 16,0 0,0 0,0 16,2 0,0 31,3 + + + PA
F9 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,4 0,0 0,0 15,7 0,0 32,0 + + + PA
F13 + + + + + CS 1 0,0 0,0 0,0 0,0 16,2 0,0 15,9 0,0 0,0 16,0 0,0 32,9 + + + PA
F17 + + + + + CS 1 0,0 0,0 0,0 0,0 16,2 0,0 15,4 0,0 0,0 15,8 0,0 32,2 + + + PA
F19 + + + + + CS 2 0,0 0,0 0,0 0,0 15,5 0,0 15,2 0,0 0,0 15,4 0,0 31,6 + + + PA
F23 + + + + + CS 1 0,0 0,0 0,0 0,0 15,4 0,0 15,1 0,0 0,0 15,2 0,0 32,2 + + + PA
(1) F12=Negative PCR on regrwth in mTSB
ADRIA Développement 181/186 March 23, 2023

Summary report (Version 0)
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Laboratory

G1

Aerobic mesophilic flora: 2,7.10% CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference T : Eonlinailion - -
N"Sampl Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) Number GeneDisc® TOP7 on colonies = T e |-
ISO/TS | TOP7 PCR | TOP7 on Media : Vir. , : Confirmation
13136 | result | IMS beads | CTROMAgAr | ~royac | tested | OFt€SYd | 5103 | 0111 | 0145 | o157 | o6 | 045 | S/ Vi s, | ViR 045, colony | | result
STEC colonies 0121 | stx2 | O111 026 | O103- final
result 0157
0121 result
G1 - + + - - - - - - - NA
G3 - + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,6 0,0 0,0 14,8 0,0 32,0 + + + PD
G5 - + + + - CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,5 0,0 0,0 14,8 0,0 31,9 + + + PD
G12 - - + + - CS 1 0,0 0,0 0,0 0,0 14,5 0,0 13,5 0,0 0,0 13,6 0,0 31,8 + + NA
G15 - - + + + CS 1 0,0 0,0 0,0 0,0 14,7 0,0 14,4 0,0 0,0 14,5 0,0 31,9 + + NA
G18 - - + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 15,2 0,0 0,0 15,2 0,0 33,8 + + NA
G21 - - + +(3) +(2) CS 1 0,0 0,0 0,0 0,0 14,6 0,0 13,5 0,0 0,0 13,9 0,0 31,9 + + NA
G24 + 0103 + +(3) - CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,4 0,0 0,0 14,5 0,0 31,7 + + - ND
G4 + + + + + CT 1 0,0 0,0 0,0 0,0 15,0 0,0 14,6 0,0 0,0 14,8 0,0 31,8 + + + PA
G7 - + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,5 0,0 32,0 + + + PD
G10 + + + + + CT 1 0,0 0,0 0,0 0,0 15,9 0,0 15,2 0,0 0,0 15,0 0,0 31,6 + + + PA
G11 + + + + + CT 1 0,0 0,0 0,0 0,0 15,6 0,0 151 0,0 0,0 15,0 0,0 31,9 + + + PA
G14 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,6 0,0 0,0 15,2 0,0 31,7 + + + PA
G16 + + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,3 0,0 0,0 15,6 0,0 31,5 + + + PA
G20 - + + + + CS 1 0,0 0,0 0,0 0,0 14,6 0,0 13,4 0,0 0,0 14,0 0,0 31,9 + + + PD
G22 + + + + + CT 1 0,0 0,0 0,0 0,0 15,6 0,0 14,7 0,0 0,0 15,0 0,0 31,8 + + + PA
G2 + + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,4 0,0 31,9 + + + PA
G6 + + + + + CS 1 0,0 0,0 0,0 0,0 16,6 0,0 16,1 0,0 0,0 16,3 0,0 32,1 + + + PA
G8 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,1 0,0 0,0 15,5 0,0 31,7 + + + PA
G9 + + + + + CT 1 0,0 0,0 0,0 0,0 15,8 0,0 15,3 0,0 0,0 15,5 0,0 31,8 + + + PA
G13 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,5 0,0 0,0 13,9 0,0 31,6 + + + PA
G17 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,8 0,0 32,1 + + + PA
G19 + + + + + CT 1 0,0 0,0 0,0 0,0 15,6 0,0 15,2 0,0 0,0 16,3 0,0 31,1 + + + PA
G23 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,5 0,0 0,0 14,8 0,0 31,6 + + + PA
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Laboratory

G2

Aerobic mesophilic flora: 1,8.103 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference =T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | O145 | 0157 | 026 0121 52 | Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
G27 - - + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 14,7 0,0 0,0 15,1 0,0 31,6 + + NA
G30 - - + + + CS 1 0,0 0,0 0,0 0,0 13,6 0,0 13,4 0,0 0,0 13,6 0,0 31,2 + + NA
G32 - - + + + CS 1 0,0 0,0 0,0 0,0 14,9 0,0 14,5 0,0 0,0 14,7 0,0 32,1 + + NA
G34 - - + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,5 0,0 0,0 15,3 0,0 31,7 + + NA
G37 - + + - - - NA
G41 - - + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 14,9 0,0 0,0 15,3 0,0 32,0 + + NA
G43 - - + +(1) +(1) CS 1 0,0 0,0 0,0 0,0 13,4 0,0 13,9 0,0 0,0 12,4 0,0 32,8 + + NA
G47 - - + + + CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,5 0,0 0,0 14,5 0,0 31,1 + + - NA
G26 + + + + + CT 1 0,0 0,0 0,0 0,0 15,8 0,0 15,7 0,0 0,0 16,4 0,0 31,7 + + + PA
G29 + + + + + CT 1 0,0 0,0 0,0 0,0 15,4 0,0 15,7 0,0 0,0 15,7 0,0 32,0 + + + PA
G31 + + + + + CT 1 0,0 0,0 0,0 0,0 15,9 0,0 16,1 0,0 0,0 15,5 0,0 32,8 + + + PA
G33 - + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,6 0,0 32,3 + + + PD
G35 + + + + + CT 1 0,0 0,0 0,0 0,0 15,2 0,0 14,6 0,0 0,0 15,0 0,0 32,0 + + + PA
G40 - + + + + CT 1 0,0 0,0 0,0 0,0 14,7 0,0 14,3 0,0 0,0 14,1 0,0 31,9 + + + PD
G44 + - + +(3) +(5) CS 1 0,0 0,0 0,0 0,0 14,5 0,0 13,4 0,0 0,0 13,7 0,0 32,0 + + - ND
G45 - + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,6 0,0 31,6 + + + PD
G25 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,4 0,0 0,0 16,6 0,0 32,3 + + + PA
G28 + + + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 14,6 0,0 0,0 15,2 0,0 31,9 + + + PA
G36 + + + + + CS 1 0,0 0,0 0,0 0,0 13,6 0,0 13,5 0,0 0,0 13,4 0,0 31,9 + + + PA
G38 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,5 0,0 0,0 14,8 0,0 31,5 + + + PA
G39 + + + + + CS 1 0,0 0,0 0,0 0,0 15,4 0,0 14,5 0,0 0,0 14,7 0,0 31,7 + + + PA
G42 + + + + + CS 1 0,0 0,0 0,0 0,0 14,7 0,0 14,3 0,0 0,0 14,4 0,0 31,6 + + + PA
G46 + + + + + CS 1 0,0 0,0 0,0 0,0 15,5 0,0 14,6 0,0 0,0 14,8 0,0 31,8 + + + PA
G48 + + + + + CT 1 0,0 0,0 0,0 0,0 15,4 0,0 14,6 0,0 0,0 14,8 0,0 324 + + + PA
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Laboratory

H

Aerobic mesophilic flora: 1,9.105 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference =T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | O145 | 0157 | 026 0121 52 | Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
H1 - - - NA
H3 - - - NA
H5 - - - NA
H12 - - - NA
H15 - - - NA
H18 - - - NA
H21 - - - NA
H24 - - - NA
H4 + - - - - - - ND
H7 + + + + + CT 1 0,0 0,0 0,0 0,0 14,7 0,0 14,3 0,0 0,0 14,7 0,0 32,8 + + + PA
H10 + + + + + CS 1 0,0 0,0 0,0 0,0 14,5 0,0 15,0 0,0 0,0 14,6 0,0 31,7 + + + PA
H11 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,2 0,0 0,0 14,6 0,0 32,7 + + + PA
H14 - + + + + CT 1 0,0 0,0 0,0 0,0 14,5 0,0 14,1 0,0 0,0 14,4 0,0 324 + + + PD
H16 - + + + + CS 1 0,0 0,0 0,0 0,0 15,6 0,0 14,7 0,0 0,0 15,7 0,0 33,7 + + + PD
H20 + + + + + CT 1 0,0 0,0 0,0 0,0 14,7 0,0 14,4 0,0 0,0 14,7 0,0 33,0 + + + PA
H22 + + + + + CS 1 0,0 0,0 0,0 0,0 15,3 0,0 14,6 0,0 0,0 15,5 0,0 33,3 + + + PA
H2 + + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,4 0,0 0,0 16,4 0,0 32,6 + + + PA
H6 + + + + + CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,3 0,0 0,0 16,0 0,0 31,8 + + + PA
H8 + + + + + CS 1 0,0 0,0 0,0 0,0 16,5 0,0 15,6 0,0 0,0 16,3 0,0 32,3 + + + PA
H9 + + + + + CT 1 0,0 0,0 0,0 0,0 14,9 0,0 14,5 0,0 0,0 14,9 0,0 32,7 + + + PA
H13 + + + + + CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,4 0,0 0,0 15,1 0,0 32,5 + + + PA
H17 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,5 0,0 0,0 14,7 0,0 32,7 + + + PA
H19 + + + + + CS 1 0,0 0,0 0,0 0,0 13,6 0,0 13,1 0,0 0,0 13,6 0,0 32,8 + + + PA
H23 + + + + + CT 1 0,0 0,0 0,0 0,0 14,8 0,0 14,4 0,0 0,0 15,0 0,0 32,3 + + + PA
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Laboratory

Aerobic mesophilic flora: 3,3.108 CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Reference =T - Confirmation : :
- Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) GeneDisc® TOP7 on colonies _ .
ample . Number , Vir. PCR L Final | Agreement
SOHIS TOPTPCR | TOP7on | oo optacar Media | ot tested 045- | stx1/ | vir. | * 1 vir | 045 colony | Confirmation | oo i
13136 result IMS beads STECg CT-RMAC tested loni 0103 | 0111 | O145 | 0157 | 026 0121 52 | Of 1'1 0145- 026 0103 IC fi Iy result
result colonies stx 0157 - ina
0121 result
I - - - - CT 1 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,2 - NA
13 - - - - CS 2 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 311 NA
15 - - - - - CT 7 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 33,5 - - NA
112 - - + + + CT 1 0,0 0,0 0,0 0,0 16,4 0,0 16,1 0,0 0,0 16,2 0,0 32,8 + + NA
115 - - + - - CT 5 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,7 NA
18 _ ) N . ) CT 5 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 31,8 - " NA
CS 1 0,0 0,0 0,0 0,0 17,7 0,0 16,6 0,0 0,0 18,4 0,0 32,9 +
121 - - + - - CT 3 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 39,7 0,0 314 NA
124 + - + - - CT 5 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,0 - - - ND
14 + + + + + CT 1 0,0 0,0 0,0 0,0 16,4 0,0 15,4 0,0 0,0 16,5 0,0 33,6 + + + PA
17 + + + + + CT 1 0,0 0,0 0,0 0,0 16,7 0,0 15,9 0,0 0,0 16,3 0,0 32,2 + + + PA
110 - - - - - CT 5 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 0,0 32,0 - - - NA
111 + + + + + CT 1 0,0 0,0 0,0 0,0 15,5 0,0 14,7 0,0 0,0 16,6 0,0 32,5 + + + PA
114 + + + + + CT 1 0,0 0,0 0,0 0,0 15,4 0,0 15,4 0,0 0,0 15,4 0,0 32,8 + + + PA
116 - + + + + CT 1 0,0 0,0 0,0 0,0 15,5 0,0 15,2 0,0 0,0 16,0 0,0 32,2 + + + PD
120 + + + + + CT 1 0,0 0,0 0,0 0,0 14,6 0,0 14,4 0,0 0,0 15,0 0,0 31,6 + + + PA
122 - + + + + CT 1 0,0 0,0 0,0 0,0 16,3 0,0 15,6 0,0 0,0 15,9 0,0 31,7 + + + PD
12 + + + + + CT 1 0,0 0,0 26,6 0,0 15,8 0,0 16,3 0,0 0,0 16,5 0,0 324 + + + PA
16 + + + + + CT 1 27,3 0,0 0,0 0,0 16,5 0,0 15,3 0,0 0,0 16,7 0,0 32,8 + + + PA
I8 + + + + + CT 1 0,0 0,0 0,0 0,0 16,2 0,0 15,9 0,0 0,0 15,9 0,0 31,9 + + + PA
19 + + + + + CT 1 0,0 0,0 0,0 0,0 16,4 0,0 16,1 0,0 0,0 16,6 0,0 31,8 + + + PA
113 + - + + + CT 1 37,5 0,0 0,0 0,0 14,9 0,0 14,9 0,0 0,0 15,0 0,0 31,5 + + ND
17 + + + + + CT 1 0,0 0,0 0,0 0,0 15,2 0,0 14,8 0,0 0,0 15,5 0,0 32,0 + + + PA
119 + + + + + CT 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,8 0,0 31,6 + + + PA
123 + + + + + CT 1 0,0 0,0 0,0 0,0 15,6 0,0 15,2 0,0 0,0 15,6 0,0 31,8 + + + PA
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Laboratory J (ADRIA)
Aerobic mesophilic flora: 9,2.10¢ CFU/g

Pall Genedisc Technologies

Alternative Method - GeneDisc® Plate
Confirmation
Reference = : : :
N"Sampl Method | GeneDisc® GeneDisc® Characteristic colonies (+/-) Number GeneDisc® TOP7 on colonies = T e |-
ISO/TS | TOP7 PCR | TOP7 on Media . Vir. , : Confirmation
13136° | result | IMS beads | CTROMAGA" | o oMac | tested | OT1Sd | 5103 | 0111 | o145 | o157 | 026 | 945 | XTI Vin gy | VIR 04510 colony T | result
STEC colonies 0121 stx2 | O111 026 | 0103- final
result 0157
0121 result
J1 - - - - NA
J3 - - st - NA
J5 - - - - NA
J12 - - st - NA
J15 - - - - NA
J18 - - st - NA
J21 - - - - NA
J24 - - - - - - - NA
J4 + + + +p +p CS 1 0,0 0,0 0,0 0,0 15,6 0,0 15,3 0,0 0,0 16,2 0,0 31,7 + + + PA
J7 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,5 0,0 0,0 15,3 0,0 31,5 + + + PA
J10 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,6 0,0 14,6 0,0 0,0 15,3 0,0 32,6 + + + PA
J11 + - - - - - - ND
J14 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,9 0,0 14,4 0,0 0,0 14,4 0,0 31,8 + + + PA
J16 + + + +p +p CS 1 0,0 0,0 0,0 0,0 15,1 0,0 14,5 0,0 0,0 15,1 0,0 32,6 + + + PA
J20 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,7 0,0 14,4 0,0 0,0 15,0 0,0 32,3 + + + PA
J22 + - - st - - - ND
J2 + + + +p +p CS 1 0,0 0,0 0,0 0,0 15,7 0,0 15,2 0,0 0,0 15,8 0,0 32,1 + + + PA
J6 + + + +p +p CS 1 0,0 0,0 0,0 0,0 15,6 0,0 15,2 0,0 0,0 16,1 0,0 32,3 + + + PA
J8 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,8 0,0 14,8 0,0 0,0 15,2 0,0 31,8 + + + PA
J9 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,5 0,0 14,6 0,0 0,0 14,9 0,0 31,5 + + + PA
J13 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,3 0,0 13,9 0,0 0,0 14,5 0,0 32,9 + + + PA
J17 + + + +p +p CS 1 0,0 0,0 0,0 0,0 14,9 0,0 14,7 0,0 0,0 15,4 0,0 31,9 + + + PA
J19 + + + +p +p CS 1 0,0 0,0 0,0 0,0 13,6 0,0 13,5 0,0 0,0 13,5 0,0 32,2 + + + PA
J23 + + + +p +p CS 1 0,0 0,0 0,0 0,0 13,6 0,0 13,2 0,0 0,0 13,9 0,0 32,1 + + + PA
* Analyses performed according to the COFRAC accreditation
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