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The modifications are highlighted.

Quality Assurance documents related to this study can be consulted upon request from

bioMérieux.

The technical protocol and the result interpretation were carried out according to the EN ISO
16140-2:2016 and the AFNOR technical rules (PR Revision 7).

Validation protocols

Reference methods

Alternative method

Scope

Certification organism

EN ISO 16140-1 (June 2016): Microbiology of the food
chain - Method validation - Part 1: Vocabulary

EN ISO 16140-2 (June 2016): Microbiology of the food
chain - Method validation - Part 2: Protocol for the
validation of alternative (proprietary) methods against a
reference method

AFNOR Technical Rules (PR Revision n° 7)

ISO 6579-1* (2017) - Microbiology of the food chain -
Horizontal method for the detection, enumeration and
serotyping of Salmonella spp. - Part 1: detection of
Salmonella spp.

ISO 6579-1/A1* (March 2020): Microbiology of the food
chain - Horizontal method for the detection, enumeration
and serotyping of Salmonella spp. - Part 1: detection of
Salmonella spp. Amendment 1: Broader range of
incubation temperatures, amendment to the status of
Annex D, and correction of the composition of MSRV
and SC

ISO/TR 6579-3 (October 2014) - Microbiology of the
food chain - Horizontal method for the detection,
enumeration and serotyping of Salmonella - Part 3:
guidelines for serotyping of Salmonella spp.

GENE-UP® S, Enteritidis & S. Typhimurium (SEST)

Pork and poultry meat products
Egg products

AFNOR Certification (http://nf-validation.afnor.org/)

+ Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope

available on www.cofrac.fr)
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INTRODUCTION

The GENE-UP® S. Enteritidis & S. Typhimurium (SEST) kit for Salmonella
Enteritidis and Salmonella Typhimurium detection was validated in February
2023 according to EN 1SO 16140-2 (2016) standard (certificate number BIO 12/44-
02/23) for pork and poultry meat products and egg products.

METHOD PROTOCOLS

2.1

2.1.1

ADRIA

Alternative method

The flow diagram of the alternative method is provided in Appendix 1.

Principle

The GENE-UP® S. Enteritidis & S. Typhimurium kit is to be used with the GENE-UP®
Thermocycler. The GENE-UP® SEST kit contains all the necessary components for
PCR, including sample-specific primers and probes and an internal amplification
control.

The GENE-UP® Thermocycler detects fluorescence at several wavelengths
(channels) to allow multitarget detection in the same reaction vessel. The fluorescent
signal of the S. Enteritidis and S. Typhimurium targets is recorded in channel 640,
while the fluorescent signal for an internal amplification control is recorded in channel
705. The software automatically interprets the results for both fluorescence channels
and determines the sample result based on the outcome of the control.

The assay for the targets and the internal amplification control utilizes dual
Fluorescence Resonance Energy Transfer (FRET) hybridization probes. These
probes consist of two different, short oligonucleotides that hybridize to an internal
sequence of the amplified fragment during the annealing phase of the reaction cycle.
The first probe for the sample assay is labelled at the 3' end with fluorescein; the
second probe is labelled at the 5' end with LC Red 640. FRET occurs only after the
two probes come in close proximity from hybridizing to the template DNA.

The resulting fluorescent signal from the FRET interaction, which forms a real-time
amplification curve, is how the amplified target is detected by the GENE-UP®
Thermocycler.

After amplification fluorescence detection is complete, the GENE-UP instrument can
perform a melt by increasing the temperature such that the sample DNA strands begin
to melt. As the DNA strands melt, the observed fluorescence of the target DNA
decreases at a rate that is characteristic for a particular DNA sequence, such that
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genotyping can occur. Melt peaks are generated by taking the negative derivative of
fluorescence against temperature. At the end of the PCR program, the PCR products
are melted to determine the presence of the DNA target.

The software uses the melt peak and results are automatically interpreted to conclude
to a positive, a negative result or inhibited result as shown Table 1.

Software version 3.2 was used for this validation study.

Table 1 - Interpretation of the results

S. Enteritidis  S. Typhimurium Internal Amplification Control

(640 nm) (640 nm) (705 nm)
. N N Presence of S. Enteritidis (SE)
and S. Typhimurium (ST)
. N Presence of S. Enteritidis (SE)
and S. Typhimurium (ST)
+ - + Presence of S. Enteritidis (SE)
+ + Presence of S. Typhimurium (ST)
+ - - Presence of S. Enteritidis (SE)
+ - Presence of S. Typhimurium (ST)
+ Negative
Inhibition

2.1.2 Protocol

The different enrichment protocols available are summarized in Table 2.

Table 2 — Enrichment protocols

Primary enrichment

1 Raw pork and poultry meat 259 + 225 ml BPW
(according to ISO 6887 parts)
2 Egg products Incubation 18 - 26 h at 34-38°C

- Lysis step using the GENE-UP lysis kit on 20 yL enrichment (BPW)

- Real time PCR on 10 pL lysate using the GENE-UP S. Enteritidis &
S. Typhimurium (SEST) kit

- Cultural confirmation:
= By direct streaking of the primary enrichment broth onto XLD or ASAP. The
typical colonies are confirmed after subculture on non-selective agar plate

ADRIA 6/78 September 3, 2026
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using the Salmonella Sero-Quick ID kit-ABE / Ref 18350 or the tests
described in the 1ISO 6579-3.

= |n case of no typical colony present on the selective agar plates or negative
confirmation using the protocol described above: by running a sub-culture
in SX2 broth before streaking onto XLD or ASAP. The typical colonies are
confirmed after subculture on non-selective agar plate using the
Salmonella Sero-Quick ID kit-ABE / Ref 18350 or the tests described in the
ISO 6579-3.

It is possible to store the enrichment broths and the lysates for 72 h at 5°C + 3°C
before proceeding to lysis step, PCR and confirmation.

Restrictions

There is no restriction for use.

Reference method

The reference methods correspond to:

- The ISO 6579-1* (2017) - Microbiology of the food chain - Horizontal method for
the detection, enumeration and serotyping of Salmonella -- Part 1: detection of
Salmonella spp. (See Appendix 2)

- The ISO 6579-1/A1* (March 2020): Microbiology of the food chain - Horizontal
method for the detection, enumeration and serotyping of Salmonella spp. - Part 1:
detection of Salmonella spp. Amendment 1: Broader range of incubation
temperatures, amendment to the status of Annex D, and correction of the
composition of MSRV and SC

- The ISO/TR 6579-3 (October 2014) - Microbiology of the food chain -- Horizontal
method for the detection, enumeration and serotyping of Salmonella -- Part 3:
Guidelines for serotyping of Salmonella spp.

During the validation study, the serotyping for the reference method was
subcontracted to LABOCEA which has an agreement for the serotyping of Salmonella
spp.

The results of the reference method were interpreted combining the ISO 6579-1 and
ISO /TR 6579-3.

* Analysis performed according to the COFRAC accreditation
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2.3 Study design
The study is a paired study design as the reference and the alternative methods
have the same enrichment procedure for food samples.
3 METHOD COMPARISON STUDY
The method comparison study is a study performed by the expert laboratory to compare the
alternative method with the reference method.
The study was carried out on a diversity of samples and strains representative of agri-
food products. This does not constitute an exhaustive list of the different matrices
included in the scope.
For any comment on the alternative method, please contact AFNOR Certification at
http://nf-validation.afnor.org/contact-2/.
3.1 Sensitivity study
The sensitivity (SE) is the ability of the method to detect the analyte by either the reference or alternative
method.
3.1.1 Numberand nature of samples
135 samples were analysed. The distribution per tested category and type is given in
Table 3.
Table 3 - Distribution per tested category and type
. Positive samples Negative samples
Categories Total
SEST SE ST SEST
15 9 6 7 22
13 5 8 9 22
1 | Meat products
13 6 7 8 21
41 20 21 24 65
1" 6 5 1 22
) | E duct 15 8 7 9 24
roducts
ap 15 7 8 9 24
41 21 20 29 70
ALL CATEGORIES 82 41 41 54 135

SE: Salmonella Enteritidis ST: Salmonella Typhimurium
SEST: Salmonella Enteritidis and Salmonella Typhimurium

ADRIA
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3.1.2 Artificial contamination of samples

Artificial contaminations were done by seeding or spiking protocol. The artificial
contaminations are presented in Appendix 3.

122 samples were artificially contaminated, 16 of them were inoculated with two
Salmonella strains (S. Enteritidis or S. Typhimurium co-inoculated with another
Salmonella spp. strain), 82 gave a positive result. No naturally contaminated sample
with one of the serotypes (SE or ST) was tested during this study. 75.6 % of the
positive samples were contaminated below 3 CFU (spiking protocol) and 5 CFU
(seeding protocol), 11.0 % were contaminated between 3 and 10 CFU (seeding
protocol). 11 samples were inoculated between 10 and 30 CFU, this concerns shell
eggs which required a higher inoculation level to obtain positive results.

The repartition of the positive samples per inoculation protocol and inoculation level
is given in Table 4.

Table 4 - Repartition of the positive samples
per inoculation protocol and inoculation level

ontaminated

Category Natur.ally Seeding protocol Spiking protocol
contaminated <3CFU 3<x< | 10<x<30 <5CFU 5<x< | 10<x<30
B 10CFU | CFU |~ 10CFU | CFU
All categories 0 45 9 11 17 0 0 82
% 0,0% 549% | 11,0% | 13,4% | 20.7% 0,0% 0,0% | 100,0%

0 % of the samples were naturally contaminated.

3.1.3 Protocols applied during the validation study

> Incubation time

The minimum incubation time was applied: 18 h at 34-38°C

> Confirmations

During the validation, the confirmation was carried on as described in Table 5.

ADRIA 9/78 September 3, 2026
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Table 5 — Confirmation tests applied during the validation

Food samples

SX2-6h SX2-24h
Selective Direct streakin For PCR positive samples For PCR negative results
q . . .
agar confirmed negative (for all the samples during the
plates by direct streaking validation study)
ss| Tests according s Tests according S| Tests according
to the ISO 6579-3 to the ISO 6579-3 to the ISO 6579-3
XLD X / X X X X
ASAP X X X X X X

X*: if the results are not obtained from the direct streaking

During the validation study, the typical colonies were also confirmed by the serological
tests according to the ISO 6579-3. This test was applied on ASAP selective agar
plates.

> Enrichment broths and lysates storage for 72h at 5 + 3°C

The positive and discordant samples were tested a second time after storage of the
enrichment broths and lyastes for 72 h at 5°C £ 3°C (PCR and confirmatory tests).

3.1.4 Testresults

Raw data per category are given in Appendix 4. The results are given in Table 6.

Table 6 — Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method results)

Category PA  NA* PD ND* PPND PPNA Total |
1 | Pork and poultry meat products 36 24 4 1 0 0 65
2 | Egg products 39 29 2 0 0 0 70
All categories 75 53 6 1 0 0 135
* PPNA not included ** PPND not included

3.1.5 Calculation of relative trueness (RT), sensitivity (SE) and false positive ratio
(FPR)

The calculations are presented in Table 7.

ADRIA 10/78 September 3, 2026
Summary report (Version 2)
GENE-UP SEST



bioMérieux

Table 7 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR)

Categories ND** PPND PPNA SEat%  SEri%

a | Raw poultry 13 7 1 1 0 0 93,3 93,3 90,9 0,0

1 Meat b | Raw pork meat 11 2 0 0 0 100,0 84,6 90,9 0,0

products | ¢ | Delicatessen, Ready-to-eat 12 1 0 0 0 100,0 92.3 95.2 0.0

Total 36 24 4 1 0 0 97,6 90.2 92.3 0.0

a | Shell eggs 11 11 0 0 0 0 100,0 100,0 100,0 0,0

) Egg b | Egg powders 15 0 0 0 0 100,0 100,0 100,0 0,0

products | ¢ | Liquid egg products 13 2 0 0 0 100,0 86,7 91,7 0,0

Total 39 29 2 0 0 0 100,0 95,1 97,1 0,0

ALL CATEGORIES 75 53 6 1 0 0 98,8 92.7 94.8 0.0

* PPNA not included ** PPND not included
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Sensitivity for the SE = (PA+PD) «100% 98.8 Y

alternative method ““ " (PA+ ND + PD) o

Sensitivity for the _ (PA+ND) 0 .

reference method SErer = (PA+ND +PD) 100% 92.1%
PA+ NA

Relative trueness RT = PATND 1609, 94.8%

False positive ratio for the (FP)

alternative method* FPR = NA 100% 0.0%

FP = PPNA + PPND

bioMérieux

A summary of the results is given in Table 8.

Table 8 - Summary of results

With ND = ND + PPND
NA = NA + PPNA

Analysis of discordant results

The negative deviations are given in Table 9 and the positive deviations in Table 10.
Only one negative deviation was observed combining the two tested categories, this
concerns sample n°529 (turkey meat, artificially contaminated with S. Enteritidis
Ad2524). A negative PCR result was obtained with the GENE-UP® S. Enteritidis & S.
Typhimurium (SEST) kit. The presence of Salmonella Enteritidis was confirmed in the
enrichment broth only after applying a subculture in SX2 before streaking onto
selective agar plates. The DNA extract was tested twice again, and positive PCR
results were obtained.

Note that for this sample, the PCR tests performed on BPW and Lysate stored for
72 h at 5°C £ 3°C were positive.

Six samples gave positive deviations (n°1997, n°2000, n°2001, n°2004, n°2009,
n°2012). All these samples were co-inoculated with 2 strains: 2 samples with
S. Enteritidis + Salmonella spp. and 4 samples with S. Typhimurium + Salmonella

spp..
There was no sample in negative agreement confirmed positive.
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Table 9 - Negative deviations

00 P® : adis & D

A ; 0 o ke BPW 18h 34-38°C
= - Inoculation - PCR result Con_ﬁr- Final result Agreement S
. mation GENE-UP
Straif e TM(°C) | TM(°C) | TM(°C) | Final | SEST 18h ST
CFUlsamgle CpSE | CpST | Cplc | gt e | resit | finalresut|  SEST SEST
Poult S. 00/ | 00/ | 3299 | 0,0 00/ | 61,79 Ny
529 meatry Enteritidis 16 + + 00/ | 00/ | 327/ | 66,7 0,0/ 62,2/ | +SE/ + : ND 1
Ad2594 1509 | 00 | 3258 | 67,12 0,0 6223 | +SE

Table 10 - Positive deviations

Alternative method:
GENE-UP® S. Enteritidis & S. Typhimurium (SEST) kit

Artificial contaminations

- Globa sosers- BPW 18h 34-38°(F:' —
roauc esu Inal resu

Mean SEST
O g |SEREIE | es | |, | |
2000 | Raw pork meat f;ygr‘gggzg'y“ﬁ 18/3,0 . (Sgé"g”i’;%ig;’e"ey +STH+ST + . PD 1 b
2001 | Raw pork meat f;ygr‘gggzg;“‘é? 18130 . fgé"g”i’é%iﬁ;’e"ey +STIST/ST + . PD 1| b
T el G IR W L I A I e - R
2y | FONK e s gy 08128 |+ I GEerave) | S , . e R
e ooy (STt | [y (s | | . | o [ m | ]

* Analyses performed according to the COFRAC accreditation
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The analyses of discordant results according to the EN ISO 16140-2:2016 is the
following (See Table 11):

Table 11 - Analyses of discordant results

PAIRED STUDY
. " (ND + PPND) (ND + PPND)
Categories N+ ND** PPND PD +PD AL _PD AL
a | Raw poultry 15 1 0 1 2 0
M b | Raw pork meat 13 1 0 0 2 2 2
1 eat Delicatessen
products | ¢ Ready-to-eat 13 0 0 1 1 1
Total | 41 1 0 4 5 6 -3 g
a | Shell eggs 11 0 0 0 0 0
Eqg b | Egg powders 15 | 0 0 0 0 0
2| products | ¢ | -auid egg 50 0 |2 0 0
products
Total | 41 0 0 2 2 6 -2 3
ALL CATEGORIES 82 | 1 0 6 7 8 -5 4
* PPNA not included ** PPND not included

The observed values for ND + PPND - PD and ND + PPND + PD meet the
acceptability limit for each individual category and for the two combined

categories (calculated values < AL).

3.1.7 Enrichment broth and lysate storage at5 + 3°C for 72 h

The following changes were observed (See Table 12). For sample 1997, the PCR
was positive for SE, but it was impossible to recover the strain from the enrichment
broth, only the Salmonella Infantis was present on the selective agar plates whatever
the confirmation protocol applied, direct streaking or after subculture in SX2 broth.

ADRIA 14/78 September 3, 2026
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Table 12 - Enrichment broth storage and lysate storage

e After storage Agreement
Artificial
Product =TS GENE-g5P7:58T/ISO Category | Type
Confirmation Bef Aft gory 1yp
Strain(s) clore o
storage | storage
529 | Turkeymeat | ° eS| 4 sE | +E + ND | PA : a
Oraanic S. Enteritidis
1997 chickgn meat Ad2525+S. | +SE | +SE - PD PPNA 1 a
Infantis 937

The analyses of discordant results become (See Tables 13 and 14).

Table 13 - Analysis of discordant results
after lysate storage for 72 h at 5°C * 3°C

PAIRED STUDY
N+ ND** PPND PD (ND+PPND)+PD AL (ND+PPND)-PD AL
a | Raw poultry 14 1 0 0 0 0 0
b | Raw pork meat 13 0 0 2 2 -2
1 Meat Delicatessen, Ready-to-
products | ¢ cat ’ 131 0 0 1 1 -1
Total| 40 | 0 0 3 3 6 -3 3
a | Shell eggs 1M1 0 0 0 0 0
9 Egg b | Egg powders 15 0 0 0 0 0
products | ¢ | Liquid egg products 151 0 0 2 2 -2
Total | 41 | 0 0 2 2 6 -2 3
ALL CATEGORIES 81 | 0 0 5 g 8 -5 4

Table 14 - Analysis of discordant results
after BPW storage for 72 h at 5 °C * 3°C

PAIRED STUDY
Categories N+ \ ND* PPND PD (ND+PPND)+PD AL (ND+PPND)-PD AL
a | Raw poultry 14 | 0 0 0 0 0
b | Raw pork meat 3] 0 0 2 2 2
1 Weat Delicatessen, Ready-
products | ¢ : 131 0 0 1 1 1
to-eat
Total | 40 | 0 0 3 3 6 -3 3
a | Shell eggs 11 0 0 0 0 0
9 Egg b | Egg powders 15 0 0 0 0 0
products | ¢ | Liquid egg products 15| 0 0 2 2 -2
Total | 41 | 0 0 2 2 6 -2 3
ALL CATEGORIES 81 0 0 5 5 8 -5 4

** PPND not included

ADRIA 15/78 September 3, 2026
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The observed values for ND + PPND - PD and ND + PPND + PD meet the
acceptability limit for each individual category and for the two combined
categories (calculated values < AL).

Confirmation

Two protocols were tested during the validation study:

Direct streaking of the primary enrichment broth onto XLD or ASAP. The typical
colonies were confirmed after subculture on non-selective agar plate using the
Salmonella Sero-Quick ID kit-ABE / Ref 18350 or the tests described in the ISO
6579-3.

Sub-culture in SX2 broth before streaking onto XLD or ASAP. The typical colonies
were confirmed after subculture on non-selective agar plate using the Salmonella
Sero-Quick ID kit-ABE / Ref 18350 or the tests described in the ISO 6579-3.

For the direct streaking protocol, all samples gave positive confirmation results except
17 samples for which more difficulties were encountered to confirm the positive SEST
PCR test:

For 4 samples (106, 624, 1998 and 2012), it was not possible to recover the strain
onto XLD plate while positive result was obtained onto ASAP plates.

For 4 samples (8085, 65, 2000 and 2011), it was not possible to recover the strain
onto ASAP plate while positive result was obtained onto XLD plates.

For 7 samples (8081, 8086, 8089, 61, 63, 1997 and 2009) it was not possible to
recover the strain with the two agar plates (XLD and ASAP). The subculture in SX2
for 6h at 41,5°C allowed to recover the strain for 5 of these samples (8081, 8086,
8089, 61 and 63). It was necessary to extend the SX2 subculture incubation up to
24h to obtain a confirmation positive result for 2 samples (1997 and 2009).

For 1 sample (2004, contaminated with two strains, S. Typhimurium 193 +
S. London 326), the S. Typhimurium strain was recovered only after the BPW
storage for 72h, thanks to the SX2 subculture 24h at 41.5°C.

A summary of these results is given Table 15.
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Table 15 — Samples with confirmation difficulties

GENE-UP® S. Enteritidis & S. Typhimurium (SEST)

bioMérieux

Artificial Confirmation
. Direct streaking SX2
Product contamination PCR .
result XLD ASAP 6 24h Final
XLD ASAP XLD ASAP result
Strain(s) Ssl ISO 6579-3 Ssl ISO 6579-3 Ssl ISO 6579-3 Ssl ISO 6579-3 | SSI|ISO 6579-3 SSl ISO 6579-3
S. Enteritidis .
8081 | Raw duck meat Ad2539 +SE / / - / S. Enteritidis / SE
8085 Raw chicken filet meat | »-="10" +SE _ / / S. Enteritdis / SE
8086 | Raw pork meat S. Enteritidis 2532 +SE / / / / S. Enteritidis / SE
S. Enteritidis .
8089 | Raw pork meat Ad2523 +SE / / / / S. Enteritidis / SE
S. Typhimurium -
61 | Raw duck meat A00C003 +ST / / / / S. Typhimurium / ST
S. Typhimurium oo
63 | Raw poultry meat A00C003 +ST S. Typhimurium ST
65 | Raw chicken meat iagghlmurlum +ST S. Typhimurium / ST
106 | Chipolatas S. Enteritidis Ad926 | +SE S. Enteritidis S. Enteritidis / ST
S. Enteritidis
624 | Raw duck meat Ad2294 +SE
S. Enteritidis
1997 | Organic chicken meat | Ad2525 + S. +SE x5 x5
Infantis 937
S. Typhimurium
1998 | Raw poultry meat Ad913 + S. Infantis +ST ST
937
S. Typhimurium 193
2000 | Raw pork meat + S. Bredeney 464 +ST Salmonella spp. | S. Bredeney ST
S. Typhimurium 193 |  +ST/
2001 | Raw pork meat + S. Bredeney 464 | +ST/+ST SS+ST
I S. London
2004 | Smoked garlic sausage ?STyIP:r:Z]::gQJ 9 +ST - x5 / Salmonella spp.| (SEST-x 20 x5 x5 x5 ST
' col)
2009 | Egg yolk powder g E?;rt'it;dézgw ¥ +SE x5 / x5 / x5 x5 SE
2011 | Whole egg powder 2 E?;i?gdé%$57 ¥ +SE x5 / SE
S. Typhimurium
2012 | Whole egg powder Ad1484 +ST x5 / ST
+ S. Infantis 937
SE: S. Enteritidis
ST: S. Typhimurium
SS: Salmonella spp.
ADRIA 17178 September 3, 2026

Summary report (Version 2)
GENE-UP SEST



bioMérieux

For two samples inoculated with Salmonella Typhimurium serotype (n°582 and 2001),
the flagellar phases could not be identified during serotyping. It was concluded that
the strains were identified as an aphasic or monophasic variant of S. Typhimurium
(see Table 16).

For sample 2001, it was also the case when using the SSI test.

Table 16 — Serotyping of Salmonella Typhimurium strains

Artificial
Product contamination Method Plate ISO 6579-3 result SSl result
Strain(s)
Shell eggs Salmonella 1,4,[5],12: - : -
582 (Fresh free- | S. Typhimurium 472 | Reference | RVS-ASAP Typhimurium without /
range eggs) flagellar phase
Shell eggs Salmonella 1,4,[5],12: - : - Salmonella
582 (Fresh free- | S. Typhimurium 472 | Alternative ASAP Typhimurium without Tvohimuri
yphimurium
range eggs) flagellar phase
Raw pork S. Typhimurium 193 Salmonella 1,4,(5],12,i:1,2 :
2001 meat + Alternative ASAP Typhimurium without O4+/H:i-/H:2-
S. Bredeney 464 flagellar phase

3.1.9 PCR inhibition

349 DNA extracts were tested during this study. No inhibition was observed.

3.2 Relative level of detection

The relative level of detection is the level of detection at P = 0.50 (LODso) of the alternative (proprietary)
method divided by the level of detection at P = 0.50 (LODs) of the reference method.

The RLOD is defined as the ratio of the alternative and reference methods:

LOD
RLOD = Alt.
LODRef.

The relative detection level is the smallest number of culturable micro-organisms that can be detected
in the sample in 50% of occasions by the alternative and reference methods.

3.2.1 Experimental design

Two (matrix/strain) pairs were analyzed by the reference method and by the
alternative method (See Table 17):
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The following protocol was applied:

- A negative control: 5 samples,
- Alow contamination level providing fractional recovery data, with 20 replicates,
- A high contamination level, with 5 replicates.

A total plate count determination on each matrix was performed to estimate the total
microbial load on the day of analysis.

Table 17 - Defined (matrix/strain) pairs for the RLOD determination

Storage conditions
after inoculation

Raw pork S. Enteritidis 2532 Ham 48hat5°C+3°C

Category Matrix Strain inoculated Origin

Pork and poultry
meat products

Liquidegg | Co-inoculation S. Typhimurium | Liquid egg

product | Ad1484+ S. Mbandaka Ad914 | product 48hat5°C+3°C

2 | Egg products

3.2.2 Calculation and interpretation of the RLOD

The raw data are given in Appendix 5.

The RLOD calculations were performed using the Excel spreadsheet available at
http://standards.iso.org/iso/16140 - RLOD (clause 5-1-4-2 Calculation and
interpretation of RLOD) version 06.07.2015. The RLOD are given Table 18.

Table 18 — Presentation of RLOD before and after confirmation of the
alternative method results

b=In z-Test p-
(RLOD) statistic value

RLODL RLODU
Raw pork meat / S. Enteritidis 2532 1,5 11,000 | 0,420 | 2,383 | 0,000 0,434 0,000 | 1,000

Liquid egg product / S. Typhimurium
Ad1484 + S, Mbandaka Ad914 1,5 11,000 | 0,447 | 2,240 | 0,000 0,403 0,000 | 1,000

Combined results 1,5 | 1,000 | 0,555 | 1,802 | 0,000 0,294 0,000 | 1,000

The LODsg ¢ calculations according to Wilrich & Wilrich POD-LOD calculation program
- version 10, 2021-05-04 test are given in Table 19.

ADRIA 19/78 September 3, 2026
Summary report (Version 2)
GENE-UP SEST


http://standards.iso.org/iso/16140

bioMérieux
Table 19 - LODs results

Level of detection at 50% (CFU / test portion)
(Strain / matrix) pair according to Wilrich & Wilrich'
Reference method Alternative method

1 Raw pork / S. Enteritidis 2532 0,4 [0,2-0,8] 0,4 [0,2-0,8]
Liquid egg product / Co-inoculation
2 S. Typhimurium Ad1484+ S. Mbandaka Ad914 1,0[06-18] 1,0106-18]
Combined results 1,0 [0,5-1,1] 1,0 [0,5-1,1]
3.2.3 Conclusion
The RLOD values (using the confirmed alternative method results) meet the
acceptability limit of 1.5 for paired studies, for the two matrix/strain pairs tested.
The LODs, varies from 0,4 to 1,0 CFU/test portion for the reference method and
the alternative method.
3.3 Inclusivity / exclusivity
The inclusivity is the ability of the alternative method to detect the target analyte from a wide range of
strains. The exclusivity is the lack of interference from a relevant range of non-target strains of the
alternative method.
3.3.1 Test protocols

> Inclusivity

Salmonella strains cultures (26 Salmonella Typhimurium including monophasic, non-
motile and classical variants and 15 Salmonella Enteritidis) were performed in BHI
medium at 37°C. Dilutions were done in order to inoculate 10 to 100 cells/225 ml in
BPW. The enrichment broth was incubated for 18h at 34-38°C and tested with the
GENE-UP SEST method. The enrichment broths were streaked onto ASAP plates
and the colonies were confirmed using the SSI test.

T Wilrich, C., and P.-Th. Wilrich: Estimation of the POD function and the LOD of a qualitative
microbiological measurement method. AOAC International 92 (2009) 1763 - 1772.
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> Exclusivity

Salmonella spp. strains cultures (different from S. Enteritidis or S. Typhimurium
serotypes) were performed in BHI medium at 37°C. Dilutions were done in order to
inoculate 10 to 100 cells/225 ml in BPW. The enrichment broths were incubated for
18 h at 34 - 38°C and tested with the GENE-UP SEST method. The enrichment broths
were streaked onto ASAP plates. Non-salmonella strains cultures were performed in
BHI at 37°C. Dilutions were realised in order to inoculate 10° cells/ml BPW. The BPW
broths were then incubated 24 h at 37°C £ 1°C. The alternative method was then

performed.

Results

Raw data are given in Appendix 6.

> Inclusivity

The 26 target Salmonella Typhimurium including monophasic, non-motile and
classical variants and the 15 Salmonella Enteritidis tested gave positive PCR results
and typical colonies on ASAP plates. The SSI tests results performed on colonies
after purification step were in agreement with the serotype of the tested strains.

> Exclusivity

The 46 non-target strains belonging to Salmonella genus (27 strains from Group B
and 19 strains from Group D1 and D2) as well as the 10 non-target strains not
belonging to Salmonella genus gave negative PCR results except two strains:

- Salmonella Blegdam 2011LSAL04969
- Salmonella Moscow 1995LSAL05721

These two strains only differ by a change induced in the H antigens of S. Blegdam
during the genetic evolution of this strain (see Figure 1).

Previous studies (“Changes induced in the H antigens of Salmonella Blegdam” Bruner
DW, 1952) indicate that the lineage of Enteritidis began with Blegdam which
underwent loss mutations which led to Enteritidis and Moscow
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Figure 1: Genetic variation of S. Blegdam giving rise to serotypes Enteritidis,
Moscow

Salmonella Blegdam
amq

Loss mutation
v v

Salmonella Enteritidis Salmonella Moscow
gm 9.9

The SSI tests performed on the colonies from these two strains were negative for
Salmonella Enteritidis.

q INTER-LABORATORY STUDY

The inter-laboratory study is a study performed by multiple laboratories testing identical samples
at the same time, the results of which are used to estimate alternative-method performance
parameters.

4.1 Study organisation

> Collaborators number

Samples were sent to 11 collaborators; 2 collaborators were involved in the study for
five laboratories: Lab A, B, C, E and F.

> Matrix and strain used

A ground pork meat sample was contaminated by Salmonella Enteritidis 2532 isolated

from pork meat.

> Samples

Samples were prepared and inoculated on Monday 215t November 2022, as
described below:

- 24 blind coded samples (25 g) for detection of Salmonella Enteritidis and
Salmonella Typhimurium by the GENE-UP® S. Enteritidis and S. Typhimurium and
by the ISO 6579-1 (2017) reference method,
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1 sample (labelled “Sample for Total Count enumeration”) for aerobic mesophilic
flora enumeration by the ISO 4833-1 method,

1 kit for the serological confirmation tests: SALMONELLA ANTISERA SERO-
QUICK ID KIT (SSI)

1 water flask labelled “Temperature Control”.

1 probe which follows the temperature during shipping and sample storage.

> Inoculation

The targeted inoculation levels were the following:
- Level: 0 CFU/25 ml,

- Level 1: 1CFU/25 ml, inoculation level providing fractional positive recovery data,
- Level 2: 8 CFU/25 ml.

> Labelling and shipping

Blind coded samples were placed in isothermal UN3373 boxes, which contained
cooling blocks, and express-shipped to the different laboratories.

A temperature sensor was added to the package to register the temperature profiles
for samples during the transport, the package delivery and storage until analyses.

Samples were shipped in 24 h to 48 h to the involved laboratories. The temperature
conditions had to stay lower or equal to 8°C during transport, and between 0°C — 8°C
in the labs.

> Analyses

Collaborative study laboratories and the expert laboratory carried out the analyses on
Tuesday 22" November or Wednesday 23 November 2022 with the alternative and
reference methods.

Experimental parameters controls

Strain stability and background microflora stability

Strain stability was checked by inoculating the matrix at 1 CFU/g (detection) and
1.10® CFU/g (enumeration). Enumerations were performed for the high contamination
level and detection analyses were performed for the low contamination level after
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24 h, 48 h and 72 h storage at 3 £ 2°C. Triplicate samples were analysed. The aerobic
mesophilic flora was also enumerated; the results are given in Table 20.

Table 20 - Sample stability

Reference method (detection)‘ CFU/g (1.103 CFU/g) Aerobic

Sample | Sample | Sample mesophilic flora
1 2 3 (CFUIlq)
Day 0 + + + 590 860 770 9.0 x 102
Day 1 - - + 640 830 550 6.4 x 102
Day 2 + - - 640 480 580 1.3x 104
Day 3 + - + 660 630 550 1.6 x 104

An increase of the mesophilic flora was observed (9.0 x 102 to 1.6 x 10* CFU/g), during
storage at 3°C + 2°C for 72 h at 3 £ 2°C, which had no impact on the Salmonella
Enteritidis detection and enumeration.

42.2 Contamination levels

The contamination levels and the sample codification were the following (see
Table 21).

Table 21 - Contamination levels

Theoretical target True level  Lowlimit  High limit

Samples level (CFU/test (CFUltest  (CFUltest  (CFUltest
portion) portion) portion) portion)

4-7-9-13-16-18-19-24
25-26-31-37-38-42-46-47

1-2-8-11-12-17-21-22
28-32-34-35-41-43-44-48

3-5-6-10-14-15-20-23
27-29-30-33-36-39-40-45

4.2.3 Logistic conditions

Temperature conditions are given in Table 22.
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Table 22 - Sample temperatures at receipt

Temperature measured Receipt Analysis
Collaborators
By the probe (°C) | At receipt (°C) Date Time Date Time
AM 0,2 1,8 22/11/2022 | 10:00 AM | 22/11/2022 | 3:50 PM
A2 0,9 1,6 22/11/2022 | 10:00 AM | 23/11/2022 | 3:10 PM
B1 0,4 21 22/11/2022 | 10:30 AM | 22/11/2022 | 3:30 PM
B2 0,4 2,5 22/11/2022 | 10:30 AM | 22/11/2022 | 3:30 PM
c1 57 6,8 24/11/2022 | 11:00 AM | 24/11/2022 | 5:30 PM
C2 2,9 6,2 23/11/2022 | 03:00 PM |23/11/2022 | 5:30 PM
D 1,6 53 22/11/2022 | 09:00 AM | 22/11/2022 | 2:00 PM
E1 1,0 1,3 23/11/2022 | 10:00 AM | 23/11/2022 | 1:50 PM
E2 0,6 04 23/11/2022 | 10:00 AM | 23/11/2022 | 1:50 PM
F1 1,7 2,2 22/11/2022 | 10:30 AM | 22/11/2022 | 2:00 PM
F2 2,3 2,6 22/11/2022 | 10:30 AM | 22/11/2022 | 2:00 PM
G (ADRIA) 3,6 5.2 22/11/2022 | 12:00 AM | 23/11/2022 | 1:30 PM

No problems were encountered during the transport or receipt of samples for
10 collaborators. All the samples were delivered on time and in appropriate
conditions. All temperatures maintained during shipment and receipt were correct.
For one collaborator (C1), the samples arrived at day 3 (Thursday 24" November)
with correct temperature at receipt (6.8°C) which was confirmed by the temperature
probe (5.7°C).

4.3 Results analysis

The raw data are given in Appendix 7.

4.3.1 Expertlaboratory results

The results obtained by the expert laboratory are given in Table 23.

Table 23 — Results obtained by the expert Lab.

Reference method Alternative method

L0 0/8 0/8
L1 5/8 5/8
L2 8/8 8/8
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Fractional positive results were obtained for both the reference and the alternative
methods (62.5% positive results) for inoculation level L1.

4.3.2 Results observed by the collaborative laboratories

> Aerobic mesophilic flora enumeration

Depending on the Lab results, the enumeration levels varied from 1.0 x 102 CFU/g to
2.8 x 10* CFU/g.

> Salmonella Enteritidis and Salmonella Typhimurium detection

11 collaborators participated to the study. The results obtained are provided in
Table 24 (reference method) and Table 25 (alternative method).

Table 24 - Positive results by the reference method (ALL the collaborators)

Collaborator Contamination level \

A1
A2
B1
B2
C1
C2
D
E1
E2
F1
F2
Total
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L0

method (ALL the collaborators)

L1
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L2

PCR
result

Confirmation
result

Final
result

PCR
result

Confirmation
result

Final
result

PCR
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result
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Collaborator C1 performed the analyses after the limit fixed at Day2. It was decided
to keep the data from this collaborator as the temperature at receipt was correct and
the stability of the strain was demonstrated until Day 3.

According to the AFNOR technical rules, it is possible to include the results from a
collaborator with maximum one cross contamination at Level 0. For this study, this
rule was applied for collaborator B2. At level 0, this collaborator obtained 6 confirmed
positive samples with the reference method and 4 confirmed positive PCR results with
the alternative method. All these samples were confirmed by the SSI test as
Salmonella Enteritidis. This could be due to a cross contamination which occurred
prior to the RVS, MKTTn and SX2 enrichment step (transfer from BPW to RVS or
MKTTn or SX2). It was decided to not take into account these data for interpretation.

Results of the collaborators retained for interpretation

The results obtained with the 10 labs kept for interpretation are presented in Table 26
(reference method) and Table 27 (alternative method).
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Table 26 - Positive results by the reference method (Without collaborator B2)

Contamination level
Collaborators

L0 L1 L2
A1 0 5 8
A2 0 7 8
B1 0 5 8
C1 0 6 8
C2 0 6 8
D 0 6 8
E1 0 6 8
E2 0 6 8
F1 0 4 8
F2 0 7 8

TOTAL Po=0 P, =58 P,=80

Table 27 - Positive results (before and after confirmation)
by the alternative method (Without collaborator B2)

Contamination level

Collabo- LO L1 L2
rators PCR Confirmation|  Final PCR Confirmation|  Final PCR Confirmation Final
result result result result result result result result result
A1 0 0 0 5 5 5 8 8 8
A2 0 0 0 7 7 7 8 8 8
B1 0 0 0 5 5 5 8 8 8
C1 0 0 0 6 6 6 8 8 8
C2 0 0 0 6 6 6 8 8 8
D 0 0 0 6 6 6 8 8 8
E1 0 0 0 6 6 6 8 8 8
E2 0 0 0 6 6 6 8 8 8
F1 0 0 0 4 4 4 8 8 8
F2 0 0 0 7 7 7 8 8 8
TOTAL | Po=0 Co=0 CPo=0 P4 =58 C1=58 CP1=58 | P,=80 C,=80 CP, =80

4.4 Calculation and interpretation

4.4.1 Calculation of the specificity percentage (SP)

The Specificity percentage (SP) of the reference method and of the alternative
method, using the data after confirmation, based on the results of level LO are
presented in Table 28.
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Table 28 - Specificity percentage

o P,
Specificity for the SPyos = <1 — (_0>> x100% = 100 %
reference method N-

Iy = _CPO
Specificity for th = —( ) %=
pecificity forthe I N (1 N >x1°0 % 100 %

alternative method

N: number of all L0 tests
Py = total number of false-positive results obtained with the blank samples before confirmation
CPq = total number of false-positive results obtained with the blank samples

Calculation of the sensitivity of the alternative method (SE,,), the sensitivity
for the reference method (SE,.J), the relative trueness (RT) and the false
positive ratio for the alternative method (FPR)

Fractional positive results (72. 5 %) were obtained for the low inoculation level (L1.
The low inoculation level was retained for calculation.

A summary of the results of the collaborators retained for interpretation, obtained with
the reference and the alternative methods for Level 1 is provided in Table 29.

Table 29 - Summary of the obtained results with the reference method

and the alternative method for Level 1

Reference method Reference method
Response

positive (R+) negative (R-)
AUCTHETER GO Positive agreement (A+/R+) | Positive deviation (R-/A+)
positive (A+) PA =58 PD=0
PUCTHEINER G EG GRS Negative deviation (A-/R+) | Negative agreement (A-/R-)
negative (A-) ND =0 (PPND=0) NA =22 (PPNA= 0)
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Based on the data summarized in Table 29, the calculated values of the sensitivity of
the alternative and reference methods, as well as the relative trueness and false
positive ratio for the alternative method (taking account the confirmations) are
presented in Table 30.

Table 30 - Sensitivity, relative trueness and false positive ratio percentages

Level 1
Sensitivity for the alternative method SEat = % x100% = 100.0 %
igr e PA+ND
Sensitivity for the reference method SErer = m x 100% = 100.0 %
Relative trueness RT = (PA;NA) x100% = 100.0 %
False positive ratio for the alternative FPR="P % 100% = 0.0 %
method N i

Interpretation of data

> Discordant results

No negative deviation and no positive deviation were observed.

> Salmonella Typhimurium positive presumptive results

For eleven samples (from five collaborators), the PCR test gave positive result for
Salmonella Typhimurium target (with Cp and Tm values) (See Table 31) while the
confirmation tests confirmed the presence of Salmonella Enteritidis only.

The curves obtained for the samples concerned by the positive ST results are
provided in Appendix 8.

The false positive results observed for ST are due to an artefactual detection of a
melting peak upstream of an SE detection.

This phenomenon may occur in rare cases depending on the fluorescence (high
fluorescence of the SE test with falsely detected shoulder in the ST channel)

This phenomenon occurs only in case of high positive for SE with associated
peak, this case will never occur in case of negative sample.

New DNA extracts were carried out and tested again, negative results were obtained
for all the samples.
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Table 31 - Salmonella Typhimurium positive presumptive results

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit- PCR results

Collaborator Confirmation
CP ST CPIC [TMST Final result result
value value | value

1111 2113/ | 21,113/ | 21,45/ | 52,63/ | 61,68/ | 61,26/ +SE+ST/ +SE
0,00 | 23,82* | 23,90* | 0,00 | 6547* | 64,63 +SE*
B 10 22,78/ | 22,78/ | 22,89/ | 54,27/ | 62,85/ | 61,96/ +SE+ST/ +SE
9 0,00 | 23,65* | 23,71* | 0,00 | 6548* | 6549 +SE*
20 20,01/ | 20,01/ | 20,21/ | 55,36/ | 63,37/ | 58,74/ +SE+ST/ +SE
0,00 | 22,95* | 23,01* | 0,00 | 6543* | 6544* +SE*
22,73/ | 22,73/ | 32,67/ | 56,45/ | 63,88/ | 63,71/ +SE+ST/
B2 2|48 | 000r | 2550° | 2550" | 00° | 6566" | 6490 | +SE* +SE
23,70/ | 23,70/ 57,71/ | 65,74/ +SE+ST/
D 11| 000% | 23,024 | 23,79 | 0,00% | 6530* | 68,74 +SE*/ +SE
0,00 | 22,79* 0,00* | 65,48* +SE*
1 22,78/ | 22,78/ | 2397/ | 56,95/ | 6511/ | 65,11/ +SE+ST/ +SE
1 0,00 | 22,90* | 23,96* | 0,00 | 6509* | 64,93 +SE*
17 23,07/ | 23,07/ | 23,28/ | 57,77/ | 6541/ | 63,92/ +SE+ST/ +SE
0,00 | 22,74* | 23,95* | 0,00* | 64,98* | 64,83 +SE*
E1 3 22,721 | 22,72/ | 2363/ | 57,22/ | 6511/ | 63,48/ +SE+ST/ +SE
0,00 | 2343 | 23,51* | 0,00 | 6538* | 64,51 +SE*
2| 6 22,06/ | 22,06/ | 22,94/ | 56,67/ | 65,04/ | 65,04/ +SE+ST/ +SE
0,00 | 2246* | 23,00 | 0,00* | 6521* | 6511* +SE*
15 2214/ | 2214/ | 22,79/ | 57,77/ | 65,2/ 63,40/ +SE+ST/ +SE
0,00 | 21,53* | 22,71* | 0,00 | 64,62* | 64,46 +SE*
23,78/ | 23,78/ 241/ | 55,57/ | 6512/ | 65,16/ +SE+ST/
F1 2 | 23 0,00% | 23,43* | 23,46% | 0,00% | 65,48* | 64,08% +SE*/ +SE
0,00% | 21,87*/ | 21,92% | 0,00 | 64,57*/ | 63,75% +SE*/
0,00* | 21,80 | 21,87* | 0,00* | 64,71* | 63,19 +SE*
*New DNA extract

> Interpretation

For a paired study design, the difference between (ND — PD) and the addition (ND
+ PD) are calculated for the level(s) where fractional recovery is obtained (so L1 and
possibly L»). The observed value found for (ND — PD) and (ND + PD) shall not be
higher than the AL.

For 10 collaborators, the limits are the following:

Calculated values AL Conclusion ‘
ND-PD 0 3 ND-PD< AL
ND +PD 0 4 ND+PD< AL

The EN ISO 16140-2:2016 requirements are fulfilled as (ND - PD) and (ND + PD)
meet the AL.
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Evaluation of the LOD ., LOD 4, and RLOD between laboratories

The RLOD was calculated using the EN ISO 16140-2:2016 Excel spreadsheet
available at https://standards.iso.org/iso/16140/-5/ed-1/en/RLOD inter-lab-
study 16140-2 AnnexF ver1 28-06-2017.xls. The results are used only for
information (see Table 32).

Table 32 - LOD 5%, LOD 95% and RLOD

Method LOD 50% LOD 95%
Reference 0.5[0.4-0.8] 2.1[1.6-2.8]
Alternative 0.5[0.4-0.8] 2.1[1.6-2.8]

1.0[0.7-14]

CONCLUSION

ADRIA

The method comparison study conclusions are:

In the sensitivity study, 2 categories were tested: pork and poultry meat products and
egg products. The protocol of the alternative method shows 5 positive deviations (PD)
and 1 negative deviation (ND) for the two combined categories. The ND + PPND - PD
and ND + PPND + PD meet the acceptability limits (AL) whatever the categories, and
as well for the two tested categories.

It is possible to store the primary enrichment broth and the lysates for 72 h at 5 £ 3°C.

The Relative Levels of Detection (RLOD) meet the AL fixed at 1.5 for the paired data
study whatever the matrix/strain pairs.

The inclusivity and exclusivity testing gave the expected results for the 46 target
strains and the 56 non-target strains except for two non-target strains (S. Blegdam
and S. Moscow) which gave positive PCR and SSI tests (S. Enteritidis). These two
strains are closed to S. Enteritidis as they only differ by a change induced in the H
antigens of S. Blegdam during the genetic evolution of this strain, the SSI tests
concluded to negative confirmation results for Salmonella Enteritidis.

The alternative method fulfils all the EN ISO 16140-2:2016 and AFNOR technical
rules (PR revision 7).
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The inter-laboratory study conclusions are:

These data and interpretations comply with the EN ISO 16140-2:2016
requirements. The GENE-UP® S. Enteritidis & S. Typhimurium kit is
considered equivalent to the ISO standard method.

Quimper, 03 September 2026

Lizaig GOUGUET Astrid CARIOU
Manager .

Method performance for
A

(-ff. { —

Study Engineer -

Met e in food microbiology 4 ._'r_%_rf’-t_)'ro.'qu

| hereby attest to the validation of the results of the | hereby attest to the validation of the verification of the
analyses carried out under the COFRAC accreditation, conformity of the report (opinion and interpretation).
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GENE-UP® S. Enteritidis & S. Typhimurium (SEST)
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Pork and poultry meat products
Egg products

25 g sample

1/10 dilution in Buffered Peptone Water (BPW)
\J
\ Incubation for 18 - 26 h at 34 -38°C

Storage enrichment broth
for72hatb +3°C v
> GENE UP extraction
(on 20 pl enriched sample)——
\’

Storage lysate
for72hat5+3°C

GENE UP SEST PCR test (10 pl lysate)

l

Confirmatory tests:

Streaking 10 pl onto selective agar plates (XLD or ASAP)
\2

Subculture on a non-selective agar plate

In case of negative confirmation using the direct streaking protocol:

Subculture in SX2 broth (0.5 ml + 10 ml) for 6 h and 24 h at 41.5°C + 1°C
\2

Confirmation of the typical colonies by serological tests

(Salmonella Sero-Quick 1D kit-ABE / Ref 18350 or tests described in the 1SO 6579-3)
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Appendix 2 — Flow diagram of the reference methods
ISO 6579-1 (February 2017): Microbiology of the food chain - Horizontal method for the
detection, enumeration and serotyping of Salmonella spp. - Part 1: detection of Salmonella spp.
ISO 6579-1/A1 (March 2020): Microbiology of the food chain - Horizontal method for the
detection, enumeration and serotyping of Salmonella spp. - Part 1: detection of Salmonella spp.
Amendment 1: Broader range of incubation temperatures, amendment to the status of Annex D,
and correction of the composition of MSRV and SC

25 g of sample + 225 ml BPW

or specific enrichment according to ISO 6887 parts (1, 2 and 4)
1 swab + 10 ml BPW?
1 sponge + 100 ml BPW
1 wipe + 225 ml BPW according to ISO 18593

Incubation
/ 18h+2hat34-38°C \
0.1 ml BPW + 10 ml RVS 1 ml BPW + 10 ml MKTTn
Incubation 24 h+ 3 h at41.5°C + 1°C Incubation 24 h + 3 h at 34-38°C
if negative or doubtful result
incubate for additional 24 h
Incubation 48 h + 3 h at 41.5°C + 1°C Incubation 48 h + 3 h at 34-38°C
for low moisture dairy products for low moisture dairy products
and cheeses and cheeses

Y e

Streak on XLD and Chromogenic Agar

Incubation for 24 h £ 3 h at 34-38°C for XLD
24 h £ 3 h following the recommendation of the manufacturer

v

Test one characteristic colony
(Take 4 other colonies if the first one is negative)

Non-selective agar plate
Incubation for 24 h + 3 h at 34 - 38°C

| »  Biochemical test Serological test 3

T Resut a—

2 For sampling after cleaning process premoisten
- 1 swab + 1 ml broth universal neutralizing (+ 9 ml BPW)
- 1 sponge + 10 ml broth universal neutralizing (+ 90 ml BPW)
- 1 wipe + BPW + 10 % neutralizing agent (+ 225 ml BPW)
3 During the validation study the serotyping was subcontracted to LABOCEA according to the ISO/TR

6579-3)
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ISO/TR 6579-3 (October 2014) - Microbiology of the food chain -
Horizontal method for the detection, enumeration and serotyping of Salmonella - Part 3:

guidelines for serotyping of Salmonella spp.

Suspect colony
Culture on non-selective agar plate

Biochemical confirmation

Agglutination with NaCl 0.85 - 3.5 %

- (smooth strain)

Agglutination with
polyvalent serums

+ (rough strains)

Agglutination on slide
non-applicable

Somatic antigens

5
' T
: ’__‘,-| 12
. s
7]
[ oM - = ] "ll_] aMe
- . =
l{ 10
4' B B _,-‘ 22
b 13,22,23 I
j\*’E
(] —
OMC —» 16 —» 17 —» 18 —» 28 n30_—b.'35—;-33
OMD —» 39 —e 40 —p 41 — > 42 —» 43 —» 44 —» 45
OME —» 47 —» 48 —» 50 —» 51 —» 52 —» 53 —» 61
OMF —» 54 —» 55 —» 56 —» 57 —» 58 —» 50
OMG —» B0 —» 62 — 53 ¥ 65 —» 66 —= 67
* Un serum Ok ) ."'p-l'u-l |'-I-|' |;|'|I|:-m:--_.-n w il Pantigomne O |
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Appendix 3 — Artificial contamination of samples

Strain

Origin

Artificial contamination

Injury protocol

Inoculation level/

sample

Enumeration

Mean

Global
result

bioMérieux

Categorie

2016 | 6811 | Magret de canard Smoked duck S. Regent 328 Duck meat Seeding 4°C 48h / 2-0-0-2-1 1,0 - 1 a
2016 | 6812 | Magret de canard Smoked duck S. Bredeney Ad2042 Poultry meat Seeding 4°C 48h / 0-0-0-2-2 0,8 - 1 a
2017 | 1607 | Roti de filet de dinde Poultry meat S. Newport Ad2223 Poultry meat Seeding 2-8°C 48h / 6-0-0-0-0 1,2 - 1 a
2017 | 1608 | Escalope de dinde Poultry meat S. Newport Ad2223 Poultry meat Seeding 2-8°C 48h / 6-0-0-0-0 1,2 - 1 a
2021 | 8081 | Filet de canard Raw duck meat S. Enteritidis Ad2539 Poultry meat Seeding 48h at 3+2°C / 4-2-3-1-3 2,6 + 1 a
2021 | 8082 | Escalope de dinde Raw poultry meat S. Enteritidis Ad2539 Poultry meat Seeding 48h at 3+2°C / 4-2-3-1-3 2,6 + 1 a
2021 | 8083 | Tendrefines de poulet Raw chicken meat S. Enteritidis Ad2539 Poultry meat Seeding 48h at 3+2°C / 4-2-3-1-3 2,6 + 1 a
2021 | 8084 | Escalope de dinde Raw poultry meat S. Enteritidis Ad2721 Poultry meat Seeding 48h at 3+2°C / 3-1-3-5-2 2,8 - 1 a
2021 | 8085 | Filet de poulet Raw chicken filet meat S. Enteritidis Ad2721 Poultry meat Seeding 48h at 3+2°C / 3-1-3-5-2 2,8 + 1 a
2022 | 61 |Cuisse de canard Raw duck meat S. Typhimurium AO0C003 | Poultry meat product | Seeding 48h at 3+2°C / 3-2-5-2-5 3,4 + 1 a
2022 | 62 |Viande de canard prét a cuisiner | Raw duck meat S. Typhimurium AO0C003 | Poultry meat product | Seeding 48h at 3+2°C / 3-2-5-2-5 3,4 + 1 a
2022 | 63 |Escalope de dinde Raw poultry meat S. Typhimurium AO0C003 | Poultry meat product | Seeding 48h at 3+2°C / 3-2-5-2-5 3,4 + 1 a
2022 | 64 |Tendrefine de poulet Raw chicken meat S. Typhimurium Ad913 Poultry meat product | Seeding 48h at 3+2°C / 7-1-2-2-6 3,6 + 1 a
2022 | 65 |Cuisse de poulet Raw chicken meat S. Typhimurium Ad913 Poultry meat product | Seeding 48h at 3+2°C / 7-1-2-2-6 3,6 + 1 a
2022 | 529 |Escalope de dinde Poultry meat S. Enteritidis Ad2524 Meat product Seeding 48h at 3+2°C / 1-2-2-2-1 1,6 + 1 a
2022 | 530 |Filet de poulet Chicken meat S. Enteritidis Ad2524 Meat product Seeding 48h at 3+2°C / 1-2-2-2-1 1,6 + 1 a
2022 | 623 |Filet de poulet cru Raw chicken meat S. Enteritidis Ad2294 Meat product Seeding 48h at 3+2°C / 0-5-5-2-0 24 + 1 a
2022 | 624 | Aiguillettes de canard Raw duck meat S. Enteritidis Ad2294 Meat product Seeding 48h at 3+2°C / 0-5-5-2-0 24 + 1 a
2022 | 625 | Tendrefines de dinde Raw cut poultry meat S. Braenderup Ad3286 Poultry meat product | Seeding 48h at 3+2°C / 5-1-6-2-1 3,0 - 1 a
2022 | 626 |Escalope de dinde Raw poultry meat S. Braenderup Ad3286 Poultry meat product | Seeding 48h at 3+2°C / 5-1-6-2-1 3,0 - 1 a
2022 | 1997 | Poulet fermier bio cru Organic chicken meat g E?;rtlit;dés?’;\d%% ¥ Er(:)lgggt?eat [ Meat Seeding 48h at 3+2°C / 3312023433/ 22’?8/ + 1 a
2022 | 1998 | Escalope de dinde crue Raw poultry meat g mg:'tglgg;m Ad913 + E%t:jlhnc/tgweat [ Meat Seeding 48h at 3+2°C / 1302423423/ 22’,08/ + 1 a
2021 | 8086 | Viande de porc, échine sans os | Raw pork meat S. Enteritidis 2532 Pork meat Seeding 48h at 3+2°C / 2-3-4-3-3 3,0 + 1 b
2021 | 8087 | Mincerette de porc Raw pork meat S. Enteritidis 2532 Pork meat Seeding 48h at 3+2°C / 2-3-4-3-3 3,0 + 1 b
2021 | 8088 | Cote échine de porc Raw pork meat S. Enteritidis 2532 Pork meat Seeding 48h at 3+2°C / 2-3-4-3-3 3,0 + 1 b
2021 | 8089 | Filet de porc sans os Raw pork meat S. Enteritidis Ad2523 Meat product Seeding 48h at 3+2°C / 6-6-4-4-3 4,6 + 1 b
2021 | 8090 | Cote filet de porc Raw pork meat S. Enteritidis Ad2523 Meat product Seeding 48h at 3+2°C / 6-6-4-4-3 4,6 + 1 b
2022 | 66 |Tranche de porc Raw cut pork meat S. Typhimurium Ad1876 Pork meat Seeding 48h at 3+2°C / 2-3-3-2-1 2,2 - 1 b
2022 | 67 |Cote de porc Raw pork meat S. Typhimurium Ad1876 Pork meat Seeding 48h at 3+2°C / 2-3-3-2-1 2,2 + 1 b
2022 | 68 |Cote échine de porc Raw pork meat S. Typhimurium Ad1876 Pork meat Seeding 48h at 3+2°C / 2-3-3-2-1 2,2 - 1 b
2022 | 69 |Cote de porc Raw pork meat S. Typhimurium Ad2226 Pork meat Seeding 48h at 3+2°C / 0-3-2-1-0 1,0 + 1 b
2022 | 70 |Sauté de porc Raw pork meat S. Typhimurium Ad2226 Pork meat Seeding 48h at 3+2°C / 0-3-2-1-0 1,0 - 1 b
2022 | 456 |}ande de Pore cru, Jambonneal | pay nork meat (knuckle rind) | . Typhimurium Ad1410 | Meat product Seeding 48h at 3+2°C / 0-3-4-4-3 28 + 1| b
2022 | 457 |Poitrine de porc cru avec os bRgnweg;)rk meat (pork belly with S. Typhimurium Ad1338 Meat product Seeding 48h at 3+2°C / 5-3-7-3-4 4.4 + 1 b
2022 | 458 | Cote de porc, échine a griller Raw pork meat (pork chop) S. Typhimurium Ad1410 Meat product Seeding 48h at 3+2°C / 0-3-4-4-3 2,8 + 1 b
2022 | 459 |Cote de porc a griller Raw pork meat (pork chop) S. Typhimurium Ad1338 Meat product Seeding 48h at 3+2°C / 5-3-7-3-4 4.4 + 1 b
2022 | 631 |Travers de porc Pork meat S. London Ad2422 Pork meat Seeding 48h at 3+2°C / 5-0-5-3-0 2,6 - 1 b
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2022 | 632 | Cote de porc Pork meat (pork chop) S. London Ad2422 Pork meat Seeding 48h at 3+2°C / 5-0-5-3-0 2,6 - 1 b
2022 | 633 | Cote échine de porc Pork meat (pork chop) S. London Ad2422 Pork meat Seeding 48h at 3+2°C / 5-0-5-3-0 2,6 - 1 b
2022 | 634 | Poitrine de porc Raw pork meat S. Rissen Ad2507 Pork meat Seeding 48h at 3+2°C / 0-5-2-3-2 2,4 - 1 b
2022 | 635 | Haché de porc Raw ground meat S. Rissen Ad2507 Pork meat Seeding 48h at 3+2°C / 0-5-2-3-2 24 - 1 b
o L S. Enteritidis 2532 + . 0 0-5-4-2-1/ 24/
2022 | 1999 | Cote de porc a griller crue Raw pork meat S. Bredeney 464 Pork meat / Pork meat | Seeding 48h at 3+2°C / 9.9.1-8 30 - 1 b
Viande de porc crue filet sans os S. Typhimurium 193 + . o 1-3-1-2-2/ 1,8/
2022 | 2000 a griller Raw pork meat S. Bredeney 464 Pork meat / Pork meat | Seeding 48h at 3+2°C / 9-0.9.1-8 3.0 + 1 b
Cote de porc échine crue a S. Typhimurium 193 + . R 1-3-1-2-2 / 18/
2022 | 2001 griller Raw pork meat S. Bredeney 464 Pork meat / Pork meat | Seeding 48h at 3+2°C / 9-9.91-8 30 + 1 b
2016 | 6815 | Manchons de poulet nature Ready to eat poultry meat S. Virchow 647 Poultry meat Seeding 4°C 48h / 4-3-2-2-5 3,2 - 1 c
2016 | 6916 | Jambon blanc Ham S. London Ad2422 Pork meat Spiking HT 8 min 56°C 0,58 4-3-2-5-2 3,2 - 1 C
2016 | 6917 | Paté de campagne Paté S. Agona Ad2281 Pork meat Spiking HT 8 min 56°C 1,39 2-3-3-2-3 2,6 - 1 c
2017 | 1611 | Chipolatas Chipolata S. Panama 882 Chipolata Seeding 2-8°C 48h / 1-1-0-1-1 0,8 - 1 c
2017 | 1612 | Saucisse Montbéliard Sausage of Monthéliard S. Indina 538 Sausage Seeding 2-8°C 48h / 1-0-2-1-2 1,2 - 1 c
2022 | 102 | Mousse de canard au porto Paté with duck meat S. Enteritidis Ad926 Meat product Seeding 48h at 3+2°C / 3-3-3-3-3 3,0 + 1 c
2022 | 103 | Mousse de canard au porto Paté with duck meat S. Typhimurium A00C059 | Meat product Seeding 48h at 3+2°C / 4-3-0-7-1 3,0 + 1 c
2022 | 104 | Emincés de poulet roti Roasted cooked chicken meat S. Enteritidis Ad926 Meat product Seeding 48h at 3+2°C / 3-3-3-3-3 3,0 + 1 c
2022 | 105 | Emincés de poulet roti Roasted cooked chicken meat S. Typhimurium A00C059 | Meat product Seeding 48h at 3+2°C / 4-3-0-7-1 3,0 + 1 c
2022 | 106 | Chipolatas Chipolatas S. Enteritidis Ad926 Meat product Seeding 48h at 3+2°C / 3-3-3-3-3 3,0 + 1 c
2022 | 107 | Saucisse a griller Sausage S. Typhimurium 19 Pork meat Seeding 48h at 3+2°C / 1-3-2-3-2 2,2 - 1 c
2022 | 108 | Chorizo doux Sweet chorizo S. Enteritidis Ad2294 Meat product Seeding 48h at 3+2°C / 3-3-2-0-0 1,6 + 1 c
2022 | 109 | Chorizo Chorizo S. Typhimurium 19 Pork meat Seeding 48h at 3+2°C / 1-3-2-3-2 2,2 - 1 c
2022 | 110 | Roti de porc prét a manger Cooked and cut pork meat S. Enteritidis Ad2294 Meat product Seeding 48h at 3+2°C / 3-3-2-0-0 1,6 + 1 c
2022 | 111 | Roti de porc prét a manger Cooked and cut pork meat S. Typhimurium 19 Pork meat Seeding 48h at 3+2°C / 1-3-2-3-2 2,2 + 1 c
2022 | 460 |Rosette Delicatessen (rosette) S. Typhimurium 987 Meat product Seeding 48h at 3+2°C / 2-2-3-1-2 2,0 + 1 C
2022 | 461 | Bacon Delicatessen (bacon) S. Typhimurium 987 Meat product Seeding 48h at 3+2°C / 2-2-3-1-2 2,0 + 1 C
2022 462 z‘;tr'];:rpm cuttranchea | Cooked, roasted and cutpork s Typhimurium 987 Meat product Seeding 48 at 3+2°C / 22342 | 20 | + | 1 | ¢
o . . . S. Enteritidis 2532 + . 0 0-5-4-2-1/ 241
2022 | 2002 | Emincés de poulet roti Sliced roasted chicken meat S. Bredeney 464 Pork meat / Pork meat | Seeding 48h at 3+2°C / 9:9.1-8 3.0 + 1 c
A I aes S. Enteritidis 2532 + , o 0-5-4-2-1/ 241
2022 | 2003 | Paté de campagne sans nitrite | Paté S. Bredeney 464 Pork meat / Pork meat | Seeding 48h at 3+2°C / 9.91-8 3.0 - 1 c
Saucisson a l'ail supérieur fumé . S. Typhimurium 193 + Pork meat / Meat . o 1-3-1-2-2 / 1,8/
20222004 | 't ois de hatre Smoked garlic sausage S London 326 product Seeding 48h at 3+2°C / 0-1-8-2-1 24 + 1 c
2022 | 575 glzegglseeic;ﬁ:ifnf::fs de poules Shell eggs (Fresh free-range eggs) | S. Enteritidis 10 Egg products Seeding overnight ambient temperature / 17-12-10-12-14 13,0 + 2 a
2022 | 576 glzegglseeic;ﬁ:ifnf::fs de poules Shell eggs (Fresh free-range eggs) | S. Typhimurium 206 Egg products Seeding overnight ambient temperature / 22-19-9-17-20 17,4 + 2 a
2022 | 577 | Coquille d'ceuf frais datés :sl;zlsl)eggs (dated fresh free-range S. Enteritidis 10 Egg products Seeding overnight ambient temperature / 17-12-10-12-14 13,0 + 2 a
2022 | 578 | Coquille d'ceuf frais datés :glzlsl)eggs (dated fresh free-range S. Typhimurium 206 Egg products Seeding overnight ambient temperature / 22-19-9-17-20 17,4 - 2 a
2022 | 579 | Coquille d'ceufs bretons plein air fr';‘:' Sags r(];;es" free-range eggs | 5 £rieitidis 10 Egg products Seeding overnight ambient temperature | 172104214 | 130 |+ | 2 | a
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2022 | 580 | Coquille d'ceuf breton plein air ?r:;‘;:l Be?i?tzrg;;%h free-range eggs S. Typhimurium 206 Egg products Seeding overnight ambient temperature / 22-19-9-17-20 17,4 + 2 a
2022 | 581 glzegglseeio:;:e firflr::f de poules Shell egg (Fresh free-range eggs) |S. Enteritidis 23 Egg products Seeding overnight ambient temperature / 24-23-16-25-23 | 22,2 + 2 a
2022 | 582 glzegglseeio:;:e firflr::f de poules Shell egg (Fresh free-range eggs) |S. Typhimurium 472 Egg products Seeding overnight ambient temperature / 23-29-30-30-32 28,3 + 2 a
2022 | 583 glzezglseec:mcﬁlt:a fi'f]r::: de poules Shell egg (Fresh free-range eggs) |S. Enteritidis 23 Egg products Seeding overnight ambient temperature / 24-23-16-25-23 | 22,2 + 2 a
2022 | 584 glzezglsee(:mosll:a fi'f]r::f de poules Shell egg (Fresh free-range eggs) |S. Typhimurium 472 Egg products Seeding overnight ambient temperature / 23-29-30-30-32 28,3 + 2 a
2022 | 585 Qoqgille de gros u.eufs de poules | Shell egg (Big fresh free-range S. Enteritidis 23 Egg products Seeding overnight ambient temperature / 24-23-16-25-23 22,2 + 2 a

élevées en plein air eggs)
2022 | 586 Qoqgllle de gros u.eufs de poules | Shell egg (Big fresh free-range S. Typhimurium 472 Egg products Seeding overnight ambient temperature / 23-29-30-30-32 | 28,3 + 2 a
élevées en plein air eggs)
2022 | 839 g& ?:Ia": de gros ceuf breton Shell egg (big and fresh eggs) S. Livingstone E1 Egg products Seeding overnight ambient temperature / 27-20-22-29-30 | 25,6 - 2 a
2022 | 840 | Coquille d'oeuf Shell egg S. Livingstone E1 Egg products Seeding overnight ambient temperature / 27-20-22-29-30 25,6 - 2 a
2022 | 841 g;:)qU|lle d'oeuf frais de poules Shell egg (fresh and organic eggs) | S. Livingstone E1 Egg products Seeding overnight ambient temperature / 27-20-22-29-30 | 25,6 - 2 a
2022 | 842 glzezglznd;;:iur: ;';?'s de poule Shell egg (fresh free-range eggs) |S. Mbandaka Ad914 Egg products Seeding overnight ambient temperature / 19-21-25-24-27 | 232 - 2 a
2022 | 843 g:mlimfem de poule elevee Shell egg (fresh free-range eggs) |S. Mbandaka Ad914 Egg products Seeding overnight ambient temperature / 19-21-25-24-27 | 232 - 2 a
2016 | 4395 | Poudre d'ceuf entier Whole egg powder S. Havana Ad1728 Egg product Seeding lyophilized room temperature 18 days / <0,4 <0,4 - 2 b
2016 | 4396 | Poudre de blanc d'ceuf White egg powder S. Havana Ad1728 Egg product Seeding lyophilized room temperature 18 days / <0,4 <0,4 - 2 b
2016 | 4400 | Poudre d'ceuf patissier Whole egg powder S. Havana Ad1728 Egg product Seeding lyophilized room temperature 18 days / <0,4 <0,4 - 2 b
2022 | 215 |Poudre de blanc d'ceuf White egg powder S. Typhimurium 206 Egg products Spiking Heat treatment 10 min at 56°C 0,60 1-1-1-3-1 1,4 + 2 b
2022 | 216 | Poudre d'ceuf entier Whole egg powder S. Typhimurium 206 Egg products Spiking Heat treatment 10 min at 56°C 0,60 1-1-1-3-1 1,4 + 2 b
2022 | 217 |Poudre de blanc d'ceuf White egg powder S. Enteritidis 657 Egg products Spiking Heat treatment 10 min at 56°C 0,60 0-2-1-1-0 1,0 + 2 b
2022 | 218 |Poudre de blanc d'ceuf White egg powder S. Enteritidis 657 Egg products Spiking Heat treatment 10 min at 56°C 0,60 0-2-1-1-0 1,0 + 2 b
2022 | 219 |Poudre d'ceuf entier Whole egg powder S. Enteritidis 657 Egg products Spiking Heat treatment 10 min at 56°C 0,60 0-2-1-1-0 1,0 + 2 b
2022 | 220 |Poudre de jaune d'ceuf Egg yolk powder S. Typhimurium 206 Egg products Spiking Heat treatment 10 min at 56°C 0,60 1-1-1-3-1 1,4 + 2 b
2022 | 221 | Poudre de blanc d'ceuf White egg powder . Enteritidis MJGO1 Egg products tseenfgg‘rgttyr‘;ph"'sed strain 2 weeks at ambient / / 18 £ | 2 | b
2022 | 222 | Poudre d'ceuf entier Whole egg powder S. Typhimurium Ad1484 Egg products tseﬁs;r:gtlgr%phlllsed strain 2 weeks at ambient / / 1,4 + 2 b
2022 | 223 |Poudre de blanc d'ceuf White egg powder S. Enteritidis Ad638 Egg products ?e?s;r:gtla/roephlllsed strain 2 weeks at ambient / / 1,1 + 2 b
2022 | 224 |Poudre de blanc d'ceuf White egg powder S. Typhimurium Ad1484 Egg products ?e?gg:gtla/r%phlllsed strain 2 weeks at ambient / / 1,4 + 2 b
2022 | 225 | Poudre de jaune d'ceuf Eqg yolk powder S. Enteritidis MJGO1 Egg products tseenfg;“rgt'uyr‘;ph"'sed strain 2 weeks at ambient / / 18 « | 2 | b
2022 | 226 | Poudre d'ceuf entier Whole egg powder S. Typhimurium Ad476 Egg products Z%as;?gtmphlhsed strain 2 weeks at ambient / / 0,5 - 2 b
. . S. Enteritidis Ad638 + Egg products / Egg [ , o 0,7/ 2-1-2-1-1/ 14/
2022 | 2005 | Poudre d'ceuf entier Whole egg powder S, Infantis 14 oroducts Spiking Heat treatment 8 min at 56°C 19 1-0-0-0-0 02 + 2 b
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. . S. Typhimurium 776 + Egg products / Egg o . o 1,0/ 0-1-1-1-0/ 06/
2022 | 2006 | Poudre de jaune d'ceuf Egg yolk powder S, Infantis 14 oroducts Spiking Heat treatment 8 min at 56°C 19 1-0-0-0-0 0.2 + 2 b
. . S. Typhimurium 776 + Egg products / Egg o , o 1,0/ 0-1-1-1-0/ 06/
2022 | 2007 | Poudre d'ceuf entier Whole egg powder S, Infantis 14 products Spiking Heat treatment 8 min at 56°C 19 1-0-0-0-0 02 + 2 b
. . S. Enteritidis Ad638 + Egg products / Egg o . o 0,7/ 2-1-2-1-1/ 141
2022 | 2008 | Poudre de jaune d'ceuf Egg yolk powder S, Infantis 14 products Spiking Heat treatment 8 min at 56°C 19 1-0-0-0-0 02 + 2 b
2016 | 4731 | Jaune d'ceuf pasteurisé Pasteurized egg yolk S. Mbandaka 81 Egg product Spiking HT 8 min 56°C 0,42 3-0-5-2-2 (2,4) 2,4 - 2 c
2016 | 4733 | CEuf entier pasteurisé Pasteurized whole egg S. Mbandaka 81 Egg product Spiking HT 8 min 56°C 0,42 3-0-5-2-2 (2,4) 24 - 2 c
2016 | 4734 | Blanc d'ceuf pasteurisé Pasteurized egg white S. Infantis 14 Pasteurized whole egg | Spiking HT 8 min 56°C 0,41 3-1-1-0-2 (1,4) 1,4 - 2 c
2022 | 209 | Coule de blanc d'ceuf pasteurisé | Pasteurised liquid white egg S. Enteritidis 465 Egg products Spiking Heat treatment 10 min at 56°C 0,60 1-1-1-1-3 1,4 + 2 c
2022 | 210 | Coule de jaune d'ceuf pasteurisé | Pasteurised liquid egg yolk S. Enteritidis 465 Egg products Spiking Heat treatment 10 min at 56°C 0,60 1-1-1-1-3 1,4 + 2 c
2022 | 211 | Coule d'ceuf entier pasteurisé Pasteurised liquid whole egg S. Enteritidis 465 Egg products Spiking Heat treatment 10 min at 56°C 0,60 1-1-1-1-3 1,4 + 2 c
2022 | 212 | Coule de blanc d'ceuf pasteurisé | Pasteurised liquid white egg S. Typhimurium 13 Egg products Spiking Heat treatment 10 min at 56°C 0,40 0-2-3-0-2 1,4 + 2 c
2022 | 213 | Coule de blanc d'ceuf pasteurisé | Pasteurised liquid white egg S. Typhimurium 13 Egg products Spiking Heat treatment 10 min at 56°C 0,40 0-2-3-0-2 1,4 + 2 c
2022 | 214 | Coule de jaune d'ceuf pasteurisé | Pasteurised liquid egg yolk S. Typhimurium 13 Egg products Spiking Heat treatment 10 min at 56°C 0,40 0-2-3-0-2 1,4 + 2 c
2022 | 407 |Blanc d'ceuf liquide pasteurisé | Pasteurised liquid white egg S. Typhimurium 13 Egg products Seeding 48h at 3+2°C / 0-4-1-2-1 1,6 - 2 c
2022 | 408 |Blanc d'ceuf liquide pasteurisé | Pasteurised liquid white egg S. Enteritidis 1195-90 Egg products Seeding 48h at 3+2°C / 0-1-2-1-2 1,2 + 2 c
2022 | 409 |Jaune d'oeuf liquide Pasteurised liquid egg yolk S. Typhimurium 13 Egg products Seeding 48h at 3+2°C / 0-4-1-2-1 1,6 - 2 c
2022 | 410 | CEuf entier liquide Pasteurised liquid whole egg S. Typhimurium 13 Egg products Seeding 48h at 3+2°C / 0-4-1-2-1 1,6 + 2 c
2022 | 411 | Jaune d'oeuf liquide Pasteurised liquid egg yolk S. Enteritidis 1195-90 Egg products Seeding 48h at 3+2°C / 0-1-2-1-2 1,2 + 2 c
2022 | 412 | CEuf entier liquide Pasteurised liquid whole egg S. Enteritidis 1195-90 Egg products Seeding 48h at 3+2°C / 0-1-2-1-2 1,2 - 2 c
2022 | 527 |Blanc d'ceuf liquide pasteurisé | Pasteurised liquid white egg S. Typhimurium 472 Egg products Seeding 48h at 3+2°C / 0-4-3-0-5 2,4 + 2 c
2022 | 528 | CEuf entier liquide Pasteurised liquid whole egg S. Typhimurium 472 Egg products Seeding 48h at 3+2°C / 0-4-3-0-5 2,4 + 2 c
Coule de jaune d'ceuf liquide S. Enteritidis 657 + Egg products / Meat . R 1-1-2-0-0/ 08/
2022 2009 pasteurisé Egg yolk powder S. Infantis 937 products Seeding 48h at 3+2°C / 3-2-2-4-3 2,8 * 2 ¢
Coule de jaune d'ceuf liquide S. Typhimurium Ad1484 + | Egg products / Meat , o 4-2-3-1-5/ 3,0/
20221 2010 pasteurisé Egg yolk powder S. Infantis 937 products Seeding 48h at 3+2°C / 3-2-2-4-3 2,8 * 2 ¢
Coule d'ceuf entier liquide S. Enteritidis 657 + Egg products / Meat . o 1-1-2-0-0/ 3-2- | 08/
2022 | 2011 pasteurisé Whole egg powder S, Infantis 937 oroducts Seeding 48h at 3+2°C / 0.4.3 28 + 2 c
Coule d'ceuf entier liquide S. Typhimurium Ad1484 + | Egg products / Meat . o 4-2-3-1-5/ 3,0/
2022 | 2012 pasteurisé Whole egg powder S, Infantis 937 products Seeding 48h at 3+2°C / 3.0.9-4.3 28 + 2 c
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Appendix 4 — Sensitivity study: raw data

Bold typing : artificially inoculated samples

Results:

PPNA:
PPND:

NC:
BPW:
SE:
ST:

SEST:

spp:
col:

ni:
purif

ADRIA

minority level of target analyte

majority level of target analyte

pure culture level of target analyte

50% level of target analyte

number of colonies in the plate

no typical colonies but presence of background microflora
plate without any colony

positive agreement

negative agreement

negative deviation

positive deviation

positive presumptive negative agreement
positive presumptive negative deviation
non-characteristic colony

Buffered Peptone Water

S. Enteritidis

S. Typhimurium

S. Enteritidis and S. Typhimurium
Salmonella spp.

colonies

doubtful colonies

not isolated colonies

purification
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bioMérieux

MEAT PRODUCTS

Year of | Sample Product Reference method: ISO 6579-1*
analysis | N° (French name) Product RVS broth MKTTn broth Serotyping Result | Category | Type
XLD ASAP XLD ASAP 6579-3 SEST
2016 6811 Magret de canard Smoked duck +p +p +p +p 1 a
2016 6812 Magret de canard Smoked duck +p +p +p +p 1 a
2017 1607 Réti de filet de dinde Poultry meat +M +m +M +p 1 a
2017 1608 Escalope de dinde Poultry meat +M +m +M +M 1 a
2021 8081 Filet de canard Raw duck meat +M +M +m +1/2 Salmonella Enteritidis + 1 a
2021 8082 Escalope de dinde Raw poultry meat +1/2 +1/2 +m +M Salmonella Enteritidis + 1 a
2021 8083 Tendrefines de poulet Raw chicken meat +M +M +M +M Salmonella Enteritidis 1 a
2021|8084 | Escalope de dinde Raw poultry meat (Pm:;gdspp_) +md (NC) / 1 a
2021 8085 Filet de poulet Raw chicken filet meat - +1/2 +M +M Salmonella Enteritidis + 1 a
2022 61 Cuisse de canard Raw duck meat +m +M +1/2 +M Salmonella Typhimurium + 1 a
2022 62 Viande de canard prét a cuisiner Raw duck meat +M +M +1/2 +M Salmonella Typhimurium + 1 a
2022 63 Escalope de dinde Raw poultry meat +m +m +M +M Salmonella Typhimurium + 1 a
2022 64 Tendrefine de poulet Raw chicken meat +M +M +M +M Salmonella Typhimurium + 1 a
2022 65 Cuisse de poulet Raw chicken meat +M +M +M +M Salmonella Typhimurium + 1 a
2022 529 Escalope de dinde Turkey meat +m +md/+ +p +M Salmonella Enteritidis + 1 a
2022 530 Filet de poulet Chicken meat +m +M +M +M Salmonella Enteritidis + 1 a
2022 623 Filet de poulet cru Raw chicken meat +m +1/2 +M +M Salmonella Enteritidis + 1 a
2022 624 Aiguillettes de canard Raw duck meat +1/2 +M +M +M Salmonella Enteritidis + 1 a
2022 625 Tendrefines de dinde Raw cut poultry meat +M +M +M +M Salmonella Brandenburg 1 a
2022 626 Escalope de dinde Raw poultry meat +M +1/2 +1/2 +1/2 Salmonella Brandenburg 1 a
2022|1997 | Poulet fermier bio cru Organic chicken meat +M 2 HR | M S‘z’s"’g’s”ﬁ)’gg‘gl‘)t's 1 a
2022 1998 Escalope de dinde crue Raw poultry meat +M +1/2 +1/2 +M Sal‘\rgnonella Typhlmur um + 1 a
almonella Infantis
2021 8086 Viande de porc, échine sans os Raw pork meat +m +m +1/2 +M Salmonella Enteritidis + 1 b
2021 8087 Mincerette de porc Raw pork meat +p +p +M +M Salmonella Enteritidis + 1 b
2021 8088 Cote échine de porc Raw pork meat +M +p +M +p Salmonella Enteritidis + 1 b
2021 8089 Filet de porc sans os Raw pork meat +m +m +M +M Salmonella Enteritidis + 1 b
2021 8090 Cote filet de porc Raw pork meat +p +p +M +p Salmonella Enteritidis + 1 b
2022 66 Tranche de porc Raw cut pork meat - - -d(NC) - / 1 b
2022 67 Cote de porc Raw pork meat +M +p +M +M Salmonella Typhimurium + 1 b
2022 68 Cote échine de porc Raw pork meat - - - - / 1 b
2022 69 Cote de porc Raw pork meat +M +1/2 +M +M Salmonella Typhimurium + 1 b
2022 70 Sauté de porc Raw pork meat - / 1 b
2022 456 Viande de porc cru, jambonneau a I'ancienne Raw pork meat (knuckle rind) +p +p +M +p Salmonella Typhimurium + 1 b
2022 457 Poitrine de porc cru avec os Raw pork meat (pork belly with bones) +m +M +M +M Salmonella Typhimurium + 1 b
2022 458 Cote de porc, échine a griller Raw pork meat (pork chop) +M +M +M +M Salmonella Typhimurium + 1 b
2022 459 Cote de porc a griller Raw pork meat (pork chop) +M +M +M +1/2 Salmonella Typhimurium + 1 b
2022 631 Travers de porc Pork meat +M +p +M +p Salmonella London 1 b
2022 632 Coéte de porc Pork meat (pork chop) +M +M +1/2 +M Salmonella London 1 b
2022 633 Cote échine de porc Pork meat (pork chop) +M +1/2 +M +M Salmonella London 1 b
2022 634 Poitrine de porc Raw pork meat +M +M +M +M Salmonella Rissen 1 b

* Analyses performed according to the COFRAC accreditation
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bioMérieux

MEAT PRODUCTS

Year of | Sample Product Reference method: ISO 6579-1¢
. o Product RVS broth MKTTn broth Serotyping Result | Category | Type

analysis N (French name) XD ASAP ) ASAP 6579-3 SEST

2022 635 Haché de porc Raw ground meat +M +p +M +p Salmonella Rissen 1 b
2022 1999 Cote de porc a griller crue Raw pork meat +M +M +M +M Salgg’ée.l{l_igs nglc))yal 1 b
2022 2000 Viande de porc crue filet sans os a griller Raw pork meat +M +M +M +M Sal(rg(énse_ll_liggecdj? ©y 1 b
2022|2001  |Céte de porc échine crue a griller Raw pork meat M # M M A Sredoney 1 b
2016 6815 Manchons de poulet nature Ready to eat poultry meat +p +p +p +p ;/////////////////////////////////////////////////////////////// 1 c
2016|6916 | Jambon blanc Ham +p +p +p +p %////////////////////////////////////////////////////////// 1 c
2016 6917 Paté de campagne Paté +p +p +p +p 1 c
2017 1611 Chipolatas Chipolata +M +M +M +M 1 c
2017 1612 Saucisse Montbéliard Sausage of Montbéliard +M +M +M +M = 1 c
2022 102 Mousse de canard au porto Paté with duck meat +p +p +p +p Salmonella Enteritidis + 1 c
2022 103 Mousse de canard au porto Paté with duck meat +p +p +p +p Salmonella Typhimurium + 1 c
2022 104 Emincés de poulet roti Roasted cooked chicken meat +M +p +p +p Salmonella Enteritidis + 1 c
2022 105 Emincés de poulet roti Roasted cooked chicken meat +p +p +p +p Salmonella Typhimurium + 1 c
2022 106 Chipolatas Chipolatas +1/2 +1/2 +1/2 +M Salmonella Enteritidis + 1 c
2022 107 Saucisse a griller Sausage -d/- - - - / - 1 c
2022 108 Chorizo doux Sweet chorizo +p +p +M +p Salmonella Enteritidis + 1 c
2022 109 Chorizo Chorizo st st - - / - 1 c
2022 110 R6ti de porc prét a manger Cooked and cut pork meat +p +p +p +p Salmonella Enteritidis + 1 c
2022 111 Réti de porc prét a manger Cooked and cut pork meat +p +p +p +p Salmonella Typhimurium + 1 c
2022 460 Rosette Delicatessen (rosette) +p +p +p +p Salmonella Typhimurium + 1 c
2022 461 Bacon Delicatessen (bacon) +p +M +p +p Salmonella Typhimurium + 1 c
2022 462 Roti de porc cuit tranché a manger Cooked, roasted and cut pork meat +p +p +M +p Salmonella Typhimurium + 1 c
2022 2002 Emincés de poulet roti Sliced roasted chicken meat +M +p +p +p Salmonella Enteritidis + 1 c
2022 2003 Paté de campagne sans nitrite Paté +M +p +p +p Salgé’g’_i;g:ggyal 1 c
2022 2004 Saucisson a I'ail supérieur fumé au bois de hétre Smoked garlic sausage +m +M +M +M Sa(lsmé)gglleair;%on 1 c
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bioMérieux

S. Enteritidis:SE S. Typhimurium : ST S. Brandenburg: SB
MEAT PRODUCTS
Reference
method: Alternative method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1°¢
BPW 18h 34-38°C
Confirmation
PCR result
. . Subculture SX2 = P
2 Direct streaking S | W —
2 s, 6h at 41,5°C%1,0°C 24h at 41,5°C%1,0°C gl ol 6 |
— o
kS %;L Product XLD ASAP XLD ASAP XLD ASAP S 8 2 | B Eg
(s} = '
5 3 Result After purif After purif = | o a 3
L SEST After purif After purif (if (if After purif Af i a &
™ ™Ee) [TMee)| S 4 ] 2 necessary) | %@ | necessary) 2 2 ter 2= (G]
CpSE | CpST | cplc | (°C) ST o 2 s = = = = = = = puif | S |8 | €
SE = 8 g2 |={85 s 2| - |BB| 8 |2|<| 8 o | 8 o | 8 -
= [=% @ | — L — [=% oy — — o > — > — > — = @D D
S = o | 8w I} = = S » < > 2 < _ | e ] _ 2 5 =| 3 g
= o ~ | = ) 1<} 9] = =2 1<) 5] =2 1%2) 5] = 1%2) 9] = c | =
o > o | o 5 2] [ o 5 © o 753 © S 173 I2e) o qd © © <C
= s | @ = ® o = s |lol & o = o s | ®»|9249°| &
» | Q B @ B | 2 D &) » | 2] -
» 2 %) » d
2016 | 6811 | Smoked duck - 00 00 3327 | 00 00 | 6162 | - M - +p - +p +p - - NA [1]a
2016 | 6812 | Smoked duck - 00 00 3353 | 0,0 00 | 618 | - +p - +p - +p +p - - NA [1]a
2017 | 1607 | Poultry meat - 00 00 3287 | 00 00 [ 618 | - +md/+ - - - m - m m - - NA [1]a
2017 | 1608 | Poultry meat - 00 00 3342 | 00 00 | 61,71 - +md/+ - - - m i+ m m - - NA [1]a
2021 | 8081 | Raw duck meat ¥ 27.88 00 3261 | 6660 | 00 | 6249 | +SE +md/-- A +M/-d - / - M| SE |/ | +*M [ SE [SE +|+| PA [1]a
2021 8082 | Raw poultry meat + 25.28 0,0 32.85 | 66.20 0,0 62.24 +SE +mni/+ SE / + +mni/+ SE SE + +m +m + | + PA 1] a
2021 | 8083 | Raw chicken meat ¥ 23.89 00 2493 | 6609 | 00 | 6203 | +SE M SE [ /| + M SE SE + M M +|+| PA |1 ]a
2021 | 8084 | Raw poultry meat - 0,0 0,0 32.21 0 00 | 6168 - +d (SI;;)O';eus / I - - / / - | +md(1)- - - / - -|-| NA | 1]a
2021 | gogs | Raw chicken flet ; 2714 | 00 | 3290 | 6636 | 00 | 6217 | +SE | i+ | SE |SE| + | +mnid | | / - | M | SE| /| +m |SE|SE s+ Pa [1]a
2022 | 61 | Raw duck meat ¥ 00 3370 | 3290 | 00 | 5568 | 6242 | +ST - - - / / - +M_ [ ST |/ | +1/2 [ ST [ST +|+| PA [1]a
2022 | 62 | Raw duck meat ¥ 00 3145 | 3167 | 00 | 56.13 | 5560 | +ST +mnil+ ST [/ | + +ni(1)+ ST ST + m 12 +|+| PA [1]a
2022 | 63 | Raw poultry meat ¥ 00 3326 | 3280 | 00 | 5585 | 62.03 | +ST -dni- - - / / - | +mni+ [ ST |/ [ +m [ ST [ST +|+| PA [1]a
2022 | 64 | Raw chicken meat ¥ 00 3164 | 3206 | 00 | 5593 | 61.92 | +ST +mnif+ ST [/ | + i)+ ST ST + P2 12 +|+| PA [1]a
2022 | 65 | Raw chicken meat ¥ 00 31.99 | 3242 | 00 | 5542 | 61.81 | +ST +mnil+ ST |ST| + - / / - M 2 [ ST/ + |+ PA [1]a
0,0/ 3299 [ 000 | 00/ | 61,79 | . .
2022 | 529 |Turkey meat + 00 | %0900\ o7 [esa | 0o | G2 | +SE/ | +mani- IR : i - | mnie | sE [sE| ™| se [sE| am |+ +m +-| ND | 1]a
15,09 3258 | 6742 | 00 | 6223 | +SE
2022 | 530 | Chicken meat ¥ 27,69 00 3412 | 6684 | 00 | 6364 | +SE +mnil+ SE | /| + +mnil+ SE SE + M +p +|+| PA [1]a
2022 | 623 | Raw chicken meat ¥ 26,04 00 327 | 6589 | 00 | 6265 | +SE +mnil+ SE | /| + +mnil+ SE SE + M +p + | +| PA [1]a
2022 | 624 | Raw duck meat ¥ 25,88 00 2607 | 6596 | 00 | 6246 | +SE - A +mnif+ SE SE + | +d@ni*+ [ SE [SE[ +1I2 +md M +|+| PA [1]a
2022 | 625 x";’tc‘“ poultry 00 0,0 3292 | 00 00 | 6181 - +mdni/- [ A +mnif+ Spp SB - | #2ni+ | - | SB| 12 +112 +1/2 -|-| NA [1]a
2022 | 626 |Raw poultry meat : 00 00 | 3292 | 00 | 00 | 6194 | - +m?,[]g””' R smnite | spp SB - | +d@nits | - | SB | +anit +md +m o N |1]a
2022 | 1997 g‘gat"“’ chicken 00 00 | 3307 | 6724 | 00 | 619 | +SE | +mdm ol +mni/+ : / S R S am | 6 i+ | smnit [SE|SE |+ |+ | PD | 1] a
2022 | 1998 | Raw poultry meat ¥ 00 3373 | 3295 | 00 | 5518 | 5491 | +ST +d(1)- T - +mnil+ ST ST + m m +mni/+ +mni/+ + | +| PA [1]a
2021 | 8086 | Raw pork meat ¥ 26.47 00 31.91 | 6619 | 00 | 61.18 | +SE - I [ 7| = [ +mnitmnid | ] - +M_ | SE | / | +m | SE | SE + |+ PA [1]0b
2021 | 8087 | Raw pork meat ¥ 20.66 00 2172 | 66.27 | 00 | 6214 | +SE +p SE | /| + +p SE SE + +p +p + |+ PA [1]0b
2021 | 8088 | Raw pork meat ¥ 25.46 00 33.71 | 6645 | 00 | 62.39 | +SE 112 SE | /| + +112 SE SE + M M + |+ PA [1]0b
2021 | 8089 | Raw pork meat ¥ 26.47 00 3289 | 6632 | 00 | 61.69 | +SE - IR +mnif+ / / - #m | SE | /| +m | SE[SE + |+ PA (10D
2021 | 8090 | Raw pork meat ¥ 20.73 00 2187 | 6621 | 00 | 6229 | +SE +p SE |/ | + +p SE SE + P P + |+ PA [1 b
2022 | 66 | Raw cut pork meat - 00 00 32.76 | 0,0 00 | 6213 | - - T - - / / - - - - / - - -1-1T-1 N [1]0D
2022 | 67 | Raw pork meat ¥ 00 3091 | 3159 | 00 | 5623 | 61.88 | +ST +mnil+ ST | /| + m ST ST + M M + |+ PA (10D
2022 | 68 | Raw pork meat - 0,0 0,0 3342 | 00 00 | 6224 | - - - - / / - - - - / - -1 - 1-1T-1 N 10D
2022 | 69 | Raw pork meat ¥ 0,0 2090 | 3025 | 00 | 56.22 | 55.82 | +ST +mnif+ ST | /| + m ST ST + P2 12 + |+ PA [1]b
2022 | 70 | Raw pork meat - 0,0 0,0 3346 | 00 00 [ 618 | - - N - / / - - - - / - -1 - 1-T-1 N [17]b

* Analyses performed according to the COFRAC accreditation
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bioMérieux

MEAT PRODUCTS

Reference
method: Alternative method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1°¢
BPW 18h 34-38°C
Confirmation
PCR result
. . Subculture SX2 = | 0
2 Direct streaking S | W —
2 |5 6h at 41,5°C+1,0°C 24h at 41,5°C1,0°C glo b | »
c — o
3 %;L Product XLD ASAP XLD ASAP XLD ASAP sls| 2 |® E;
o = '
5 3 Result After purif After purif = | o a 3
L SEST After purif After purif (if (if After purif Af i a &
™ ™(EC) [TM(EC) | 3 38 8 8 necessary) | @ | necessary) 3 B tgr ‘2 z o
CpSE | CpST | CpIC | (°O) | gt c 2 s 5 5 < 5 5 5 s purf | S || &
SE oz S 2 sl o 5 = 2 Iae) o 5 2 2| » 2 ™ = 3] 2 e = =
= = o] =uw 2 a Py — 2 2| & 2 Py 2 Py = E|l 3 3
S = o | En s = ~ Sw»n S = | R S — | = ) _ ~ S s 2 5
=3 5 ||k = 5 8 i =3 2|8l 2 |8 |38 & |8 8 =3 181 8| <
= ® g = @ o = » lo| ~ o = o = @ | Q4°|E
1) b 0 2 »n | 2 @ 22 » |2
w - w w q
2022 | 456 |Raw pork meat + 00 | 3177 | 3191 | 00 | 5513 | 6128 | +ST | +mdnii+ ST | /| + +112 ST ST + M M + |+ PA 10D
(knuckle rind)
Raw pork meat
2022 | 457 | (pork belly with + 00 | 3241 | 3183 | 00 | 5499 | 6136 | +ST | +mdnii+ ST | /] + +mdnil+ ST ST ¥ M +M +l+| PA [1]0b
bones)
2022 | 458 |Rawpork meat + 00 | 3201 | 3168 | 00 | 5623 | 62.33 | +ST mnil+ ST | /] + 112 ST ST ¥ M +M +l+| PA [1]0b
(pork chop)
2022 | 459 E)aov:kp;:g:)leat - 00 | 3290 | 3251 | 00 | 5548 | 6165 | +ST | +mdnii+ ST | /| + +mnif+ ST ST + m =Y +l+| PA [1]0b
2022 | 631 | Pork meat - 0,0 00 | 3344 | 00 00 | 6188 | - Hfdnic | spp | /| - +Mni/+ sop | S.london | - M D “T- NA [ 110D
Pork meat (pork .
2022 | 632 | o) 0,0 00 | 3345 | 00 00 | 61,79 | - +mdni/+ sop | /| - M spp | S.london | - M P |- NA [ 1]0D
202 | 633 Eﬁ;';)'“eat(p”k 00 | 00 | 3274 | 00 | 00 | 6205 | - smanite | spp | /| - smnite | spp | Sondon | - | #1R2 R S O YT T
2022 | 634 | Raw pork meat - 0,0 00 | 3275 | 00 00 | 6099 | - +mdnil+ sop | /| - 12 spp | SRissen | - AP M - - N [ 10D
2022 635 | Raw ground meat - 0,0 0,0 33,49 0,0 0,0 61,9 - +Mni/+ spp / - +M spp. S. Rissen - +M +p - | - NA 11b
2022 | 1999 | Raw pork meat - 0,0 0,0 33,46 0,0 0,0 61,75 - +mni/+ spp / - +1/2nil+ spp S. Bredeney - +M +M +mni/+ +M - |- NA 11b
2022 | 2000 | Raw pork meat - 0,0 31,86 31,6 0,0 55,7 55,3 +ST +mni/+ ST |ST| + +mni/+ spp S. Bredeney - +M +M +p +M + | 4+ PD 11b
S. Bredeney
00/ | 3328/ | 3268 | 00/ | 5502 | 54,52/ | +ST/ O+/Hi O4+/H;i | _Salmonella Salmonella
2022 | 2001 | Raw pork meat . 00/ | 3225 | 3223 | 00/ | 5562/ | 5532/ | +ST/ | +d(t)ni+ /H'2— Il +mni/+ -/H'2 |+ +M +M +p 12120 | +M +|+]| PD | 1]D
0,0 3261 | 3247 | 00 | 5517 | 54,22 | 4ST without 12
flagellar phase
2016 | 6815 ziaa‘:yt“at””'"y : 00 00 | 3297 | 00 | 00 | 6188 | - M / / . M / / i 4 t A VTN R
2016 [ 6916 | Ham - 0.0 00 [335 [ 00 | 00 | 619 | - M ////////// - o | - +p +p - -] NA [1]c
2016 | 6917 | Paté - 0,0 00 | 3369 | 00 00 | 6083 | - 0 //////////// - +p //////// //////////////// - +p +p - NA [ 1]¢
2017 | 1611 | Chipolata - 0,0 00 | 3361 | 00 00 | 6187 | - - . > m . = - md/+ m m - N [ 1]
Sausage of % /% % /% /
2017 | 1612 N - 0,0 00 | 3324 | 00 00 | 615 ; M : M - M +M |- NA |1 ]¢
M?r}tb(.ellard / %% / %/ %
2022 | oz | Pate with duck + 207 | 00 | 336 | 6706 | 00 | 6275 | +SE +p SE | /] + +p SE SE + +p +p s+ pA 1]
2022 | o3 | Pate with duck + 00 | 2478 | 2607 | 00 | 5682 | 5656 | +ST +p sT | 1] + +p ST ST + +p +p s+ pA 1]
2022 | 104 |Roasted cooked + 204 | 00 | 2494 | 6669 | 00 | 6383 | +SE |  +mnii+ SE | /| + +M SE SE + +M +M e PA 1]
chicken meat
2022 | 105 |Roasted cooked + 00 28 | 3024 | 00 | 5606 | 5567 | +ST +p st | /] + +p ST ST + +p +p s+ Pa | 1]
chicken meat
2022 | 106 | Chipolatas ¥ 2527 | 00 | 3316 | 66,39 | 00 | 6196 | +SE ; - +mdnil-d SE SE ¥ M | SE | / | +M | SE| J + |+ PA [1]¢
2022 | 107 | Sausage - 0,0 00 | 3357 | 00 00 | 61,93 | - +mdni- | - - ] / - - - ; / - ST N [1]¢
2022 | 108 | Sweet chorizo ¥ 2269 | 00 | 2359 | 6586 | 00 | 6096 | +SE M SE |/ | + D SE SE ¥ M D + |+ PA [1]¢
2022 | 109 | Chorizo - 0,0 00 | 3355 | 00 00 | 6213 | - - - - / / - - - - / - -1 -1 N [1]c
202 | 10 Ef,’&";‘l:{“’ cut + 2182 | 00 | 3455 | 6685 | 00 | 6305 | +SE +p SE | /] + +p SE SE + +p +p s+ opa 1]
2022 | 111 |Cookedand cut + 00 | 2476 | 2599 | 00 | 564 | 5628 | +ST +p sT | 1] + +p ST ST + +p +p s+ opa 1]
pork meat
ADRIA 46/78 September 3, 2026

Summary report (Version 2)
GENE-UP SEST



bioMérieux

MEAT PRODUCTS

Reference
method: Alternative method: GENE-UP® SE & ST (SEST) kit
I1ISO 6579-1¢
BPW 18h 34-38°C
Confirmation
PCR result
. . Subculture SX2 = | 0
2 Direct streaking S | W —
2 e 6h at 41,5°C+1,0°C 24h at 41,5°C+1,0°C 2l & | =
— o
.§ %;L Product XLD ASAP XLD ASAP XLD ASAP fE 5 2 | %
5 3 Result Atter purif After purif — | o a 3
L SEST After purif After purif (if (if After purif A it a &
™ ™Ee) [TMee)| S 4 b 2 necessary) | %@ | necessary) 2 2 fter 2= (G]
CpSE | CpST | CplC | (C) | "g1” | 10| 8 E E E E 5 E 5 § | M l8l&| §
SE oz g 2 = @U) 8 2 ™ g C'T) 8 2| = 8 o) 8 ) g e | = £
- = | =uw - a Py — - 2| & - - - Py - E| 3 >
] =z || BE» S = 2 So| 3 |2l B8 | -8 8 || B g £ 2| 5
42 o N~ | = = o [To) = = o Lo = wn [¥o) = wn Yo} = < | = <
o b 79 L o > © (T o > © o D © o 195) © o q O @©
= s | © = ® o = s ol & o = o E |3 |999| &
» | Q B @ B | 2 D &) B |27
n - n 1% q
2022 | 460 ?rzgz‘;‘tt:fse" + 0,0 2699 | 2920 | 00 | 5571 | 5536 | +ST M ST | /| + +p ST ST + p p +0+| PA [1]c
202 | 461 g)ﬂlf‘r:;*sse" + 00 | 2672 | 2882 | 00 | 5579 | 5356 | +ST M st | /] + +p ST ST + +p +p |+ Pa | 1]
2022 | 462 | Cooked roasted + 0,0 2488 | 2705 | 00 | 5633 | 5452 | +ST M ST | /| + +p ST ST " +p +p + 0+ PA [1]¢c
and cut pork meat
2022 | 2002 | Sliced roasted + 24,13 0,0 2503 | 665 | 00 | 6263 | +SE M SE | /| + M SE SE " M +p +mni/+ +p + |+ PA [1]¢
chicken meat
2022 | 2003 | Paté ; 0,0 0,0 3357 | 00 00 | 61,89 | - +p sop | /| - +p Spp | S.Bredeney | - +p +p +p +p - -] Na 1]
2022 | 2004 | Smoked garlic 00 | 3442 | 329 | 00 | 5557 | 6203 | ST M 5 |1 M S. London M 5 WM | x5 + y M| 6 P | 1
sausage - ' , , , ’ , - X - SPP | (sEsT-x20col) | © X x P x5 X o ¢
ADRIA 4778 September 3, 2026

Summary report (Version 2)
GENE-UP SEST



bioMérieux

MEAT PRODUCTS

Reference
method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1*
BPW 18h 34-38°C + 72 h at 5°C % 3°C
PCR GENE-UP SEST - Confirmation + 72h at 5°C % 3°C Final
BPW 72h Lysate 72h _ _ Subculture SX2 (if necessary) result Agreement
Direct streaking 24h at 41 5°C#1,0°C lEEFI)E;\IZEh GENE UP 72h .
Year of | Sample Product S | g
aalysis | NG| Produe XLD ASAP XLD ASAP Confir 2|5
';EESS“T“ ':‘Ef’lfr After purif After purif After purif "slaEtiSQr" e
o ° o = = 0 (2] n (7] - -
CpsE | CpsT | cpic | MEC) | TMECHTTMECH T8 | cpse | cpsT | cpic | O | THIO MO g |2 2 . | = . |s L | fimal |, @ | i@
[ (04 S S =18 -8 - = result | B | & 4 o
sl 18| % 128|s| 5 |28 | 5 |S5 “lg @ | 3
S | 3| € 8 |52|€| B |52 <L 8 |54 = =
= = o8 |2 o 3 & o3
2} 2} (2}
2021 | 8081 21‘;’3“" + 2795 | 00 | 3280 | 66.93 0,0 62.78 +SE | 2989 | 00 | 3278 | 6703 | 00 | 6366 | +SE | +mk- /| pd| - . *(;“ SE *(;“ SE + |+ |+ ]| PA PA | 1 |a
2021 | 8082 21‘;2””'"" + 2575 | 00 | 3339 | 6586 0,0 62.39 +SE | 2650 | 00 | 2657 | 6648 | 00 | 6643 | +SE | +@3) | SE ”T"’ SE + |+ [+ PA | PA |1 |a
2021 | 8083 | Raw chicken : 2395 | 00 | 2399 | 6639 | 00 | 6220 | +SE | 2584 | 00 | 2591 | 6676 | 00 | 6296 |+SE| +12 | sE |T2"| s + |+|+| Pa | Pa | 1]a
2021 | 8084 21"a’tp°”'"y 0,0 00 | 318 | 00 0,0 61.70 - 00 | 00 | 3284 00 00 | 6241 | - | +@ | - - - - | -|-| NA | NA |1 ]a
: /2
2021 | sogs | Raw chicken + 2589 | 00 | 3213 | 66.34 0,0 61.99 +SE | 2851 | 00 | 3351 | 6671 | 00 | 63.09 | +SE | - I | i+ | d A I Y NU Y + |+ |+ ]| PA PA | 1 |a
filet meat 2 2
d
2022 61 Ezgtduck + 00 | 3365 | 3307 | 00 5576 | 6244 +ST 00 | 3498 | 3400 | 00 | 5578 | 6272 | +ST | +1d | ST +dg" 1ot *2” ST *2” ST + | +[+| PA | PA |1 |a
2022 62 zi‘g’td“c" ¥ 00 | 3164 | 3160 | 00 5621 | 56.0 +ST 00 | 3179 | 3191 | 00 | 5629 | 62.36 | +ST | +mni+ | ST "’T‘" ST + | +[+| PA | PA |1 |a
2022 63 21‘;1””"’" + 00 | 3145 | 3128 | 00 5627 | 61.98 +ST 00 | 3331 | 3280 | 00 | 5620 | 6227 | +ST | +mni+ | ST - / + | +|+]| PA PA | 1 |a
202 | 64 2‘:‘;’:”“"‘*“ + 00 | 3224 | 3207 | 00 | 559 | 6227 | +ST | 00 | 3231 | 3248 | 00 | 5604 | 6220 | 48T |+mnr | sT || g7 + |+|+| pa | PA | 1]a
202 | 6 2‘:‘;’:“""“*“ + 00 | 3226 | 325 | 00 | 5584 | 6207 | +ST | 00 | 3262 | 3283 | 00 | 5583 | 5371 | 48T [+mns | sT ™| o7 + |+|+| pa | PA |1 ]a
2022 | 529 | Turkey meat + 0,0 0,0 33 | 6646 0,0 62,19 +SE | 291 | 00 | 3355 | 66,1 00 | 6218 | +SE| - / "”/‘f'”' SE + | +[+| PA | PA |1 |a
2022 | 530 | Chicken meat ¥ 2662 | 00 | 2673 | 6611 0,0 62,04 +SE_ | 2808 | 00 | 3051 | 6641 | 00 | 6234 | +SE | +di- | |+md+| SE + |+|+]| PA | PA |1 |a
2022 | 623 Eae"a’fh'd‘e" * 2692 | 00 | 3315 | 66,56 0,0 62,68 +SE | 2763 | 00 | 3423 | 6724 | 00 | 6238 | +SE +dﬂ)”' SE +”/‘f”' SE + |+ |+]| PA PA | 1 |a
202 | 624 ﬁae‘;’td”“k ¥ %11 | 00 | 2621 | 66,17 0,0 66,05 +SE | 2644 | 00 | 2689 | 6625 | 00 | 6228 | +SE | - / "N+'”" SE + | +[+| PA | PA |1 |a
202 | 625 |Raweut - 0,0 00 | 342 0,0 0,0 62,42 - 0,0 00 | 3292 | 00 00 | 6207 | - - po[rman - |- -] NA | NA |1 |a
poultry meat I+
202 | 626 ﬁae‘;’tpw"’y 0,0 00 | 3384 | 00 0,0 62,18 ; 0,0 00 | 329 | 00 00 | 6228 | - ; /| d@nil| spp - |- -] Na | NA |1 ]a
+
202 | 1997 |Organic : o734 | 00 | 3346 | 6628 | 00 | 6205 | #SE | 2073 | 00 | 3391 | 67.04 | 00 | 6305 | #8E | NIV | 5 |*MAN 5 im | x5 wm| x5 - | -|-|ppNA|PPNA | 1 |a
chicken meat + [+
2022 | 1998 ﬁi‘;’t”“'"" + 00 | 3305 | 3253 | 0,0 5513 | 6175 +ST 00 | 3358 | 3293 | 00 | 5595 | 6215 | +ST +dﬂ)”' ST +”/"f”' ST + |+]+] pA PA | 1 |a
2021 | 8086 ﬁi‘;’t”"‘ + 00 00 | 3091 | 66.17 0,0 61.35 +SE | 2845 | 00 | 3316 | 6674 | 00 | 6217 | +SE| - / "”1”" SE SE + |+]+] pA PA | 1 |b
2021 | 8087 E}ae‘;’tp"k ¥ 2200 | 00 | 3391 | 66.17 0,0 63.40 +SE | 2186 | 00 | 2266 | 6683 | 00 | 6287 |+SE| +p | SE | +p | SE + | +[+| PA | PA |1 |D
2021 | 8088 21‘;"”" + 2558 | 00 | 3399 | 66.47 0,0 62.49 +SE | 2759 | 00 | 2785 | 6663 | 00 | 6300 | +SE | +12 | SE ”/’f”i SE + |+]+] PA PA | 1 |b
2021 | 8089 zfe‘fa’tp“" + 2637 | 00 | 3241 | 6647 | 00 | 6169 | +SE | 2788 | 00 | 3380 | 6669 | 00 | 6350 | +SE | - ;o™ s | se + |+ |+] pa | PAa |10

* Analyses performed according to the COFRAC accreditation
ADRIA 48/78 September 3, 2026

Summary report (Version 2)
GENE-UP SEST



bioMérieux

MEAT PRODUCTS

Reference
method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1*
BPW 18h 34-38°C + 72 h at 5°C + 3°C
PCR GENE-UP SEST - Confirmation + 72h at 5°C + 3°C Final
BPW 72h Lysate 72h Subculture SX2 (if necessary) result Agreement
Direct streaking GENE | GENE UP 72h
24h at 41,5°C1,0°C =
Year of | Sample UEs72h S | g
. '€ 1 Product XLD ASAP XLD ASAP . 2|
analysis N After Confir w |~
Result € After purif After purif After purif | mation e
SEST TM(°C) | TM(°C) | TM(°C E TM(C) | TM(C) | TM(C) | S 3 = 3 4 3 SEST o o
CoSE | cpsT | cplc S(E) S(T) |(c) 2 | CpSE | CpsST | CplC SI(E) S(T) |c() 2| % 2 . |t . | L | fmal | |8 | B
i o S S == |5 = 5 = | result | B a
= e 2z| 8 28 S 2 g 6|2 & 2
= = g e = g2 = g e
Raw pork
2021 | 8og0 | W + 2173 | 00 | 3377 | 6644 0,0 6252 | +SE | 2233 | 00 | 2246 | 6688 | 00 | 6292 [+SE| +p | SE | +p | SE + [+|+| PA | PA |1 |D
2022 66 21‘;’:““”"‘ 0,0 00 | 3343 | 00 0,0 62.23 - 0,0 00 | 3300 | 00 00 | 6243 | - - / - / - |- [-] Na | NA |1 |D
022 | 67 | RawPok + 00 | 3042 | 3107 | 00 | 5661 | 5502 | 48T | 00 [ 3145|3172 | 00 | 621 | 5428 | #ST |#mnis | sT | ™| gy # |+ |+ PA | PA |1 |D
2022 68 EZ"a’tp”k 0,0 00 | 3381 0,0 0,0 62.27 ; 0,0 00 | 3357 | 00 00 | 6257 | - ; [ | +mni |- - |- Na | NA |1 |D
202 | 69 EZ"a’tp”k + 00 | 3001 | 3020 | 00 5659 | 56.66 +ST 00 | 3068 | 3079 | 00 | 5669 | 5657 | 4ST |+mnil+| ST | +m | ST + [+|+| PA | PA |1 ]|D
2022 70 EZ"a’tp”k 0,0 00 | 3324 | 00 0,0 62.06 ; 0,0 00 | 3353 | 00 00 | 6202 | - ; / - ; - |- Na | NA |1 |D
Raw pork
2022 | 456 | meat (knuckle + 00 | 3215 | 3202 | 00 553 | 6167 +ST 00 | 31,65 | 3203 | 00 | 5582 | 5382 | +ST |+mni+ | ST | +12 | ST + [+|+| PA | PA |1 |D
rind)
Raw pork
2022 | 457 Ejf‘;&mk + 00 | 3362 | 3298 | 00 55,1 61,8 +ST 00 | 3373 | 3304 | 00 | 5523 | 6214 | +ST +mf"" ST | +m | sT + |+ [+ PA | PA |1 |D
bones)
Raw pork
2022 | 458 |meat (pork + 00 | 316 | 3153 | 00 5607 | 5593 +ST 00 | 3149 | 3131 | 00 56 | 5588 | +ST | +12 | ST | +12 | ST + [+|+| PA | PA |1 ]|D
chop)
Raw pork +mdni/ +mdni
2022 | 459 |meat (pork + 00 | 3362 | 3292 | 00 5532 | 5512 +ST 00 | 3372 | 3292 | 00 | 5534 | 5497 | ST | st || st + [+|+| PA | PA |1 |D
chop)
2022 | 631 | Pork meat - 0,0 00 | 3357 | 00 0,0 61,05 - 00 | 00 |3378]| 00 00 | 6222 | - | +m | spp | +M | spp - |- -] NA | NA |1 [0
202 | 32 |Porkmeat - 0,0 00 | 3364 | 00 0,0 61,67 ; 0,0 00 | 3371 ] 00 00 | 6214 | - | +m | spp | +M | spp - |- Na | NA |1 |D
(pork chop)
202 | 633 |Porkmeat - 0,0 00 | 329 | 00 0,0 61,83 ; 0,0 00 | 3445 | 00 00 | 6228 | - |+mni+| spp | +122 | spp - |- Na | NA |1 |D
(pork chop)
2022 | 634 | RawPok i 00 | 00 | 3343 | 00 00 | 6166 . 00 | 00 | 3280 | 00 | 00 [6235 | - |™W| g | 12| spp A I O N TN T
2022 | 635 z’;‘;’tg’“"d 0,0 00 | 3377 | 00 0,0 61,55 - 0,0 00 | 343 | 00 00 | 6216 | - | +m | spp | +M | spp - |- -] Na | NA |1 |D
2022 | 2000 | Raw POtk i 00 | 3050 | 3167 | 00 | 5563 | 535 | +ST | 00 | 3235 | 3188 | 00 | 551 | 5532 [+sT || 7 |TMIN| gr + |+|+[ P | PD |10
2022 | 2001 ﬁgt”"‘ - 00 | 3149 | 3200 | 00 5576 | 6143 +ST 00 | 3346 | 3259 | 00 | 5488 | 5451 | +ST +mf”" ST +”/‘f'”' ST + |+[+| PD | PD | 1 |b
202 | 102 :ﬁ"ﬂgt + 2048 | 00 | 2061 | 6682 | 00 | 6254 | +SE | 2109 | 00 | 3372 | 6602 | 00 | 6178 |+SE| +p | SE | +p | SE + |+ +| pa | PA |16
202 | 103 :ﬁ"ﬂgt + 00 | 2505 | 2523 | 00 | 5680 | 5655 | +ST | 00 | 2381 | 2480 | 00 | 5562 | 5536 | +ST | +p | ST | +M | ST + |+ +| pa | PA |16
Roasted H/2ni
2022 | 104 | cooked + 2346 | 00 | 2364 | 66.88 0,0 6312 | +SE | 2408 | 00 | 2686 | 6692 | 00 | 6308 |4SE| +m | SE | | SE + [+|+| PA | PA |1 ]c
chicken meat
Roasted
2022 | 105 |cooked + 00 | 2644 | 2807 | 00 5674 | 5593 +ST 00 | 2506 | 2648 | 00 | 5645 | 5391 | +ST | +p | ST | +p | sT + [+|+| Pa | PA |1 ]c
chicken meat
ADRIA 49/78 September 3, 2026

Summary report (Version 2)
GENE-UP SEST



bioMérieux

MEAT PRODUCTS

Reference
method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1*
BPW 18h 34-38°C + 72 h at 5°C * 3°C
PCR GENE-UP SEST - Confirmation + 72h at 5°C + 3°C Final
BPW 72h Lysate 72h Subculture SX2 (if necessary) result Agreement
i i ENE | GENEUP72h
Direct streaking 24h at 41 5°C#1,0°C L?P e G u .
o (]
vearof | Sample | by et XLD ASAP XLD ASAP : 24
analysis N After Confir 5 |
';EESS“T“ pufif After purif After purif After purif "SlaEtisffrﬂ e
o ° o = = 0 (2] n (7] - -
CpsE | CpsT | cpic | MEC) | TMECHTTMECH T8 | cpse | cpsT | cpic | O | THIO MO g |2 2 . | = . |s L | fimal |, @ | i@
o o 3 E gg 3 gg 3 $§ result ﬁ @ ﬁ P
S | o | 8| 3 |28 |8| 5 |28|8| & |28 3 3
= n a2 n 3 o = n 3 8| & (7] 3 a ) )
= = g e = g2 = g e
+mdni/ +mdni i/
2022 | 106 | Chipolatas " 0,0 00 | 3299 | 6673 0,0 62.08 +SE | 2650 | 00 | 3322 | 6668 | 00 | 6219 | +SE | ™ / | SE M| SE nil | SE + [+|+| PA | PA |1 ¢
+
2022 | 107 |Sausage - 0,0 00 | 3347 | 00 0,0 62.12 - 0,0 00 | 3377 | 00 00 | 6208 | - +m_d"'/ / +r‘1’i(/f) / - - - |- -| NA | NA |1
2022 | 108 | Sweet chorizo ¥ 22,81 0 248 | 6585 0 61,53 +SE_ | 22.99 | 22.99 | 2450 | 66.05 | 55.88 | 61.39 | +SE | +M | SE | +M | SE M D + [+|+] PA | PA [ 1 |c
2022 | 109 | Chorizo - 0,0 00 | 3368 | 00 0,0 62.22 - 0,0 00 | 3324 00 00 | 6235 | - - / - / - [ -[-1T NA [ NA [ 1 [c
202 | 110 |Cookedand + 2194 | 00 | 3495 | 6693 | 00 | 6688 | +SE | 2186 | 00 | 3443 | 6626 | 00 | 6621 | +SE| +p | SE | +p | SE L+ l+] pa | PA | 1]
cut pork meat
202 | 111 |Cookedand + 00 | 2353 | 2377 | 00 | 5643 | 5622 | +ST | 00 | 2327 | 2443 | 00 | 5607 | 5579 | +ST| +p | ST | +p | sT L+ l+] pa | PA | 1]
cut pork meat
2022 | 460 (Drzg‘:t‘tt:)sse“ * 00 | 2824 | 2896 | 00 5601 | 5598 +ST 00 | 2661 | 2871 | 00 | 5573 | 5400 | +ST| +p | ST | +p | ST + |+ [+ PA | PA |1 |c
2022 | 461 ([L‘:"c‘f;fsse“ + 00 | 2618 | 266 0,0 5558 | 5537 +ST 00 | 2621 | 2802 | 00 | 5557 | 548 |[+ST| +p | ST | +p | ST + |+ [+ PA | PA |1 |c
Cooked,
2022 | 462 |roasted and + 00 | 248 | 2602 | 00 5607 | 5583 +ST 00 | 2453 | 26 00 | 5593 | 5361 [+ST | +p | ST | +p | T + [ +|+| PA | PA |1 ]c
cut pork meat
Sliced +mdni
2022 | 2002 |roasted * 247 | 00 | 2470 | 6652 0,0 63.44 #SE | 2147 | 00 | 2164 | 6610 | 00 | 6214 |+SE| +M | SE || sE + [+|+| PA | PA |1 ]|c
chicken meat
Smoked +mdni SEST
2022 | 2004 |garlic - 00 | 3452 | 3273 | 00 5548 | 6195 +ST 00 | 3172 | 3187 | 00 | 5479 | 5444 | 48T | +M | 6 | 0| 6 | pool |+m | ST m| ST |sT| - |[-|-| PD | PD |1 |c
sausage x20:-
ADRIA 50/78 September 3, 2026

Summary report (Version 2)
GENE-UP SEST



bioMérieux

EGG PRODUCTS

Year of | Sample Product Reference method: ISO 6579-1¢
. ° Product RVS broth MKTTn broth Serotypin Result Category | Type
analysis N (French name) XD ASAP XD ASAP 65735/)?3 g SEST
2022 575 | Coquille d'ceuf frais de poules élevées en plein air Shell egg (Fresh free-range eggs) +p +p +p +p Salmonella Enteritidis 2 a
2022 576 | Coquille d'ceuf frais de poules élevées en plein air Shell egg (Fresh free-range eggs) +p +p +p +p Salmonella Typhimurium 2 a
2022 577 | Coquille d'ceuf frais datés Shell egg (dated fresh free-range eggs) +p +p +p +p Salmonella Enteritidis 2 a
2022 578 | Coquille d'ceuf frais datés Shell egg (dated fresh free-range eggs) - - - - / - 2 a
2022 579 | Coquille d'ceufs bretons plein air Shell egg (Fresh free-range eggs from Brittany) +p +p +p +p Salmonella Enteritidis + 2 a
2022 580 | Coquille d'ceuf bretons plein air Shell egg (Fresh free-range eggs from Brittany) +p +p +p +p Salmonella Typhimurium + 2 a
2022 581 | Coquille d'ceuf frais de poules élevées en plein air Shell egg (Fresh free-range eggs) +p +p +p +p Salmonella Enteritidis 2 a
2022 582 | Coquille d'ceuf frais de poules élevées en plein air Shell egg (Fresh free-range eggs) +p +p +p +p Typlﬁfr]lumr?unrﬁll\/?/it1ﬁgh[t51ll’; ge'll-a} ;)Hase + 2 a
2022 583 | Coquille d'ceuf frais de poules élevées en plein air Shell egg (Fresh free-range eggs) +p +p +p +p Salmonella Enteritidis + 2 a
2022 584 | Coquille d'ceuf frais de poules élevées en plein air Shell egg (Fresh free-range eggs) +p +p +p +p Salmonella Typhimurium + 2 a
2022 585 | Coquille de gros ceufs de poules élevées en plein air Shell egg (Big fresh free-range eggs) +p +p +p +p Salmonella Enteritidis + 2 a
2022 586 | Coquille de gros ceufs de poules élevées en plein air Shell egg (Big fresh free-range eggs) +M +p +M +p Salmonella Typhimurium + 2 a
2022 839 | Coquille de gros ceuf breton plein air Shell egg (big and fresh eggs) +p +p +p +p Salmonella Livingstone 2 a
2022 840 | Coquille d'ceuf Shell egg +p +p +p +p Salmonella Livingstone 2 a
2022 841 | Coquille d'ceuf frais de poules bio Shell egg (fresh and organic eggs) +p +p +p +p Salmonella Livingstone 2 a
2022 842 | Coquille d'ceuf frais de poule élevée en plein air Shell egg (fresh free-range eggs) +p +p +p +p Salmonella Mbandaka 2 a
2022 843 | Coquille d'ceuf de poule élevée en plein air Shell egg (fresh free-range eggs) +p +p +p +p Salmonella Mbandaka 2 a
2022 844 | Coquille d'ceuf frais trés gros Shell egg (big and fresh eggs) st st st st 2 a
2022 845 | Coquille d'ceuf frais Shell egg (fresh eggs) st st st st 2 a
2022 846 | Coquille d'ceuf frais de poule élevée en plein air Shell egg (fresh free-range eggs) st st st st 2 a
2022 847 | Coquille d'ceuf frais bio de poule élevée en plein air Shell egg (organic fresh free-range eggs) st 2 a
2022 848 | Coquille d'ceuf poule élevée en bretagne Shell egg (fresh free-range eggs, Bretagne) st st st st 2 a
2016 4395 | Poudre d'ceuf entier Whole egg powder +p +p +p +p ://///////////////////////////////////////////////////////////// 2 b
2016 | 4396 |Poudre de blanc d'ceuf White egg powder +p +p +p w 2 b
2016 4400 | Poudre d'ceuf patissier Whole egg powder +p +p +p +p ////////////////////////////////////////////////////////////// = 2 b
2022 215 | Poudre de blanc d'ceuf White egg powder +p +p +p +p Salmonella Typhimurium + 2 b
2022 216 | Poudre d'ceuf entier Whole egg powder +p +p +p +p Salmonella Typhimurium + 2 b
2022 217 | Poudre de blanc d'ceuf White egg powder +p +p +p +p Salmonella Enteritidis + 2 b
2022 218 | Poudre de blanc d'ceuf White egg powder +p +p +p +p Salmonella Enteritidis + 2 b
2022 219 | Poudre d'ceuf entier Whole egg powder +p +p +p +p Salmonella Enteritidis + 2 b
2022 220 | Poudre de jaune d'ceuf Egg yolk powder +p +p +M +p Salmonella Typhimurium + 2 b
2022 221 Poudre de blanc d'ceuf White egg powder +p +p +p +p Salmonella Enteritidis + 2 b
2022 222 | Poudre d'eeuf entier Whole egg powder +p +p +p +p Salmonella Typhimurium i 2 b
2022 223 | Poudre de blanc d'ceuf White egg powder +p +p +p +p Salmonella Enteritidis + 2 b
2022 224 | Poudre de blanc d'ceuf White egg powder +p +p +p +p Salmonella Typhimurium + 2 b
2022 225 | Poudre de jaune d'ceuf Egg yolk powder +p +p +p +p Salmonella Enteritidis + 2 b
2022 226 | Poudre d'ceuf entier Whole egg powder - st st st / - 2 b
2022 2005 | Poudre d'ceuf entier Whole egg powder +p +p +p +p Salmonella Enteritidis + 2 b
2022 2006 | Poudre de jaune d'ceuf Egg yolk powder +p +p +p +p Salmonella Typhimurium + 2 b
2022 2007 | Poudre d'ceuf entier Whole egg powder +p +p +p +p Sag(;gqil;ae;ll'gpl):gnnt:irslum + 2 b
2022 2008 | Poudre de jaune d'ceuf Egg yolk powder +p +p +p +p Salmonella Enteritidis + 2 b

* Analyses performed according to the COFRAC accreditation

ADRIA
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September 3, 2026



bioMérieux

EGG PRODUCTS

Reference method: ISO 6579-1°¢
;T,';,;fs Sa;l"op'e (Fre';':ﬁ‘:“;; o Product RVS broth MKTTn broth Serotyping Resut | Category | Type
XLD ASAP XLD ASAP 6579-3 SEST

2022 2215 | Poudre d'ceuf entier Whole egg powder st st st st / - 2 b
2022 2216 | Poudre de jaune d'ceuf entier Egg yolk powder st st st st / - 2 b
2022 2217 | Poudre d'ceuf entier Whole egg powder st st st st / - 2 b
2022 2218 | Poudre de jaune d'ceuf entier Egg yolk powder st st st st / - 2 b
2022 2219 | Poudre de jaune d'ceuf entier Egg yolk powder st st st st / - 2 b
2016 4731 | Jaune d'ceuf pasteurisé Pasteurized egg yolk +p +p +p +p - 2 C
2016 4733 | CEuf entier pasteurisé Pasteurized whole egg +p +p +p +p - 2 C
2016 4734 | Blanc d'ceuf pasteurisé Pasteurized egg white +p +p +p +p = 2 Cc
2022 209 | Coule de blanc d'ceuf pasteurisé Pasteurised liquid white egg +p +p +p +p Salmonella Enteritidis + 2 c
2022 210 | Coule de jaune d'ceuf pasteurisé Pasteurised liquid egg yolk +p +p +p +p Salmonella Enteritidis + 2 c
2022 21 Coule d'ceuf entier pasteurisé Pasteurised liquid whole egg +p +p +p +p Salmonella Enteritidis + 2 c
2022 212 | Coule de blanc d'ceuf pasteurisé Pasteurised liquid white egg +p +p +p +p Salmonella Typhimurium + 2 c
2022 213 | Coule de blanc d'ceuf pasteurisé Pasteurised liquid white egg +p +p +p +p Salmonella Typhimurium + 2 c
2022 214 | Coule de jaune d'ceuf pasteurisé Pasteurised liquid egg yolk +p +p +p +p Salmonella Typhimurium + 2 c
2022 407 | Blanc d'ceuf liquide pasteurisé Pasteurised liquid white egg st st st st / - 2 c
2022 408 | Blanc d'ceuf liquide pasteurisé Pasteurised liquid white egg +p (H2S-) +p | +p (H2S-) +p Salmonella Enteritidis + 2 c
2022 409 | Jaune d'ceuf liquide Pasteurised liquid egg yolk st st st st / - 2 c
2022 410 | CEuf entier liquide Pasteurised liquid whole egg +M +p st +p Salmonella Typhimurium 2 c
2022 411 | Jaune d'ceuf liquide Pasteurised liquid egg yolk +p (H2S-) +p +p +p Salmonella Enteritidis 2 c
2022 412 | CEuf entier liquide Pasteurised liquid whole egg st st st st / - 2 c
2022 527 |Blanc d'ceuf liquide pasteurisé Pasteurised liquid white egg +p +p +p +p Salmonella Typhimurium 2 c
2022 528 | CEuf entier liquide Pasteurised liquid whole egg +p +p +p +p Salmonella Typhimurium 2 c
2022 2009 | Coule de jaune d'ceuf liquide pasteurisé Egg yolk powder +p +p +p +p S?IS'TEOSnT?_I )I(Zé)nii?)t S - 2 c
2022 2010 | Coule de jaune d'ceuf liquide pasteurisé Egg yolk powder +p +p +p +p Salmonella Typhimurium 2 c
2022 2011 | Coule d'ceuf entier liquide pasteurisé Whole egg powder +p +p +p +p Salmonella Enteritidis 2 c
2022 2012 | Coule d'ceuf entier liquide pasteurisé Whole egg powder +p +p +p +p S?IS'TEOSnT?_I )I(e;é)niirr)t S - 2 c
2022 2212 | Blanc d'ceuf liquide pasteurisé Pasteurised liquid white egg st st st st / - 2

2022 2213 | Blanc d'ceuf liquide pasteurisé Pasteurised liquid white egg st st st st / - 2

2022 2214 | CEuf entier liquide pasteurisé Pasteurised liquid whole egg st st st st / - 2
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bioMérieux

EGG PRODUCTS

Reference
method: Alternative method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1*¢
BPW 18h 34-38°C
Confirmation
PCR result
. . Subculture SX2
Direct streaking = N
2 6h at 41,5°C+1,0°C 24h at 41,5°C+1,0°C % w —
= o )
s Z XLD ASAP XLD ASAP XLD ASAP Sl w18,
o e | Product - - S | © D =
N e After purif After purif Ater |25 5 | R|F
= & Result Atter purif After purif (if (if Atter purif . = o[ ©
o purif | @ | > =
> SEST ™ " - " necessary) " necessary) " " wi g i
. TM(°C) |[TM(°C) | 3 o - R - 8 8 3 8 sz 2
CpSE | CpST CplC (°C) 2 IS = c = = = c = Ss|H =
ST IC o = o> | D= S o> D - = o K=] o o = [}
SE 8 £ =/ 2w 8 £ ) L w 3 £ | 3 © 3 3] 3 o | gl S g
- < ol =W - S g — = S | & = & - pg = o | E| @ 3
S 2 || 8» S = = S w S = | R IS _ | R g _ 2 S | _ | R|=| e s
£ S |5|iE 2 S 3 i = e 18| & | 2|8 s |2 3 | |8|18|8|s| <
= ] < = [} = [ = <2} = <2} = w o | =
= » o = o o = e = o = o = o i
»n & n [<2] »n | 2 2] 2] 2]
w - w w
202 | 575 fs"e"egg(ﬁes" + 2278 | 00 | 3435 | 6651 | 00 | 6264 | +SE +p SE | /] + +p SE SE + +p +p +l+| PA |2]a
ree-range eggs)
2022 | 576 | Shell egg (Fresh + 00 | 2451 | 2601 | 00 | 5536 | 548 | +ST +p sT | 1] + +p ST ST + +p +p +l+| PA |2]a
free-range eggs)
Shell egg (dated
2022 577 | fresh free-range + 21.8 0.0 23.45 65.9 0.0 62.09 | +SE +p SE / + +p SE SE + +p +p + |+ PA 2| a
eggs)
Shell egg (dated
2022 578 | fresh free-range - 0.0 0.0 33.27 0.0 0.0 61.7 - - / / - - / / - - - - - - |- NA 2| a
eggs)
Shell egg (Fresh
2022 579 | free-range eggs + 21.89 0.0 2365 | 65.88 0.0 62.06 | +SE +p SE / + +p SE SE + +p +p + |+ PA 2| a
from Brittany)
Shell egg (Fresh
2022 580 | free-range eggs + 0.0 24.57 26.59 0.0 55.5 5254 | +ST +M ST / + +p ST ST + +p +p + | + PA 2| a
from Brittany)
2022 | sg1 | Shell egg (Fresh + 2149 | 00 | 2283 | 6547 | 00 | 6273 | +SE M SE | /| + 0 SE SE + p p +|+| PA [2]a
free-range eggs)
Salmonella
145,12 :-: -
2022 | sg2 | Shell eag (Fresh + 00 | 2554 | 2749 | 00 | 5571 | 5392 | +ST 4 ST | /] + + ST | Typnimum |+ | #p 4 s +| A |2]a
free-range eggs) without
flagellar phase
2022 | 583 | Shell egg (Fresh s 204 | 00 | 3407 | 6604 | 00 | 6236 | +SE M SE | /| + 4 SE SE s 4 4 +l+| Pa |2]a
free-range eggs)
2022 | 584 |Shellegg (Fresh + 00 | 2425 | 2568 | 00 | 5501 | 5484 | +ST +M ST | /| + +p ST ST + +p +p +|+| PA |2]a
free-range eggs)
2022 | 585 | ool €90 (Big fresh + 2122 | 00 | 2316 | 6601 | 00 | 6303 | +SE +p SE | /] + +p SE SE + +p +p +l+| pPA |2]a
ree-range eggs)
2022 | 586 | ool edo (Big fresh + 00 | 2411 | 2551 | 00 | 5555 | 529 | +ST +p sT | 1] + +p ST ST + +p +p +l+| pPA |2]a
ree-range eggs)
Shell egg (big and .y
022 | 839 |00 o) 0.0 0.0 3676 | 0.0 00 | 6230 | - +p sop | /| - +p spp | S Lvingstone | - +p +p - -] NA |2]a
2022 | 840 | Shellegg - 0.0 0.0 3384 | 00 00 | 62.16 - +p sop | /| - +p Spp_ | S.Livingstone | - +p D - -] NA [ 2 a
Shell egg (fresh and : ) Vi ) S
2022 | 841 | i eags) 0.0 0.0 3454 | 00 00 | 6231 + spp | ! +p spp | S Livingstone +p +p NA |2 | a
Shell egg (fresh : ) ) S
2022 | 842 free-range eggs) 0.0 0.0 3406 | 0.0 00 | 6206 + spp | ! + spp | S Mbandaka +p +p NA |2 |a
Shell egg (fresh : ) ) S
2022 | 843 free-range eggs) 0.0 0.0 3370 | 00 00 | 6162 + spp | ! +p Spp | S Mbandaka +p +p NA |2 |a
2022 | 844 | Snellegg (bigand 00 | 00 | 3376 | 00 | 00 | 6159 | - st o] - st / / : st st st st o] A [ 2]
fresh eggs)
2022 | 845 gg;l)egg (fresh 00 | 00 | 3228 | 00 | 00 | 6067 | - : o] - st / / : st st st st o] Na [ 2]

* Analyses performed according to the COFRAC accreditation
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bioMérieux

EGG PRODUCTS

Reference
method: Alternative method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1*
BPW 18h 34-38°C
Confirmation
PCR result
. . Subculture SX2
Direct streaking = N
P 6h at 41,5°C1,0°C 24h at 41,5°C1,0°C 8 -
= 2 w0
T = XLD ASAP XLD ASAP XLD ASAP Sl w8,
© a | Product S| © o SRS
‘5 £ After purif Atter purif Ater | = | 5 A=
= & Result Atter purif After purif (if (if Atter purif . = o[ ©
o purif | @ | > =
> SEST ™ " - " necessary) " necessary) " " wi g i
. TM(°C) |[TM(°C) | 3 o - R - 8 8 3 8 sz 2
CpSE | CpST CplC (°C) ST Ic 4 IS | 2 5 2 5 5 5 5 Sl o S
SE i 8 £ 5182 B £l g |28 8 | £z 8 2| 8 2 | 8] |2lE|Z| B
8 z |2| 8 3 g = gon| 3 Il 8 |52 8 || B 8 |5 2lE8 5
s | BB= s B & (= EEE %553 2 | 5|%Z8E °
»n & n [<2] »n | 2 2] 2] 2]
w - w w
2022 | s4p | Shell egg reshiree- 00 | 00 | 3364 | 00 | 00 | 6188 | - st bl - st / / S st st st -] N [2]a
range eggs)
Shell egg (organic
2022 847 | fresh free-range - 0.0 0.0 33.79 0.0 0.0 62.34 - - / / - - / / - - - st st - |- NA 2| a
eggs)
Shell egg (fresh free-
2022 848 | range eggs, - 0.0 0.0 33.54 0.0 0.0 61.71 - st / / - st / / - st st st st - |- NA 2| a
Bretagne) - =
2016 | 4395 | Whole egg powder - 0.0 0.0 3383 | 0.0 0.0 62 - +p .= +p ... = +p +p - -1 N 20
2016 | 4396 | White egg powder : 0.0 0.0 40.00 | 0.0 0.0 56.26 - +p . e +p ... = +p +p - -1 N 20
2016 | 4400 | Whole egg powder - 0.0 00 | 3364 | 00 00 | 6096 | - P . //// - o 000 - +p +p - NA [ 20D
2022 | 215 [ White egg powder + 0.0 2586 | 2784 | 00 | 5378 | 51.74 | +ST +p + +p ST ST + +p +p + [+ PA [ 20
2022 | 216 | Whole egg powder + 0.0 2763 | 29.03 | 00 55 5326 | +ST +p ST / + +p ST ST + +p +p + [+ PA |20
2022 | 217 | White egg powder + 22.87 0.0 232 | 6483 | 00 | 6472 | +SE +p SE [/ | + +p SE SE + +p +p + [+ PA |20
2022 218 | White egg powder i 22.73 0.0 24.28 | 64.46 0.0 64.33 | +SE +p SE / W +p SE SE + +p +p i+ PA 2| b
2022 219 | Whole egg powder + 20.71 0.0 2228 | 65.22 0.0 61.26 +SE +p SE / i +M SE SE + +p +p + |+ PA 2 1b
2022 220 | Egg yolk powder + 0.0 34.49 33.44 0.0 54.74 61.02 +ST +M ST / i +M ST ST + +p +p + |+ PA 2 1b
2022 | 221 | White egg powder + 22.66 0.0 2272 | 6391 | 00 | 63.89 | +SE +p SE |/ | + +p SE SE + +p +p + [+ PA [ 20D
2022 | 222 | Whole egg powder + 0.0 2555 | 2573 | 00 | 5341 | 5301 | +ST +p sT | /| + +p ST ST + +p +p + |+ PA [ 20
2022 | 223 | White egg powder - 20.94 0.0 2099 | 6416 | 00 | 6417 | +SE +p SE | /] + +p SE SE + +p +p + |+ PA [2]0
2022 224 | White egg powder + 0.0 24.81 25.09 0.0 52.96 5263 | +ST +p ST / W +p ST ST + +p +p i+ PA 2| b
2022 225 | Egg yolk powder i 21.45 0.0 2145 | 64.01 0.0 64.00 | +SE +p SE / W +p SE SE + +p +p i+ PA 2| b
2022 226 | Whole egg powder - 0.0 0.0 33.46 0.0 0.0 60.42 - - / / - - / - - - - - NA 21 b
2022 | 2005 | Whole egg powder + 23.44 0.0 2345 | 6541 0.0 63.59 +SE +p SE / + +p SE SE + +p +M +p +p + | + PA 21b
2022 | 2006 | Egg yolk powder + 0.0 3439 | 3361 | 0.0 545 | 60.89 | +ST +p sT | /| + +M ST ST + +p +M +p +p + |+ PA [ 20
2022 | 2007 | Whole egg powder + 0.0 28.93 29.48 0.0 54.08 5385 | +ST +p ST / + +p ST ST + +p +M +p +p + | 4+ PA 2 1b
2022 | 2008 | Egg yolk powder + 21.34 0.0 33.92 | 65.07 0.0 61.1 +SE +p SE / + +p SE SE + +p +p +p +p + | 4+ PA 2 1b
2022 | 2215 | Whole egg powder - 0.0 0.0 33.56 0.0 0.0 61.7 - st / / - st / / st st st st - | - NA 21D
2022 | 2216 | Egg yolk powder - 0.0 0.0 33.64 0.0 0.0 61.5 - st / / - st / / st st st st - |- NA 2| b
2022 | 2217 | Whole egg powder - 0.0 0.0 33.55 0.0 0.0 61.51 - st / / - st / / st st st st - |- NA 2| b
2022 | 2218 | Egg yolk powder - 0.0 0.0 33.17 0.0 0.0 61.24 - st / / - st / / st st st st - |- NA 2| b
2022 | 2219 | Egg yolk powder - 0.0 0.0 33.54 0.0 0.0 61.22 - st / / - st / / st st st st - |- NA 2| b
2016 | arat | oLieurzed g 00 | 00 | 335 | 00 | 00 | 6153 | - +p : +p N +p o] N |2
2016 | 4733 Z;;te”rized whole : 00 | 00 | 335 | 00 | 00 | 6201 | - 4 . +p | +p - N 2]
2016 | 4734 msitt:”rized egg 00 00 | 3366 | 00 | 00 | 6168 | - +p . +p : 4 t +p 4 A TN I
202 | 209 msltt:‘:gzed liquid + 2069 | 00 | 3103 | 6603 | 00 | 6587 | +SE +p SE | /] + +p SE SE + +p +p 1+ PA |2]c
202 | 210 :;;tjg{;sed liquid + 2792 | 00 | 2921 | 6493 | 00 | 6475 | +SE +p SE | /] + +p SE SE + +p +p +l+ ] PA |2]c
2022 | 211 | Pasteurisedliquid + 2215 | 00 | 2399 | 6574 | 00 | 6188 | +SE +p SE | /] + +p SE SE + +p +p s+ pA |2]c
whole egg
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EGG PRODUCTS

Reference
method: Alternative method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1°¢
BPW 18h 34-38°C
Confirmation
PCR result
. . Subculture SX2
Direct streaking = N
2 6h at 41,5°C+1,0°C 24h at 41,5°C+1,0°C 38 -
= 2 wn
S = XLD ASAP XLD ASAP XLD ASAP Sl w5,
i a | Product = | S 75] 5 &
N e After purif After purif Ater |25 5 | R|F
= & Result Atter purif After purif (if (if Atter purif . = o[ ©
o purif | @ | > =
> SEST ™ " - " necessary) " necessary) " " wi g i
o | TM(C) | TM(C) | 3 3 - 38 - 38 38 38 38 s|Z| 2
CpSE | CpST CplC (°C) 2 IS = c = = = c = Ss|H =
ST IC o = o> | D= S o> D - = o K=] o o = [}
SE 8 £ = 2w 8 £ ) L w 3 £ | 3 © 3 3] 3 ) g = g
= S || =w = S Py — = S || = iy = s = s> | E| @ 3
3 = o | Sw S = ~ S n < = | 2 IS _ | ] _ 154 5] _lelE| e g
£ S |5|iE 2 S 3 i = e 18| & | 2|8 s |2 3 | |8|18|8|s| <
> dJ > 5] > [5) = n > n = wn
= ® 8 (= ® o = » ol & o) = o = o9 s
%) & %) [<2] »n 2] €D 2] 2]
wn - wn wn
202 | 212 ;ﬁt‘:‘;'gzed liquid + 00 | 2894 | 3002 | 00 | 5527 | 5348 | +ST +p st | 1] + +p ST ST + +p +p +l+ | PA 2]
202 | 213 sv",‘:tt:‘;';;ed liquid + 00 | 2782 | 289 | 00 | 5531 | 533 | +ST +p sT | 1] + +p ST ST + +p +p +l+] PA |2]c
202 | 214 :;;t;gﬂ'(sed liquid s 00 | 2573 | 2683 | 00 | 5469 | 5319 | +ST +p st | /] + +p ST ST + +p +p |+ PA | 2]
2022 | 407 |Pasteurised liquid 0.0 00 | 3375 | 00 00 | 6194 | - st [ VI st / / - st st st st -] NA [ 2]c
white egg
Pasteurised liquid +M +M
2022 | 408 | RO + 217 00 | 2941 | 6524 | 00 | 6547 | +SE | +M(H2S) | SE |/ | + P SE SE * | sy p sy | ¥ +p +l+| PA |2]¢
2022 | 409 |Pasteurised liquid 0.0 00 | 3355 | 00 00 | 6118 | - st T VI st / / - st st st st |- NA |2]¢
egg yolk
202 | 410 mf;“;g‘g‘*d liquid + 00 | 2685 | 2857 | 00 | 5541 | 5302 | +ST M sT | 1] + +p ST ST A Y +p s+ ] pPA |2]c
Pasteurised liquid +M +M
222 | 41| ook + 2193 | 00 | 2349 | 6575 | 00 | 6186 | +SE | +M(H2S) | SE | /| + P SE SE * | s P sy | * +p + |+ PA |2]¢
2022 | 412 |Pasteurised liquid 00 00 | 3363 | 00 | 00 | 6176 | - st T st / / : st st st st A T I
whole egg
2022 | 527 msltt:‘;gzed liquid * 00 | 2506 | 2612 | 00 | 5557 | 5335 | +ST +p ST | /| + +p ST ST + +p +p +|+| PA |2]c¢
2022 | 528 mit;“;:;d liquid * 00 | 2405 | 2415 | 00 | 554 | 5498 | +ST +p ST | /| + +p ST ST + +p +p +|+| PA |2]¢
2022 | 2009 | Egg yolk powder - 271.71 0.0 33.06 | 6549 0.0 61.17 | +SE +p x5 / - +p x5 / - +p x5 +p | x5 +p +p |SE|SE| + | + PD 2 ¢
2022 | 2010 | Egg yolk powder ¥ 0.0 289 | 2958 | 00 | 542 | 5392 | +ST D ST | /| + D ST ST ¥ D D D D + |+ PA |2]¢
2022 | 2011 | Whole egg powder + 24.51 0.0 2522 | 65.36 0.0 65.25 | +SE +p SE |SE| + +p x5 / - +p +p +p +p + |+ PA 2| ¢
2022 | 2012 | Whole egg powder - 0.0 29.86 30.56 0.0 55.19 54.5 +ST +p x5 / - +p ST ST + +p +p +p +p + |+ PD 2| ¢
2022 | 2212 Egs‘eu”sed liquid white - 0.0 00 | 3341 | 00 | 00 | 6162 | - st ol - st / / - st st st st -l NA | 2]
2022 | 2213 e”ga;‘eu”sed liquid white - 0.0 00 | 3325 | 00 | 00 | 6142 | - st ol - st / / - st st st st -l NA | 2]
2022 | 2214 Egs‘eu”sed liquid whole : 0.0 00 | 3361 | 00 | 00 | 6185 | - st ol st / / : st st st st ol NA | 2]
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bioMérieux

EGG PRODUCTS

Reference
method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1¢
BPW 18h 34-38°C + 72 h at 5°C + 3°C
PCR GENE-UP SEST - Confirmation + 72h at 5°C £ 3°C Final Adreement
BPW 72h Lysate 72h Subculture SX2 (if necessary) result GgENE UP
Ciiesstizdh g 24h at 41,5°C+1,0°C SPE7N2Eh 72h _
Yearqf Samople Product XLD ASAP XLD ASAP . ?',’ §
analysis N After Confir s |2
Result " After purif After purif After purif | mation ©
SEST ™ES) | ™MEC) | TMES) | S e | e Mo | S| 8 ] 8 8 2 SEST) | o e
@ ? = = = = fi
CpSE | CpST | CplC SE ST IC & CpSE | CpST | CplC SE ST IC & X S = _ e = | 8 s régﬁ:: o] 5 &
o o ™ > o o= 8 @ w | o w §C)
= — = = | 281 ®| 5 |28 w| 5 |28 ?18 ?| 8
g | @ | 8| % |88 |8 2 |88 8| % |88 = =
= = Qe = g2 = 92
Shell egg (Fresh
2022 575 free-range eggs) + 25.91 0.0 25.99 66.71 0.0 64.81 +SE 21.68 0.0 21.78 0.0 0.0 65.39 | +SE | +p SE +p SE + +|+ | PA|PA| 2 |a
Shell egg (Fresh
2022 576 free-range eggs) + 0.0 2481 | 24.89 0.0 55.46 55.27 +ST 0.0 2393 | 24.03 | 655 5485 | 54.36 | +ST | +p ST +p ST + +|+| PN PA| 2 |a
Shell egg (dated
2022 577 | fresh free-range + 23.66 0.0 23.85 66.48 0.0 66.34 +SE 24.96 0.0 26.65 0.0 0.0 62.35 | +SE | +M SE +p SE + +|+ | PA|PA| 2 |a
eggs)
Shell egg (dated
2022 578 | fresh free-range - 0.0 0.0 37.58 0.0 0.0 62.68 - 0.0 0.0 3329 | 66.49 0.0 62.31 - - / - / - -|-| N | NA| 2 |a
eggs)
Shell egg (Fresh
2022 579 | free-range eggs + 23.92 0.0 24.63 66.31 0.0 66.19 +SE 21.83 0.0 22.73 0.0 0.0 61.81 | +SE | +M SE +p SE + +|+ | PA|PA| 2 |a
from Brittany)
Shell egg (Fresh
2022 580 | free-range eggs + 0.0 26.15 | 27.56 0.0 55.96 56.06 +ST 0.0 2397 | 2495 | 6535 | 55.07 | 54.85 | +ST | +M ST +p ST + +|+|PA|PA| 2 |a
from Brittany)
Shell egg (Fresh
2022 581 free-range eqgs) + 22.81 0.0 23.55 66.05 0.0 65.89 +SE 21.21 0.0 2248 0.0 0.0 61.76 | +SE | +M SE +p SE + +|+|PA|PA| 2 |a
Shell egg (Fresh
2022 582 free-range eqgs) + 0.0 26.75 | 27.16 0.0 55.53 55.08 +ST 0.0 2435 | 25.07 | 6543 | 5495 | 5442 | +ST | +p ST +p ST + +|+|PA|PA| 2 |a
Shell egg (Fresh
2022 583 free-range eqgs) + 22 0.0 22.13 65.87 0.0 65.73 +SE 22.02 0.0 22.12 0.0 0.0 6549 | +SE | +p SE +p SE + +|+|PA|PA| 2 |a
Shell egg (Fresh
2022 584 free-range eqgs) + 0.0 23.87 24 0.0 55.13 54.75 +ST 0.0 2448 | 2456 | 6558 | 55.04 | 5464 | +ST | +p ST +p ST + +|+|PA|PA| 2 |a
Shell egg (Big
2022 585 | fresh free-range + 22.63 0.0 23.77 66.2 0.0 62.49 +SE 27.01 0.0 27.94 0.0 0.0 62.34 | +SE | +p SE +p SE + +|+ | PA|PA| 2 |a
eggs)
Shell egg (Big
2022 586 | fresh free-range + 0.0 29.68 | 30.16 0.0 56.36 54.83 +ST 0.0 2825 | 2945 | 6646 | 5578 | 54.16 | +ST | +p ST +p ST + +|+ | PA|PA| 2 |a
eggs)
Shell egg (big i i i
2022 839 and fresh eggs) 0.0 0.0 33.25 0.0 0.0 61.9 0.0 0.0 34.06 0.0 0.0 62.2 +p spp +p spp - - -| NAN|NA| 2 |a
2022 840 | Shell egg - 0.0 0.0 33.54 0.0 0.0 61.68 - 0.0 0.0 33.21 0.0 0.0 61.85 - +p spp +p spp - -|-| NA [N | 2 |2
Shell egg (fresh
2022 841 | and organic - 0.0 0.0 33.81 0.0 0.0 62.07 - 0.0 0.0 34.05 0.0 0.0 61.98 - +p spp +p spp - - -| NAN|NA| 2 |a
eggs)
Shell egg (fresh
2022 842 free-range eqgs) - 0.0 0.0 337 0.0 0.0 61.78 - 0.0 0.0 34.04 0.0 0.0 61.75 - +p spp +p spp - -|-| N | NA| 2 |a
Shell egg (fresh ; .
2022 843 free-range eggs) 0.0 0.0 33.57 0.0 0.0 61.61 0.0 0.0 33.88 0.0 0.0 61.92 +p spp +p spp - - -| NAN|NA| 2 |a
2022 | 215 mv'tg;gg * 00 | 2418 | 2649 | 00 5454 | 52.54 +ST 00 | 2605 | 2636 | 00 | 5359 | 53.38 | +ST | +p ST | +p | sT + |+|+|PA|lPA] 2 |D
2022 216 \;\Llu)cli(::gg + 0.0 26.15 | 28.18 0.0 55.11 53.37 +ST 0.0 2594 | 2617 0.0 5473 | 54.37 | +ST | +p ST +p ST + +|+| PN PA| 2 |Db

* Analyses performed according to the COFRAC accreditation
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EGG PRODUCTS

Reference
method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1*
BPW 18h 34-38°C + 72 h at 5°C + 3°C
PCR GENE-UP SEST - Confirmation + 72h at 5°C * 3°C Final | ) ement
BPW 72h Lysate 72h Subculture SX2 (if necessary) result GgENE UP
Ciiesstizdh g 24h at 41,5°C+1,0°C SPE7N2Eh 72h _
Year of | Sample XLD ASAP XLD ASAP S8
analysis | N° Product After S S Confir =
Result . After purif After purif After purif | mation ©
SEST m™eEe) | TMES) | TMES) | B ™E) | ™ME) | ™™MEO) | B | 8 P g 8 8 SEST & &
2 Z2 | 2 g 8 8 g
CpSE | CpST | CplC | op ST Ic & | CpSE | CpST | CplC | "gp ST c | & | & IS = | S = | S = | ot ||| 5 | &
8 8 o= 8 o= 8 o= esut | o w i)
a ) = » 88|48 o |88 8| © |88 =5 >
= = o2 |~ o2~ g2
%) D %]
White egg
022 | a7 | S0 + 2202 | 00 | 2256 | 6544 0.0 6529 | +4SE | 2361 | 00 | 2373 | 6492 | 00 | 6386 [+SE| +p | SE | +p | SE + |+« PA|PA| 2|0
202 | 218 ‘;‘L';v't;e‘igg + 2033 | 00 | 221 | 64.99 0.0 61 +SE | 2329 | 00 | 2349 | 6436 | 00 | 644 |+SE| +p | SE | +p | SE + |+ [+|PA|PA] 2 |0
202 | 219 m’u’(ﬁfgg + 2088 | 00 | 206 | 6543 | 00 | 6141 | +SE | 2208 | 00 | 2247 | 653 | 00 | 6515 | +SE| +p | SE | +M | SE + | +|+|pPalPAal 2 |
202 | 220 ;Eg\?vg:rlk + 00 | 3379 | 3301 | 00 5462 | 611 +ST 00 | 348 | 3348 | 00 | 5471 | 6128 | +ST| +p | ST | +M | ST + | +[+|PA|PA] 2 |0
202 | 221 m,tge‘:gg + 2396 | 00 | 2403 | 6500 0.0 6497 | +SE | 2343 | 00 | 2351 | 6426 | 00 | 6438 |[+SE| +p | SE | +p | SE + [+|+|PA|PA| 2 |D
2022 | 222 ‘:ﬁﬂ‘:gg + 00 | 2488 | 2510 | 0.0 5317 | 5274 +ST 00 | 2484 | 2495 | 00 | 5420 | 5382 | +ST | +p | ST | +p | sT + [+|+|PA|PA| 2 |D
2022 | 223 m,t;e‘igg + 2101 | 00 | 2119 | 6455 0.0 6039 | +SE | 2194 | 00 | 2203 | 6449 | 00 | 6041 [+SE| +p | SE | +p | SE + [+|+|PA|PA| 2 |D
2022 | 224 mv“;;gg + 00 | 238 | 2397 | 00 5378 | 53.36 +ST 00 | 2389 | 2401 | 00 | 5366 | 5329 | +ST | +p ST | +p | sT + |+ |+|PAlPA] 2 |D
202 | 225 5333::" + 2131 | 00 | 2149 | 64.09 0.0 60.14 4SE | 2170 | 00 | 2179 | 6478 | 00 | 6071 |+SE| +p | SE | +p | SE + |+ [+|PA|PA] 2 |0
2022 | 226 ‘:ﬁu’c"‘f;gg 0.0 00 | 3377 | 00 0.0 60.74 - 0.0 00 | 3403 | 00 00 | 6105 | - - / - / - | -|-|NA|NA| 2 |D
2022 | 2005 m’u’(’i‘éfgg + 2370 | 00 | 2387 | 6558 0.0 6544 | 4SE | 2512 | 00 | 2528 | 6579 | 00 | 6402 [+SE| +p | SE | +p | SE + [+|+|PA|PA| 2 |0
2022 | 2006 ggfvg:r'k * 00 | 3357 | 3270 | 00 5345 | 53.02 +ST 00 | 3618 | 3402 | 00 | 5508 | 61.71 | +ST | +p ST +”/"f'”' ST + |+|+|PA|lPA] 2 |D
2022 | 2007 ‘:ﬁ:ﬂ‘,’(ﬁfgg + 00 | 2809 | 29096 | 0.0 5504 | 5281 +ST 00 | 2879 | 2945 | 00 | 5443 | 5416 | +ST | +p | ST | +p | sT + [+|+|PA|PA| 2 |D
2022 | 2008 Eg‘?vg:r"‘ . 2023 | 00 | 2183 | 6543 0.0 6164 | +SE | 2475 | 00 | 00 | 6131 | 00 | 6123 |+SE| +p | SE +”/“f”‘ SE + [+|+|PA|PA| 2 |D
2022 | 209 |Pasteurised + 2665 | 00 | 2717 | 6581 0.0 65.71 4SE | 3044 | 00 | 3114 | 6616 | 00 | 6539 [+SE| +p | SE | +p | SE + [+|+|PA|PA| 2 |c
liquid white egg
2022 | 210 | Pasteurised + 242 | 00 | 2527 | 6528 0.0 61.83 4SE | 2874 | 00 | 2902 | 6537 | 00 | 6445 |+SE| +p | SE | +p | SE + | +[+|PA|PA| 2 |c
liquid egg yolk
2022 | 211 |Pasteurised + 2172 | 00 | 2356 | 66.03 0.0 62.23 +SE | 2303 | 00 | 2312 | 6585 | 00 | 6589 | +SE | +p SE | +p | SE + |+|+|PAlPA] 2 |C
liquid whole egg
2022 | 212 |Pasteurised + 00 | 2624 | 2724 | 00 554 | 5338 +ST 00 | 3148 | 3147 | 00 | 5506 | 5462 | +ST| +p | ST | +p | ST + | +[+|PA|PA] 2 |c
liquid white egg
202 | 213 |Pasteurised ¥ 0.0 25 | 2605 | 00 5585 | 53.58 +ST 00 | 3008 | 3074 | 00 | 5501 | 5458 | +ST | +p ST | +p | sT + |+|+|PAlPA] 2 |c
liquid white egg
202 | 214 |Pasteurised ¥ 00 | 2606 | 2721 | 0.0 5553 | 5365 +ST 00 | 2581 | 2642 | 00 | 5505 | 5467 | +ST | +p | ST | +p | sT + [+|+|PA|PA| 2 |c
liquid egg yolk
202 | 408 |Pasteurised ¥ 2495 | 00 | 2502 | 66.32 0.0 66.28 +SE | 2862 | 00 | 3014 | 6554 | 00 | 6535 |+E | M | sE | +p | sE + |+|+|PAlPA] 2 |c
liquid white egg (H2S-)
202 | 419 |Pasteurised + 00 | 2665 | 2680 | 00 5572 | 5552 +ST 00 | 273 | 2876 | 00 | 5592 | 538 |+4ST| +p | ST | +p | ST + | +[+|PA|PA] 2 |c
liquid whole egg
2022 | 411 |Pasteurised + 254 | 00 | 3474 | 6688 | 00 | 6282 | +SE | 2219 | 00 | 2368 | 6593 | 00 | 6201 |+sE | M | sE | +p | sE + |+|+|PalPal 2 |
liquid egg yolk (H2S-)
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EGG PRODUCTS

Reference
method: GENE-UP® SE & ST (SEST) kit
ISO 6579-1*
BPW 18h 34-38°C + 72 h at 5°C + 3°C
PCR GENE-UP SEST - Confirmation + 72h at 5°C * 3°C Final |\ corent
BPW 72h Lysate 72h Subculture SX2 (if necessary) result GgENE UP
Direct streaking o o GENE
vearct | Sam 24h at 41,5°C+1,0°C e 72h = .
earor | sample XLD ASAP XLD ASAP 2| 2
analysis | N° Product After Confir =
Result " After purif After purif After purif | mation ©
SEST m™eEe) | TMES) | TMES) | B ™E) | ™ME) | ™™MEO) | B | 8 P g 8 8 S = &
CpSE | CpST | CplC 2 CpSE | CpST | CplIC 2 | € = _ = _ | £ _ | final | _| 8| ~ | &
) ) @ > ) @ > o Celifa w | o i i)
© ) ] ) e 3 ] & e 3 ® & e 3 - &
= 17 = % 83|l a| o |88 a| © |88 = =
= = o8 |2 o3 & o8
%) @ %)
Pasteurised 24771 | 2477/ | 258/ | 6535/ | 561/ | 54.72/ | +SE+ST/
2022 | s21 | pom + 2462/ | 2462/ | 2555/ | 64.96/ | 5525/ | 53.36/ | 4SE+ST/| 00 | 2558 | 2658 | 00 | 5544 | 5365 | +ST| +m | ST | +p | ST + |+|+|PAlPA] 2 |c
q 99 255 | 255 | 2624 | 6545 | 5497 | 5462 | +SE+ST
2022 | 528 |Pasteurised + 00 | 2375 | 2463 | 00 5536 | 54.35 +ST 00 | 2589 | 2649 | 00 | 5561 | 5526 | +ST | +m | ST | +p | ST + |+ |+|PAlPA] 2 |c
liquid whole egg
2022 | 2009 :fg\?vg:r'k - 2779 | 00 | 3304 | 6570 0.0 61.24 +SE | 3118 | 00 | 3261 | 6500 | 00 | 6306 |+SE| +p | x5 | +p | x5 | SE | SE + |+|+|PD|PD| 2 |c
2022 | 2010 Eg‘?vg:r'k + 00 | 2806 | 2942 | 00 5467 | 54.27 +ST 00 | 2434 | 00 00 | 5094 | 5079 | +ST | +p ST | +p | sT + |+|+|PAlPA] 2 |c
202 | 2011 ‘:ﬁﬂifgg + 2463 | 00 | 2578 | 6555 0.0 65.24 4SE | 2714 | 00 | 2755 | 6537 | 00 | 6522 | +SE | +p SE | +p | SE + |+|+|PAlPA] 2 |c
2022 | 2012 ‘:ﬁﬂ‘:gg - 00 | 2862 | 2099 | 0.0 5471 | 5286 +ST 00 | 2900 | 2961 | 00 | 5468 | 5445 | +ST| +p | ST | +p | ST + |+|+|PD|PD| 2 |c
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Appendix 5 — Relative level of detection study: raw data

Matrix : Raw pork

Strain : S. Enteritidis 2532

Seeding 48h at 5°C+3°C

Aerobic mesophilic flora: 1,0.103 CFU/g

Alternative method: GENE-UP® S. Enteritidis & S. Typhimurium (SEST) kit
Reference method: ISO 6579-1°¢ N BPW 18h 34-38°C
L umber " . "
Contamination positive PCR result Confirmation Final result Number positive
N° sample | Level level RVS MKTTn Final | samples Direct streaking Serotyping GENE-UP samples SEST/
(CFUsamele) | asap | xip | asap | \dentifcation | resut | SESTMotal o oo oor oo | TM | TM oo | Rl | 0 oo osq | 18h NP
S S SEST CpSE | CpST | CpIC 1 ocysg | oy 5T ™MCCNIC | st SAP | SSI|ISO6579-3|  gpey ot
1476 - - - / 0.0 0.0 | 33.71 0.0 0.0 61.84 / / -
1477 - - - / 0.0 00 | 3332 | 00 0.0 61.58 / / -
1478 0 / - - - / 0/5 0.0 00 | 3390 | 00 0.0 61.63 / / - 0/5
1479 - - - - / - 0.0 00 | 3347 | 0.0 0.0 61.60 / / -
1480 - - - - / - 0.0 00 | 3298 | 0.0 0.0 61.65 - - - / / -
1561 +M +M +M +p +SE + 23.54 0.0 236 | 66.39 0.0 66.26 +SE +1/2 | +mni/+ | +SE +SE +
1562 +M +M +M +M +SE + 22.65 0.0 | 2276 | 66.41 0.0 66.23 +SE +1/2 +M +SE +SE +
1563 +1/2 +M +M +M +SE + 24.94 0.0 | 2497 | 66.75 0.0 66.58 +SE +1/2 | +mni/+ | +SE +SE +
1564 - - - - / - 0.0 00 | 3362 | 0.0 0.0 61.37 - - - / / -
1565 - - - - / - 0.0 00 | 335 | 0.0 0.0 61.68 - - - / / -
1566 +M +M +M +M +SE + 23.61 00 | 2364 | 66.17 0.0 65.99 +SE +1/2 +m +SE +SE +
1567 - - - - / - 0.0 0.0 | 32.11 0.0 0.0 61.61 - - - / / -
1568 - - - - / - 0.0 00 | 3384 | 0.0 0.0 61.87 - - - / / -
1569 - - - - / - 0.0 00 | 3352 | 0.0 0.0 61.83 - - - / / -
1570 +1/2 +M +M +1/2 +SE + 26.15 0.0 | 3346 | 65.73 0.0 61.94 +SE +m - +SE +SE +
Low 04 9120 3331/ 6182/ +md 9120
1571 - - - - / - 0.0 00 |329/ | 0.0 0.0 61.79/ -/-I- (NC) - - / -
33.46 61.83
1572 +(5) +M +M +M +SE + 22.24 0.0 | 23.08 | 66.04 0.0 65.83 +SE +M +m +SE +SE +
1573 - - - - / - 0.0 00 | 3348 | 0.0 0.0 61.52 - - - / / -
1574 - st - - / - 0.0 00 |3329 | 0.0 0.0 61.84 - - - / / -
1575 - - - - / - 0.0 0.0 33.7 0.0 0.0 61.45 - - - / / -
1576 - - - - / - 0.0 00 | 3377 | 0.0 0.0 61.8 - - - / / -
1577 +M +M +M +p +SE + 23.84 0.0 | 2435 | 66.04 0.0 66.09 +SE +1/2 +M +SE +SE +
1578 - - - - / - 0.0 00 | 3365 | 0.0 0.0 61.78 - - - / / -
1579 +M +M +1/2 +M +SE i 22.23 0.0 | 2356 | 65.85 0.0 62.21 +SE +M +M +SE +SE i
1580 +M +M +1/2 +M +SE + 22.7 0.0 | 24.02 | 66.11 0.0 62.25 +SE +1/2 | +mni/+ | +SE +SE +
1581 +M +M +1/2 +M +SE + 24.62 0.0 | 25.01 | 6647 0.0 66.22 +SE +1/2 +m +SE +SE +
1582 +M +M +M +p +SE i 22.69 00 | 2412 | 66.13 0.0 62.16 +SE +M +mni/+ | +SE +SE i
1583 High 25 +M +M +1/2 +M +SE + 5/5 2543 0.0 | 2548 | 66.52 0.0 64.52 +SE +m +mni/+ | +SE +SE + 5/5
1584 +1/2 +1/2 +M +M +SE o 25.11 00 | 2522 | 66.24 0.0 66.06 +SE +m +m +SE +SE i
1585 +M +M +M +M +SE i 22.46 0.0 | 2257 | 66.67 0.0 62.61 +SE +M +m +SE +SE i

* Analyses performed according to the COFRAC accreditation
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Matrix : Liquid egg product
Strains : S. Typhimurium Ad1484 + S. Mbandaka Ad914
Seeding 48h at 5°C+3°C
Aerobic mesophilic flora: 4,9.102 CFU/g

bioMérieux

Reference method: ISO 6579-1°¢

Alternative method: GENE-UP® S. Enteritidis & S. Typhimurium (SEST) kit

BPW 18h 34-38°C

Contamination Number positive PCR result Confirmation Final result Number positive
N° sample | Level level RVS MKTTn Final samples SEST/ Direct streaking Serotyping GENE-UP samples SEST/
(CFU/sample) Identification | result Total T™ (°C) Final 18h Total
XLD | ASAP | XLD | ASAP SEST CpSE | CpST | CplC SE TM(°C)ST | TM(°C) IC result XLD | ASAP | SSI |ISO 6579-3 SEST GENE-UP
SEST
1699 st | st | st st / 0.0 0.0 33.67 0.0 0.0 61.66 - st st / / -
1700 st | st | st st / 0.0 0.0 3347 0.0 0.0 61.33 - st st / / -
1701 0 / st | st | st st / 0/5 0.0 0.0 33.61 0.0 0.0 61.49 - st st / / - 0/5
1702 st | st | st st / 0.0 0.0 33.48 0.0 0.0 61.59 - st st / / -
1703 st | st | st st / - 0.0 0.0 33.32 0.0 0.0 61.35 - st st / / -
1704 tp | tp | tp | Hp +ST + 0.0 30.01 | 30.54 0.0 54.82 54.8 +ST +p tp |+ST +ST +
1705 +p | +tp | +p | tp |spp(SSI-x20col)| - 0.0 0.0 33.14 0.0 0.0 60.89 - +p +p - / -
1706 tp | tp | tp | tp +ST + 0.0 2645 | 26.72 0.0 54.61 54.35 +ST +p +p |+ST +ST +
1707 +p | +tp | tp | +p | spp (SSI-x20col) | - 0.0 0.0 33.71 0.0 0.0 61.5 - +p +p - / -
1708 tp | tp | tp | tp +ST + 0.0 27.83 | 28.12 0.0 54.42 54.09 +ST +p +p |+ST +ST +
1709 st | st | st st / 0.0 0.0 33.2 0.0 0.0 61.41 - st st / / -
0.0/ 29.82/ | 30.85/ 0.0/ 54.8/ 54.60/ +ST/
1710 tp | tp | tp | tp +ST + 0.0/ 31.85/ | 31.62/ 0.0/ 54.46/ 54.36/ +ST/ +p +p +ST +
0.0 30.11 | 30.31 0.0 53.97 53.83 +ST
1711 S.Typhimurium | +p | +p | +p | +p +ST + 0.0 305 | 31.44 0.0 54.68 60.62 +ST +p +p |+ST +ST +
1712 Low Ad1484:1,2 tp | +p | tp | +p | spp (SSI-x20col) 11120 0.0 0.0 33.78 0.0 0.0 61.51 - +p +p - / - 11/20
1713 S.Mandaka st st st st / - 0.0 0.0 33.51 0.0 0.0 61.09 - st st / / -
1714 Ad914:0,7 D p | tp | 4P +ST + 0.0 28.34 | 29.23 0.0 54.54 54.39 +ST +p +p |+ST +ST +
1715 +tp | tp | tp | P +ST + 0.0 3114 | 31.05 0.0 54.79 54.57 +ST +p +p |+ ST +ST +
1716 tp | tp | tp | tp +ST + 0.0 29.48 | 30.05 0.0 53.78 53.48 +ST +p tp |+ST +ST +
1717 +tp | tp | tp | tp +ST + 0.0 2723 | 28.99 0.0 54.34 54.2 +ST +p +p |+ST +ST i
1718 tp | tp | tp | tp +ST + 0.0 30.56 | 31.57 0.0 54.77 52.71 +ST +p tp |+ST +ST +
1719 tp | +p | tp | +p | spp (SSI-x20col) 0.0 0.0 33.52 0.0 0.0 61.19 - +p +p - / -
1720 +p | +tp | +p | +p |spp (SSI-x20col) 0.0 0.0 33.64 0.0 0.0 61.63 - +p +p / -
1721 +p | +p | +p | tp |spp(SSI-x20col)| - 0.0 0.0 33.02 0.0 0.0 61.41 - +p +p - / -
1722 +tp | tp | tp | tp +ST + 0.0 29.28 | 30.51 0.0 54.69 53.25 +ST +p tp |+ST +ST i
1723 st | st | st st / - 0.0 0.0 33.33 0.0 0.0 61.73 - st st / / -
1724 tp | tp | tp | tp +ST i 0.0 28.72 | 29.83 0.0 54.36 54.16 +ST +p tp |+ST +ST +
S Typhimurium 0.0/ 29.41/ | 31.03/ 0.0/ 54.8/ 52.37/ +ST/
1725 A 414845 3 tp| tp | tp | Hp +ST + 0.0/ 29.95/ | 30.29/ 0.0/ 54.89/ 54.76/ +ST/ +p tp | +ST +ST +
High S Man d;ak,a 5/5 0.0 29.72 | 30.13 0.0 54.73 54.63 +ST 5/5
1726 Ad914'3 9 tp | tp | tp | Hp +ST + 0.0 30.05 | 31.45 0.0 54.81 52.61 +ST +p tp | +ST +ST +
1727 - tp | tp | tp | tp +ST i 0.0 29.07 | 30.66 0.0 54.92 52.72 +ST +p tp |+ST +ST +
1728 tp | tp | tp | Hp +ST + 0.0 2891 | 30.53 0.0 55.09 52.89 +ST +p tp |[+ST +ST +
* Analyses performed according to the COFRAC accreditation
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Appendix 6 — Inclusivity and exclusivity study: raw data

bioMérieux

INCLUSIVITY (Salmonella Typhimurium strains)

BPW - 18h at 34-38°C
PCR results Cofirmation

Direct streaking Gl

noculation GENE-UP SLM 2021-2022 GENE-UP SEST aae

. Antigenic . -
No Strain Group Strain reference Origin Level . .
formula SSI Diagnostic
(CFU225ml)

c ™ | T™ = c c ™ | TM | T™M - ASAP plates Salmonella

SLK/I CplIC| (°C) | (°C) § SIFEJ S'FIJ' CplC| (°C) | (°C) | (°C) § (typical colonies) Sero-Quick ID
SIM | IC e SE | ST | IC e kit
1 gﬁ{gfc’;e”a enterica variant Typhimurium | 0:4 (B) | 4,5:i:- Ad2509 (Erggggnme”ta' sample 45 20.06 | 2049 | 66.67 | 66.14 | + | 00 |24.70[24.77| 00 |56.14 |56.01| +ST ¥ +ST
p | Salmonella | eica | Typhimurium B |4i1,2 Ad1070 Environmental sample 21 20.04 | 2048 | 66.21 6579 | + | 0.0 |23.95|24.69| 0.0 |55.78|5559| +ST v +ST

enterica (pork industry)

3 fﬁ;g”r;’c’;e”a enterica Typhimurium B 41,2 Ad1410 Ground pork meat 54 20.44 (2074 | 66.69 | 66.02| + | 0.0 |24.08|2524| 0.0 |5567|54.57| +ST " +ST
4 gslg;’c’;e”a enterica Typhimurium B 41,2 Ad1484 Liquid egg product 60 19.80 | 20.19 | 66.57 | 6559 | + | 0.0 |2227|2352| 0.0 |55.37|55.30 | +ST " +ST
5 jﬁ:g}%’;e”a enterica | Typhimurium B |42 Ad1876 Low moisture sausage 59 20.00 | 20.70 | 6640 | 65.63| + | 00 |23.27|2443| 00 |55.17|54.92| +ST + +ST
6 eslf:;”'nf’c’;e”a enterica Typhimurium B 41,2 Ad2226 Merguez 40 2017 [20.75 | 66.58 | 6594 | + | 0.0 |23.30|24.29| 0.0 |5526|53.75| +ST " +ST
7 fﬁ;g”r;’c’;e”a enterica () | Typhimurium B }"2"[5]'12:“ 2014LSAL04593 | Eqgs 34 2189|2213 | 668 |66.78| + | 00 |2594|26.63| 00 |5623|5594| +ST + +ST
8 Sﬁgﬁ)’f”a enterica (I) | Typhimurium B }"2"[5]'12:“ 2014LSAL04863 | Environment (Poultry) 38 2128|2175 | 6652 | 66.22| + | 00 |2529|2659| 0.0 |5571]55.38| +ST + +ST
o |2amoneld | erierica () | Typhimurium B [ToPMET orasatosti2 | Emissaries 34 2166 | 22.01|66.67|66.45| + | 0.0 |2562(26.85| 00 |5577|5371| +ST |  + (pale colonies) +ST
10 gs;;"r;’c’;e”a enterica () | Typhimurium B }"2"[5]'12:“ 2013LSAL00808 | Cattle 39 2499 | 2544 | 6667|6679 + | 00 | 23 | 00 | 00 |5483|5429| +ST + +ST
1 gﬁ[g”r%’;e”a enterica () | Typhimurium B 35PN 011LsAL06976 | Pork meat 27 2058|2119 | 665 |66.02| + | 00 |2403|2518| 00 |5644|54.00| +ST + +ST
12 Sﬁgﬁ)’f”a enterica (I) | Typhimurium B }"2"[5]'12:“ 2017LSAL01523 | Soybean meal 33 2081 | 2151|6650 | 66.36 | + | 0.0 |2496|26.08| 0.0 |56.72|5468| +ST + +ST
13 j}fglf’c’;e”a enterica (I) | Typhimurium B }"2"[5]’12:“ 2014LSALOT170 | Chicken carcass 39 21.06 | 2129 | 66.55 [ 66.33| + | 0.0 |2503|26.06| 00 |56.06 |54.13| +ST + +ST
14 fslfg;’c’;e”a enterica () | Typhimurium B }"2"[5]'12:“ 2014LSAL04138 | Emissaries 37 2143|2194 |6679| 666 | + | 00 |2511|26.09| 0.0 [5538| 536 | +ST + +ST
15 Sﬁl?,?ile"a enterica () | Typhimurium B }"2"[5]’12:“ 2014LSAL02324 | Chicken meat 65 2157 | 2184|6653 [6625| + | 0.0 |2622|2671| 00 |5442|5395| +ST + +ST
16 Sslfglf’c’;e”a enterica () | Typhimurium B }"2"[5]’12:“ 2014LSAL03800 | Pork meat 31 2113 | 216 | 6627|6581 + | 0.0 |2507|2628| 00 | 555 |55.35| +ST + +ST
17|22 enterica () | s (viT) B |[1ALMZ- o014 5105371 | Duck meat 51 2091|2124 | 6647 |66.11| + | 00 |25.04(26.12| 00 |56.04|5375 | +ST ; +ST
18|22l enterica () | S (VAT B | T5PM% 7 o01415AL03826 | Nandou 42 2179|2194 |66.42| 657 | + | 0.0 |26.02|27.18| 0.0 |55.78|5353| +ST | + irregular colonies) +ST
19 Sﬁ:g%’;e”a enterica () | S.I (VMTI) B LABMZT | 501415104520 | Environment (Poultry) 34 2178 | 2225|6653 [66.17| + | 0.0 |2558|26.65| 00 |5578 |5352| +ST + +ST
20 | S8 enterica ) | S (WMITC) B |MABMZI o014 5103854 | Pork meat 2 2107 | 216 | 6653|6616 + | 00 |2565(2676| 00 |56.26|54.00 | +ST ; +ST
21| SMONIE enterica ) | S (WMITC) B |MABMZI 501315104650 | Beef meat 50 208 |2137(66.19 6541 | + | 00 [24.97|2603| 00 |5583 |5386| +ST ; +ST
22 |SAMOMeld | gnterica () | S1(VMITC) B |2ABMZT o01a15AL04070 | Turkey meat 57 206 | 00 |6642(6550| + | 0.0 [2545|2646| 0.0 |55.96|5443| +ST ; +ST
23 | SaMOneld | enterica () | .1 (VMITC) B |THPM21 | a01a1sAL03802 | Chicken meat 33 2085|2129 6649 | 662 | + | 0.0 [2622|2674| 0.0 |5575 5545 +ST + +ST
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bioMérieux

INCLUSIVITY (Salmonella Typhimurium strains)
BPW - 18h at 34-38°C
PCR results Cofirmation
Direct streaking Gl
Inoculation GENE-UP SLM 2021-2022 GENE-UP SEST purification
. Antigenic . -
No Strain Group Strain reference Origin Level . .
formula SSI Diagnostic
(CFU/225mi)
c ™ | T™ = c c ™ | TM | T™M - ASAP plates Salmonella
SLK/I CplC| (°C) | (°C) 2 SE S'FI)' CplC| (°C) | (°C) | (°C) 2 (typical colonies) Sero-Quick ID
SIM| Ic | & SE|ST|IC | = kit
o4 | Samonella o ierica ) | S1(VMTC) B |1ABMZ0 90131 5AL01351 | Cattle 2 2008 | 2262 | 66.66|66.39| + | 00 |26.47|27.27| 00 |54.94|54.84| +sT | *(Paleandspread +ST
enterica - colonies)
25 S;:Zr%gella enterica () | S.I (VITC) B |1ABMZ - o01415AL00024 | Boar meat 73 215 | 2198|6672 | 6647 | + | 00 |2515|2626| 0.0 |5532|5297 | +ST " +ST
26 Sﬁ;g”r;’c’;e”a enterica () | S.I (VITC) B |[14BMZ- a01a18A100070 | Filletof doe 76 2091|2152 | 66.47 |66.01| + | 0.0 |24.83|26.04| 0.0 |5554(5332| +ST + +ST
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bioMérieux

INCLUSIVITY (Salmonella Enteritidis strains)

BPW - 18h at 34-38°C
PCR results Cofirmation

Direct streaking Gl

. Antigenic . . Inoculation level GENE-UP SLM 2021-2022 GENE-UP SEST purification

No Strain Group formula Strain reference Origin (CFUI225ml) 351 Diagnostic

c ™ | ™ c c ™ | TM | T™ ASAP plates Salmonella

sim |CPIC| (C) | (°C) | Result| ¢E | R |CpIC| (°C) | (°C) | (°C) |Result|  (typical colonies) | Sero-Quick ID
S | i SE | ST | Ic kit

Salmonella , o

1 enterica enterica Enteritidis D1 9:.g,m:1,7 657 Egg product 40 20.33|21.00 | 66.64 | 66.02| + [2048| 0 |2189|66.26| 0 |62.37| +SE + +SE
2 |SAMONelE | enterica | Enteriidis DI |9gmt7 |2532 Ham 51 19.98 | 2058 | 66.77 | 6616 | + |20.69| 0 [2190|6671| 0 |6275| +SE + +SE
3 fﬁlf;”rfc’;e”a enterica | Enteritidis DI |9gmi7 |Ad4T7 Poultry meat 42 2029|2064 | 6652 |65.83| + |2150| 0 |33.82/66.80| 0 |63.10| +SE + +SE
4 Sg;g”r;’c’;e”a enterica Enteritidis D1 |9gm17 |Ad2294 Beef meat 52 2011|2059 | 66.19 | 6563 | + [2147| 0 |2234(6631| 0 |62.33| +SE + +SE
5 gﬁgj’c’;e”a enterica Enteritidis D1 9gm:17 |Ad2721 Poultry meat 20 20.1220.39 | 66.40 | 65.75 | + |2029| 0 |2211(6624| 0 [62.39| +SE ¥ +SE
6 |22 enterica | Enteriicis Dt [2912°8M: 50001 SAL13251 | Chicken meat 40 2092|2128 | 6638|6601 | + |2195| 0.0 |23.84|66.12| 0.0 |63.27 | +SE ; +SE
7| Samonele enterca | Enteriis Dt |[1912°8M 1 5003LSAL06400 | Cooked carrots 35 2134 | 2171|6658 |66.05| + |2215| 0.0 |23.87|6591| 0.0 | 619 | +SE ; +SE
8 Sﬁ[g”r;’c’;e”a onterica | Enteritdis D1 |181Z M 2005L5AL13846 | Environment (Poulty) 59 2057|2102 | 66.34 |65.82| + |21.81] 0.0 | 236 |66.28| 0.0 |6244| +SE + +SE
9 | Samonele\enterica | Enteriics pt [29126M 1 5010L5AL00788 | Duck meat 59 2091(2129( 6663|6624 | + | 221 | 00 |2363[6652| 0.0 |6258| +SE ; +SE
10 |SamOneld enerica | Enteriidis Dt |2912°6M: 9011L5AL02686 | Environment (Poutry) 47 2145|2192 | 66.82 | 66.44 | + |22.85| 0.0 |33.99(66.09| 0.0 |66.08| +SE + +SE
1|22l enerica | Enteriidis Dt [1912:0M 1 501515100802 | Animal feed 60 2049 | 20.84 | 6671|6614 | + |2148| 0.0 |2252|6589| 0.0 | 618 | +SE ‘ +SE
12| SAmOnleenterica | Enteris Dt [1912°6M: 1 5010LSAL01431 | Ground beef meat 46 2062|2155 66.55 | 65.86 | + [21.29| 0.0 |23.06|65.86| 0.0 |6199| +SE + +SE
13| SAmoneleenterica | Enteris Dt [19120M:  o000LSAL06251 | Cooked beef 45 2032 (2128|6644 |6579| + |2089| 0.0 |2266(66.02| 0.0 |6207| +SE ; +SE
14|22l onerica | Enteriidis Dt |2912:9M 000l sAL06252 | Environment (Poutry) 39 2074 | 0.00 | 66.46 | 65.86| + |21.64| 0.0 |2351(65.93| 0.0 |6208| +SE + +SE
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bioMérieux

EXCLUSIVITY (Group B)

BPW - 18h at 34-38°C
PCR results Confirmation

N . L . Inoculation GENE-UP SEST Direct streaking After purification

0 Strain Group Antigenic formula Reference Origin level SS| Diagnostic
(CFU/225ml) ™ ASAP plates g

Cp | Cp | TM(°C) | TM(°C) . Resul (typical colonies) Salmonella Sero-

SE | st [CPIC| e ST (I g) esult] (Y Quick ID kit
1 Salmonella enterica | enterica | Essen 04 (B) 4,12:.g,m:- 38 / 31 0 0 |34.51 0 0 62.01 + /
2 Salmonella enterica | enterica | Lagos 04 (B) 1,4,[5],12:i:1,5 173 Sausages 21 0 0 |33.64 0 0 62.00 + /
3 Salmonella enterica | enterica | Indiana 04 (B) 1,4,12::z1,7 Ad174 Dairy product 26 0 0 |33.98 0 0 61.73 + /
4 Salmonella enterica | enterica | Saintpaul 04 (B) 1,4,[5],12:¢,h:1,2 Ad203 / 45 0 0 |34.83 0 0 61.74 + /
5 Salmonella enterica | enterica | Heidelberg 04 (B) 1,4,[51,12:r:1,2 Ad335 / 64 0 0 |34.99 0 0 61.91 + /
6 Salmonella enterica | enterica | Chester 04 (B) 1,4,[5],12:¢,h:e,n x CIP103543 / 23 0 0 |34.60 0 0 61.88 + /
7 Salmonella enterica | enterica | Wien 0:4 (B) 1,4,12,27:b:l,w ClP8122 / 63 0 0 |3388 0 0 61.77 + /
8 Salmonella enterica | enterica | Paratyphi B var java | 0:4 (B) 1,4,[5],12:b:1,2 CIP56.26 / 27 0 0 |34.13 0 0 62.31 + /
9 Salmonella enterica | enterica | Paratyphi B 04 (B) 1,4,[5],12:b:1,2 Ad1439 Poultry meat 73 0 0 [36.21 0 0 62.03 + /
10 Salmonella enterica | enterica | Stanley 0:4 (B) 1,4,[5],12,27.d:1,2 Ad1688 Environmental sample (chocolate) 57 0 0 | 3561 0 0 62.08 + /
1 Salmonella enterica | enterica | Kingston 0:4 (B) 1,4,[5],12,27:9,5,t:[1,2] | Ad1726 Primary production samples 37 0 0 |35.28 0 0 62.06 + /
12 Salmonella enterica | enterica | Duisburg 0:4 (B) 1,4,12,27.d:e,n,z15 Ad1812 Raw ewe milk 46 0 0 |35.09 0 0 61.94 + /
13 Salmonella enterica | enterica | Hessarek 0:4 (B) 412,27:a:1,5 Ad1871 / 107 0 0 |3346 0 0 61.67 + /
14 Salmonella enterica | enterica | Bredeney 0:4 (B) 1,4,12,27:,v:1,7 Ad2042 Turkey meat 58 0 0 [3480 0 0 61.98 + /
15 Salmonella enterica | enterica | Agona 0:4 (B) 1,4,[50,12,f,9,5:1,2] | Ad2281 Pork meat 48 0 0 [3513 0 0 61.83 + /
16 Salmonella enterica | enterica | Abortusovis 04 (B) 412:c:1,6 Ad2320 PPS 8 0 0 |[33.61 0 0 62.02 + /
17 Salmonella enterica | enterica | Abortusequi 0:4 (B) 4,12:-:e,n,x Ad2321 / 78 0 0 |33.07 0 0 61.92 + /
18 Salmonella enterica | enterica | Brandenburg 04 (B) 4,[5],12:L,vie,n,z15 Ad2420 Sausages 37 0 0 3372 0 0 61.73 + /
19 Salmonella enterica | enterica | Schwarzengrund 04 (B) 1,4,12,27.d:1,7 Ad2704 Turkey meat 54 0 0 |33.67 0 0 61.84 + /
20 Salmonella enterica | enterica | Derby 04 (B) 1,4,[5],12:f,g:[1,2] Ad2713 Environmental sample (Feed) 51 0 0 |3355 0 0 61.63 + /
21 Salmonella enterica | enterica | Agama 04 (B) 412:i:16 2016LSAL04181 | Horse 35 0 0 33.7 0 0 61.91 + /
22 Salmonella enterica | enterica | Gloucester 04 (B) 1,4,12,27 1i: 1w 2014LSAL06001 | Environment (poultry) 27 0 0 [33.7M1 0 0 62.08 + /
23 Salmonella enterica | enterica | Farsta 04 (B) 412:i:enx 2009LSAL07133 | Environment (poultry) 32 0 0 [329%4 0 0 61.47 - (white colonies) /
24 Salmonella enterica | enterica | Lagos 04 (B) 14,05,12:i:15 2009LSAL09082 |/ 33 0 0 |3346 0 0 61.57 + /
25 Salmonella enterica | enterica () | Saintpaul 04 (B) 14,5,12:-:- 2013LSAL03035 | Turkey meat 22 0 0 |3327 0 0 61.73 + /
26 Salmonella enterica | enterica (I) | Agona 0:4 (B) 1,4,5)12:-:- 2014LSAL05711 | Chicken meat 71 0 0 [33.19 0 0 61.5 + /
27 Salmonella enterica | enterica (I) | Agama 04 (B) 14,5,12:i:- 2015LSAL00306 | Beef carcass 33 0 0 3373 0 0 61.67 + /
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oups D d D
BPW - 18h at 34-38°C
PCR results Confirmation
\ . o N Inoculation GENE-UP SEST Direct streaking After purification
0 Strain Group | Antigenic formula Reference Origin level SS| Diagnostic
(CFU/225mI) ™ ASAP plates g
Cp | Cp | TM(°C) | TM(°C) . Resul (typical colonies) Salmonella Sero-
sE | sT |PIO) e | er | ()] Resul iy Quick ID kit
1 Salmonella enterica | enterica | Berta D1 1,9,12:.g:- CIP105682 / 40 0 0 [33.29 0 0 61.95| - + /
2 Salmonella enterica | enterica | Berta D1 1,912 : [f,9,[t] : - 2011LSAL00786 | Composite 56 0 0 |3357 0 0 6219 - + /
3 Salmonella enterica | enterica | Dublin D1 1,9,12:.g,p:- Ad1336 Raw milk cheese 63 0 0 |3353 0 0 61.86| - + (white colonies) /
4 Salmonella enterica | enterica | Dublin D1 1,9,12:.g,p:- Ad531 Raw milk cheese 48 0 0 |33.65 0 0 61.91 - + (white colonies) /
5 Salmonella enterica | enterica | Gallinarum D1 1,9,12:-- 1 Environment (poultry) 4 0 0 ]33.00 0 0 61.54| - + (small colonies) /
6 Salmonella enterica | enterica | Gallinarum D1 1,9,12:-- Ad1840 PPS 6 0 0 |33.61 0 0 6145 - + (small and pale colonies) /
7 Salmonella enterica | enterica | Gallinarum D1 1,9,12:-- Ad300 Environment (poultry) 15 0 0 [3341 0 0 61.73| - + (small colonies) /
8 Salmonella enterica | enterica | Javiana D1 1,9,12:1,228:1,5 Ad2326 Turkey meat 24 0 0 3324 0 0 6156 - + /
9 Salmonella enterica | enterica | Napoli D1 1,9,12:,z13:¢,n,x Ad928 Bovine 61 0 0 [3455 0 0 61.73| - + /
10 Salmonella enterica | enterica | Panama D1 1,9,12:1v:1,5 882 Sausages 53 0 0 [32.96 0 0 61.62| - + /
11 Salmonella enterica | enterica | Panama D1 1,9,12:1v:1,5 Ad1733 Infant cereals 33 0 0 [3354 0 0 6158 - + (blue colonies) /
12 Salmonella enterica | enterica | Typhi D1 9,12:d:- Ad302 Clinic 26 0 0 |33.07 0 0 61.71 - + /
13 Salmonella enterica | enterica | Blegdam D1 19,12:gmq:- 2011LSAL04969 | Environment (poultry) 54 2193| 0 |2314| 66.46 0 62.54 | +SE + -SE
14 | Salmonella enterica | enterica | Moscow D1 |1912:9.9:- 1995LSAL05721 |/ 12 2215 0 | 24 | 66.16 0  |62.26| +SE  * (spread and SE
irregular colonies)
15 Salmonella enterica | enterica | Strasbourg D2 9,46:d:1,7 CIP105632 / 23 0 0 [3346 0 0 6143 - + /
16 Salmonella enterica | enterica | Ouakam D2 9,46:229:- Ad1647 Compost 4 0 0 [32.90 0 0 61.38| - + /
17 Salmonella enterica | enterica | Linguere D2 946:b:zs 2016LSAL02414 | Feeding stuff 53 0 0 [33.66 0 0 6155 - + /
18 Salmonella enterica | enterica | Fresno D2 9,46:z3: - 2017LSAL02158 | Cheese (Reblochon) 61 0 0 33171 0 0 61.8 - + (white colonies) /
19 Salmonella enterica | enterica | Hillingdon D2 9,46:gm:- 2012LSAL04152 | / 46 0 0 |33.95 0 0 61.98| - + /
oups U aU
BPW - 18h at 34-38°C
PCR results Confirmation
" stain Reference Inoculation level GENE-UP SEST Direct streaking After purification
(CFU/225ml) ™ ASAP plates SSI Diagnostic
typical Salmonella Sero-Quick
Cp SE CpST CpIC MEOSE | (0 (ogl)wlc Result Cf)?gpnies) 2 oerod
1 | Citrobacter braakii Ad833 Raw beef meat 2,8.10° 0 0 33.5 0 0 62.29 - - /
2 | Enterobacter amnigenus A00C068 Raw poultry meat 2,4.105 0 0 34.71 0 0 62.1 - - /
3 | Enterobacter kobei Ad342 Ham 1,8.10° 0 0 33.07 0 0 62.33 - - /
4 | Escherichia hermanii Ad461 Dessert 1,8.105 0 0 33.65 0 0 62.12 - - /
5 | Klebsiella oxytoca 57 Food product 2,0.10° 0 0 33.8 0 0 61.75 - - /
6 | Morganella morganii CIP A236 / 3,2.105 0 0 3343 0 0 62.01 - - /
7 | Proteus mirabilis Ad639 Mayonnaise 1,8.105 0 0 33.59 0 0 61.73 - - /
8 | Providencia rettgeri adria 112 White liquid egg 2,5.105 0 0 33.74 0 0 62.41 - - /
9 | Shigella flexneri CIP 8248 / 1,8.105 0 0 32.87 0 0 61.79 - - /
10 | Yersinia enterocolotica adria 32 Bacon 1,4.100 0 0 33.14 0 0 61.52 - - /
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Laboratory

A1

Aerobic mesophilic flora: 1,0.102 CFU/g

Appendix 7 - Results obtained by the collaborative laboratories and the expert laboratory

bioMérieux

Alternative method: GENE-UP SEST®
Reference method: 1ISO 6579-1 GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit- Coni .
onfirmation
. PCR results Final
\oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After§ ubculture ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result in SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
4 - - / 0.00 0.00 32.63 0.00 0.00 61.08 - - - / - NA
7 / 0.00 0.00 32.50 0.00 0.00 60.97 - / - NA
9 / 0.00 0.00 32.64 0.00 0.00 61.25 - / - NA
13 / 0.00 0.00 32.88 0.00 0.00 61.18 - / - NA
16 / 0.00 0.00 32.73 0.00 0.00 61.39 - / - NA
18 / 0.00 0.00 32.71 0.00 0.00 61.25 - / - NA
19 / 0.00 0.00 32.65 0.00 0.00 61.18 - / - NA
24 - - - - / - 0.00 0.00 32.69 0.00 0.00 61.40 - - / - NA
1 + + + + +SE + 0.00 22.51 22.59 0.00 65.38 65.35 +SE + + + + +SE + PA
2 / 0.00 0.00 32.72 0.00 0.00 60.96 - - / - NA
8 / 0.00 0.00 32.69 0.00 0.00 61.22 - / - NA
11 - - - - / - 0.00 0.00 32.68 0.00 0.00 61.06 - - - - - / - NA
12 + + + + +SE + 0.00 23.45 25.13 0.00 65.23 61.70 +SE + + + + +SE + PA
17 + + + + +SE + 0.00 22.87 22.99 0.00 65.21 65.39 +SE + + + + +SE + PA
21 + + + + +SE + 0.00 22.34 23.80 0.00 65.31 65.25 +SE + + + + +SE + PA
22 + + + + +SE + 0.00 23.55 24.89 0.00 65.37 65.25 +SE + + + + +SE + PA
3 + + + + +SE + 0.00 22.71 23.13 0.00 65.48 65.41 +SE + + + + +SE + PA
5 + + + + +SE + 0.00 22.31 23.13 0.00 64.99 64.89 +SE + + + + +SE + PA
6 + + + + +SE + 0.00 22.27 22.91 0.00 65.28 65.19 +SE + + + + +SE + PA
10 + + + + +SE + 0.00 24.16 24.79 0.00 65.00 64.91 +SE + + + + +SE + PA
14 + + + + +SE + 0.00 20.67 32.48 0.00 64.50 60.65 +SE + + + + +SE + PA
15 + + + + +SE + 0.00 22.02 23.57 0.00 65.09 65.21 +SE + + + + +SE + PA
20 + + + + +SE + 0.00 22.66 23.81 0.00 65.25 65.11 +SE + + + + +SE + PA
23 + + + + +SE + 0.00 2213 23.24 0.00 65.24 65.13 +SE + + + + +SE + PA
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Laboratory

A2

Aerobic mesophilic flora: 3,0.103 CFU/g

bioMérieux

Reference method: ISO 6579-1

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

. PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After.subculture ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result in SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
25 - - / 0.00 0.00 33.22 0.00 0.00 61.31 - - - / - NA
26 / 0.00 0.00 33.02 0.00 0.00 61.27 - / - NA
31 / 0.00 0.00 32.86 0.00 0.00 61.08 - / - NA
37 / 0.00 0.00 32.85 0.00 0.00 61.31 - / - NA
38 / 0.00 0.00 32.82 0.00 0.00 61.36 - / - NA
42 / 0.00 0.00 32.73 0.00 0.00 61.39 - / - NA
46 / 0.00 0.00 32.88 0.00 0.00 61.40 - / - NA
47 - - / - 0.00 0.00 32.96 0.00 0.00 61.34 - - - / - NA
28 + + + + +SE + 0.00 22.62 22.88 0.00 65.41 65.23 +SE + + + + SE+ + PA
32 + + + + +SE + 0.00 24.45 24.57 0.00 65.45 65.33 +SE + + + + SE+ + PA
34 + + +SE + 0.00 24.53 25.60 0.00 65.17 65.03 +SE + SE+ + PA
35 - - - - / - 0.00 0.00 32.80 0.00 0.00 61.32 - - - - - / - NA
41 + + + + +SE + 0.00 23.59 23.68 0.00 65.38 65.23 +SE + + + + SE+ + PA
43 + + + + +SE + 0.00 22.96 24.63 0.00 65.26 65.11 +SE + + + + SE+ + PA
44 + + + + +SE + 0.00 23.19 24.90 0.00 65.29 65.09 +SE + + + + SE+ + PA
48 + + + + +SE + 0.00 23.62 24.88 0.00 65.57 63.39 +SE + + + + SE+ + PA
27 + + + + +SE + 0.00 22.88 22.96 0.00 65.36 65.21 +SE + + + + SE+ + PA
29 + + + + +SE + 0.00 22.30 22.64 0.00 65.23 65.18 +SE + + + + SE+ + PA
30 + + + + +SE + 0.00 22.31 22.70 0.00 65.43 65.18 +SE + + + + SE+ + PA
33 + + + + +SE + 0.00 22.57 22.72 0.00 65.65 65.49 +SE + + + + SE+ + PA
36 + + + + +SE + 0.00 21.95 23.75 0.00 65.41 65.19 +SE + + + + SE+ + PA
39 + + + + +SE + 0.00 22.46 23.97 0.00 65.09 64.98 +SE + + + + SE+ + PA
40 + + + + +SE + 0.00 22.83 24.20 0.00 65.60 65.44 +SE + + + + SE+ + PA
45 + + + + +SE + 0.00 22.43 2411 0.00 65.49 65.26 +SE + + + + SE+ + PA
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Laboratory

B1

Aerobic mesophilic flora: 3,2.103 CFU/g

bioMérieux

Alternative method: GENE-UP SEST®
Reference method: ISO 6579-1 GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit- Coni .
onfirmation
. PCR results Final
oample RVS MKTTn csoi?i)rlr%%lt(i:g:] Final . Direct streaking After subculture in ciirf(i)rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value | Final result SX2 tests
XLD | ASAP | XLD | ASAP SSl XLD | ASAP | XLD ASAP SSI
4 - - / 0.00 0.00 32.73 0.00 0.00 61.02 - - - / - NA
7 / 0.00 0.00 33.02 0.00 0.00 61.39 - / - NA
9 / 0.00 0.00 31.90 0.00 0.00 61.04 - / - NA
13 / 0.00 0.00 32.91 0.00 0.00 61.17 - / - NA
16 / 0.00 0.00 33.05 0.00 0.00 61.46 - / - NA
18 / 0.00 0.00 32.77 0.00 0.00 61.36 - / - NA
19 / 0.00 0.00 32.67 0.00 0.00 60.73 - / - NA
24 / 0.00 0.00 32.62 0.00 0.00 60.83 - / - NA
1 - - / - 0.00 0.00 32.89 0.00 0.00 61.24 - - - / - NA
2 + + + + +SE + 0.00 23.65 23.70 0.00 65.60 64.36 +SE + + + + +SE + PA
8 / 0.00 0.00 32.55 0.00 0.00 61.41 - - / - NA
21.13/ 21.13/ 21.45/ 52.63/ 61.68/ 61.26/ +SE+ST/
i i R +SE * 0.00* 23.82* 23.90° 0.00* 65.47* 64.63" +SE* i * * * +SE * PA
12 - - - - / - 0.00 0.00 32.53 0.00 0.00 60.94 - - - - - / - NA
17 + + + + +SE + 0.00 23.77 23.89 0.00 64.15 62.86 +SE + + + + +SE + PA
21 + + + + +SE + 0.00 24.48 24.57 0.00 65.45 63.85 +SE + + + + +SE + PA
22 + + + + +SE + 0.00 23.25 23.93 0.00 65.26 65.14 +SE + + + + +SE + PA
3 + + + + +SE + 0.00 22.20 22.82 0.00 64.42 63.01 +SE + + + + +SE + PA
5 + + + + +SE + 0.00 22.63 22.70 0.00 65.20 63.84 +SE + + + + +SE + PA
6 + + + + +SE + 0.00 22.45 22.48 0.00 65.32 65.28 +SE + + + + +SE + PA
22.78/ 22.78/ 22.89/ 54.27] 62.85/ 61.96/ +SE+ST/
e i ot +SE i 0.00* 23.65* 23.71* 0.00* 65.48* 65.49* +SE* * * * * +SE * PA
14 + + + + +SE + 0.00 2248 22.55 0.00 65.26 65.13 +SE + + + + +SE + PA
15 + + + + +SE + 0.00 23.12 23.20 0.00 65.52 64.13 +SE + + + + +SE + PA
20.01/ 20.01/ 20.21/ 55.36/ 63.37/ 58.74/ +SE+ST/
AL * R +SE * 0.00* 22.95* 23.01* 0.00* 65.43* 65.44° +SE* * * * * +SE * PA
23 + + + + +SE + 0.00 23.44 23.58 0.00 65.60 65.60 +SE + + + + +SE + PA
*New DNA extract
ADRIA 68/78 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

B2

Aerobic mesophilic flora: 2,8.10¢ CFU/g

bioMérieux

Alternative method: GENE-UP SEST®
Reference method: ISO 6579-1 GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit- , .
Confirmation
PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value Final result SX2 tests
XLD | ASAP | XLD | ASAP SS| XLD | ASAP | XLD ASAP SSI
25 - - / 0.00 0.00 32.80 0.00 0.00 61.48 - - - / - NA
26 / 0.00 0.00 32.61 0.00 0.00 61.17 - / - NA
0.00/ 0.00/ 32.86/ 0.00/ 65.40/ 61.31/ .
o * L I +SE ' 0.00* 27.78* 32.55* 0.00* 65.53* 6544+ | TSE/SE - * * +SE * PA
0.00/ 28.06/ 32.39/ 0.00/ 65.32/ 61.38/ .
& * S I +SE * 0.00* 0.00* 32.86* 0.00* 65.74* 61.40* +SEM+SE - * * +SE * PA
38 + + + + +SE + 0.00 0.00 34,78 0.00 0.00 57.31 - + + +SE - ND
28.67/ 32.21/ 65.66/ 61.90/ .
42 + + + + +SE + 0.00 0.0° 30 31* 0.00 65.87* 61.72* +SE/+SE - + + +SE + PA
46 + + + + +SE + 0.00 0.00 32.66 0.00 0.00 61.57 - + + +SE - ND
0.00/ 0.00/ 32.64/ 0.00/ 65.35/ 61.14/ .
4 ' ’ ’ ' +SE ! 0.00* 0.00* 32.95* 0.00* 0.00* 61.50* +SE- - i i +SE ’ PA
28 - - - - / - 0.00 0.00 32.89 0.00 0.00 61.38 - - - / - NA
32 + + + + +SE + 0.00 22.88 22.97 0.00 65.32 65.03 +SE + + + + +SE + PA
34 + + + + +SE + 0.00 24.01 2411 0.00 65.39 63.37 +SE + + + + +SE + PA
35 + + + + +SE + 0.00 23.24 23.67 0.00 65.41 65.35 +SE + + + + +SE + PA
4 + + + + +SE + 0.00 22.96 23.03 0.00 65.61 65.61 +SE + + + + +SE + PA
43 + + + + +SE + 0.00 24.04 24.35 0.00 65.30 63.83 +SE + + + + +SE + PA
44 + + + + +SE + 0.00 23.85 24 .49 0.00 65.19 63.93 +SE + + + + +SE + PA
22.73/ 22.73/ 32.67/ 56.45/ 63.88/ 63.71/ .
i * R +SE * 0.00* 25.50* 25.59* 0.0¢ 65.66" ga.g0* | TSEFSTASET| 4 * * * +SE * PA
27 + + + + +SE + 0.00 22.10 22.60 0.00 65.38 65.30 +SE + + + + +SE + PA
29 + + + + +SE + 0.00 22.92 25.57 0.00 65.30 65.19 +SE + + + + +SE + PA
30 + + + + +SE + 0.00 22.49 22.98 0.00 65.13 64.96 +SE + + + + +SE + PA
33 + + + + +SE + 0.00 22.90 22.99 0.00 65.73 64.82 +SE + + + + +SE + PA
36 + + + + +SE + 0.00 21.29 22.28 0.00 64.90 63.06 +SE + + + + +SE + PA
39 + + + + +SE + 0.00 22.97 23.28 0.00 65.39 63.62 +SE + + + + +SE + PA
40 + + + + +SE + 0.00 22.71 22.95 0.00 65.67 65.68 +SE + + + + +SE + PA
45 + + + + +SE + 0.00 23.11 23.57 0.00 65.55 65.48 +SE + + + + +SE + PA
*New DNA extract
ADRIA 69/78 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

C1

Aerobic mesophilic flora: 5,9.103 CFU/g

bioMérieux

Reference method: ISO 6579-1

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

. PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
4 - - / 0.00 0.00 32.30 0.00 0.00 61.00 - - - / - NA
7 / 0.00 0.00 32.21 0.00 0.00 60.77 - / - NA
9 / 0.00 0.00 32.51 0.00 0.00 61.16 - / - NA
13 / 0.00 0.00 32.49 0.00 0.00 61.04 - / - NA
16 / 0.00 0.00 32.46 0.00 0.00 60.99 - / - NA
18 / 0.00 0.00 32.79 0.00 0.00 61.02 - / - NA
19 / 0.00 0.00 32.81 0.00 0.00 61.18 - / - NA
24 - - - - / - 0.00 0.00 32.41 0.00 0.00 61.03 - - - / - NA
1 + + + + +SE + 0.00 22.88 23.16 0.00 65.38 65.37 +SE + + + + +SE + PA
2 + + + + +SE + 0.00 21.29 22.50 0.00 65.26 65.28 +SE + + + + +SE + PA
8 + + + + +SE + 0.00 23.28 23.97 0.00 65.40 61.71 +SE + + + + +SE + PA
11 + + + + +SE + 0.00 21.10 22.70 0.00 65.16 61.70 +SE + + + + +SE + PA
12 + + + + +SE + 0.00 22.48 23.93 0.00 65.21 61.65 +SE + + + + +SE + PA
17 / 0.00 0.00 32.27 0.00 0.00 61.14 - - / - NA
21 - - - - / - 0.00 0.00 32.61 0.00 0.00 61.11 - - - - - / - NA
22 + + + + +SE + 0.00 23.16 24.52 0.00 65.33 61.74 +SE + + + + +SE + PA
3 + + + + +SE + 0.00 21.39 23.55 0.00 65.30 61.68 +SE + + + + +SE + PA
5 + + + + +SE + 0.00 21.61 23.00 0.00 65.00 61.36 +SE + + + + +SE + PA
6 + + + + +SE + 0.00 21.91 23.11 0.00 65.40 61.46 +SE + + + + +SE + PA
10 + + + + +SE + 0.00 21.81 23.00 0.00 65.27 61.52 +SE + + + + +SE + PA
14 + + + + +SE + 0.00 21.80 23.04 0.00 65.34 61.47 +SE + + + + +SE + PA
15 + + + + +SE + 0.00 22.21 22.94 0.00 65.23 61.19 +SE + + + + +SE + PA
20 + + + + +SE + 0.00 22.18 23.84 0.00 65.29 61.66 +SE + + + + +SE + PA
23 + + + + +SE + 0.00 22.81 23.81 0.00 65.20 61.70 +SE + + + + +SE + PA
ADRIA 70/78 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

C2

Aerobic mesophilic flora: 4,6.103 CFU/g

bioMérieux

Reference method: ISO 6579-1

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

. PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
25 - - / 0.00 0.00 33.61 0.00 0.00 61.39 - - - / - NA
26 / 0.00 0.00 32.71 0.00 0.00 61.21 - / - NA
31 / 0.00 0.00 32.77 0.00 0.00 61.06 - / - NA
37 / 0.00 0.00 32.69 0.00 0.00 61.12 - / - NA
38 / 0.00 0.00 32.57 0.00 0.00 61.21 - / - NA
42 / 0.00 0.00 32.49 0.00 0.00 60.83 - / - NA
46 / 0.00 0.00 32.15 0.00 0.00 61.42 - / - NA
47 - - - - / - 0.00 0.00 32.43 0.00 0.00 61.21 - - / - NA
28 + + + + +SE + 0.00 22.26 23.86 0.00 65.30 65.25 +SE + + + + +SE + PA
32 + + + + +SE + 0.00 22.93 23.64 0.00 65.43 65.30 +SE + + + + +SE + PA
34 - - - - / - 0.00 0.00 32.62 0.00 0.00 61.17 - - / - NA
35 + + + + +SE + 0.00 22.83 24 .45 0.00 65.17 61.91 +SE + + + + +SE + PA
41 - - - - / - 0.00 0.00 32.21 0.00 0.00 60.64 - - - - - / - NA
43 + + + + +SE + 0.00 23.06 24.71 0.00 65.30 65.23 +SE + + + + +SE + PA
44 + + + + +SE + 0.00 22.55 24.14 0.00 65.30 61.90 +SE + + + + +SE + PA
48 + + + + +SE + 0.00 22.25 22.86 0.00 65.46 61.73 +SE + + + + +SE + PA
27 + + + + +SE + 0.00 21.84 23.50 0.00 65.43 61.88 +SE + + + + +SE + PA
29 + + + + +SE + 0.00 21.24 22.81 0.00 65.27 61.69 +SE + + + + +SE + PA
30 + + + + +SE + 0.00 21.04 22.31 0.00 66.25 61.68 +SE + + + + +SE + PA
33 + + + + +SE + 0.00 22.78 23.01 0.00 65.39 65.35 +SE + + + + +SE + PA
36 + + + + +SE + 0.00 21.63 23.29 0.00 65.48 61.86 +SE + + + + +SE + PA
39 + + + + +SE + 0.00 21.48 22.15 0.00 65.20 61.65 +SE + + + + +SE + PA
40 + + + + +SE + 0.00 20.87 21.62 0.00 65.20 61.56 +SE + + + + +SE + PA
45 + + + + +SE + 0.00 22.30 24.14 0.00 65.38 65.29 +SE + + + + +SE + PA
ADRIA 71/78 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

D

Aerobic mesophilic flora: 1,7.103 CFU/g

bioMérieux

Reference method: ISO 6579-1

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

. PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
4 - - / 0.00 0.00 32.84 0.00 0.00 61.68 - - - / - NA
7 / 0.00 0.00 32.25 0.00 0.00 61.15 - / - NA
9 / 0.00 0.00 32.96 0.00 0.00 61.89 - / - NA
13 / 0.00 0.00 32.69 0.00 0.00 61.60 - / - NA
16 / 0.00 0.00 32.93 0.00 0.00 61.61 - / - NA
18 / 0.00 0.00 33.20 0.00 0.00 61.88 - / - NA
19 / 0.00 0.00 32.63 0.00 0.00 61.54 - / - NA
24 / 0.00 0.00 32.32 0.00 0.00 61.37 - / - NA
23.70/ 23.70/ 57.71/ 65.74/ .
1 + A +SE + 0.00%/ 23,02/ 23.79 0.00*/ 65.30%/ 68.74 +SE++SéTE’fSE - + ' + +SE + PA
0.00* 22.79* 0.00* 65.48*
2 + + + + +SE + 0.00 25.16 25.16 0.00 66.16 65.39 +SE + + + + +SE + PA
8 - - - - / - 0.00 0.00 32.15 0.00 0.00 61.37 - - - / - NA
11 + + + + +SE + 0.00 23.43 23.91 0.00 65.89 65.66 +SE + + + + +SE + PA
12 + + + + +SE + 0.00 22.78 23.64 0.00 65.72 64.30 +SE + + + + +SE + PA
17 + + + + +SE + 0.00 24.43 24.89 0.00 65.55 65.29 +SE + + + + +SE + PA
21 - - - - / - 0.00 0.00 32.58 0.00 0.00 61.40 - - - - - / - NA
22 + + + + +SE + 0.00 23.23 24.06 0.00 65.89 65.59 +SE + + + + +SE + PA
3 + + + + +SE + 0.00 23.22 23.34 0.00 65.81 64.15 +SE + + + + +SE + PA
5 + + + + +SE + 0.00 23.13 23.24 0.00 65.90 65.05 +SE + + + + +SE + PA
6 + + + + +SE + 0.00 26.64 23.76 0.00 65.89 65.67 +SE + + + + +SE + PA
10 + + + + +SE + 0.00 22.84 23.01 0.00 65.97 65.61 +SE + + + + +SE + PA
14 + + + + +SE + 0.00 22.74 23.58 0.00 65.85 65.58 +SE + + + + +SE + PA
15 + + + + +SE + 0.00 22.33 22.74 0.00 65.88 65.53 +SE + + + + +SE + PA
20 + + + + +SE + 0.00 21.90 23.43 0.00 65.82 65.47 +SE + + + + +SE + PA
23 + + + + +SE + 0.00 21.30 21.63 0.00 65.73 65.34 +SE + + + + +SE + PA
*New DNA extract
ADRIA 72/78 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

E1

Aerobic mesophilic flora: 2,4.103 CFU/g

bioMérieux

Alternative method: GENE-UP SEST®
Reference method: ISO 6579-1 GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit- , .
Confirmation
PCR results Final
oample RVS MKTTn csoi?i)rlr%%lt(i:g:] Final Direct streaking After subculture in ciirf(i)rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value Final result SX2 tests
XLD ASAP | XLD | ASAP SSl| XLD ASAP XLD ASAP SSI
4 - - / 0.00 0.00 33.06 0.00 0.00 60.86 - - - / - NA
7 / 0.00 0.00 32.88 0.00 0.00 60.67 - / - NA
9 / 0.00 0.00 32.86 0.00 0.00 61.01 - / - NA
13 / 0.00 0.00 3342 0.00 0.00 61.22 - / - NA
16 / 0.00 0.00 32.91 0.00 0.00 61.33 - / - NA
18 / 0.00 0.00 32.68 0.00 0.00 60.99 - / - NA
19 / 0.00 0.00 33.00 0.00 0.00 61.15 - / - NA
24 / 0.00 0.00 32.90 0.00 0.00 61.27 - / - NA
1 - - / - 0.00 0.00 33.14 0.00 0.00 60.92 - / - NA
2 + + + + +SE + 0.00 2257 23.00 0.00 65.16 65.10 +SE + + + + +SE + PA
8 + + + + +SE + 0.00 23.82 24.07 0.00 65.38 63.57 +SE + + + + +SE + PA
22.78/ 22.78/ 23.97/ 56.95/ 65.11/ 65.11/ .
1 ¥ ¥ ¥ ¥ +SE ¥ 0.00* 22.90% 23.96* 0.00* 65.00* 6493+ | TOEYSTI+SE ¥ ¥ ¥ ¥ +SE ¥ PA
12 + + + + +SE + 0.00 23.73 24.99 0.00 65.34 63.63 +SE + + + + +SE + PA
23.07/ 23.07/ 23.28/ 57.77/ 65.41/ 63.92/ .
L ¥ ¥ ¥ ¥ +SE ¥ 0.00* 22.74% 23.95% 0.00* 64.98* 6483+ | TOEYSTI+SE ¥ ¥ ¥ ¥ +SE ¥ PA
21 + + + + +SE + 0.00 23.65 24 87 0.00 65.79 65.61 +SE + + + + +SE + PA
22 / 0.00 0.00 33.92 0.00 0.00 61.58 - - / - NA
22.72/ 22.72/ 23.63/ 57.22/ 65.11/ 63.48/ .
: i R +SE * 0.00* 2343 2351 0.00* 65.36* g5 | TSERSTHSER )+ * i i +SE * PA
5 + + + + +SE + 0.00 22.10 23.10 0.00 65.22 63.37 +SE + + + + +SE + PA
22.06/ 22.06/ 22.94/ 56.67/ 65.04/ 65.04/ .
6 * L I +SE * 0.00* 22.46* 23.00* 0.00* 65.21* 6511+ | TOEYSTASET|  + * * * +SE * PA
10 + + + + +SE + 0.00 22.19 23.22 0.00 65.22 63.58 +SE + + + + +SE + PA
14 + + + + +SE + 0.00 23.83 24.37 0.00 65.97 65.92 +SE + + + + +SE + PA
2214/ 2214/ 22.79/ 57.77/ 65.2/ 63.40/ "
b * S R +SE * 0.00* 2153" 22.71* 0.00* 64.62" 6a4* | TOEFSTASET| 4 * * * +SE * PA
20 + + + + +SE + 0.00 23.51 24 .81 0.00 65.68 63.71 +SE + + + + +SE + PA
23 + + + + +SE + 0.00 23.31 2452 0.00 65.46 63.68 +SE + + + + +SE + PA
*New DNA extract
ADRIA 73178 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

E2

Aerobic mesophilic flora: 5,0.103 CFU/g

bioMérieux

Reference method: ISO 6579-1

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

. PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
25 - - - 0.00 0.00 32.75 0.00 0.00 60.49 - - - / - NA
26 0.00 0.00 32.85 0.00 0.00 60.93 - / - NA
31 0.00 0.00 32.74 0.00 0.00 60.73 - / - NA
37 0.00 0.00 33.14 0.00 0.00 60.91 - / - NA
38 0.00 0.00 32.95 0.00 0.00 61.00 - / - NA
42 0.00 0.00 32.84 0.00 0.00 60.60 - / - NA
46 0.00 0.00 32.77 0.00 0.00 60.97 - / - NA
47 - - - - 0.00 0.00 32.73 0.00 0.00 61.01 - - - - - / - NA
28 + + + + +SE + 0.00 23.14 23.54 0.00 65.11 65.08 +SE + + + + +SE + PA
32 + + + + +SE + 0.00 23.30 23.46 0.00 65.06 65.13 +SE + + + + +SE + PA
34 + + + + +SE + 0.00 23.50 23.86 0.00 65.20 63.72 +SE + + + + +SE + PA
35 + + + + +SE + 0.00 22.92 23.75 0.00 65.24 65.12 +SE + + + + +SE + PA
41 - - - - 0.00 0.00 32.97 0.00 0.00 61.04 - - - - / - NA
43 + + + + +SE + 0.00 23.78 24.89 0.00 65.17 63.61 +SE + + + + +SE + PA
44 - - - - - - 0.00 0.00 33.21 0.00 0.00 61.03 - - - - - / - NA
48 + + + + +SE + 0.00 23.61 23.94 0.00 65.38 65.21 +SE + + + + +SE + PA
27 + + + + +SE + 0.00 22.53 22.77 0.00 65.22 65.16 +SE + + + + +SE + PA
29 + + + + +SE + 0.00 22.60 22.93 0.00 65.19 65.12 +SE + + + + +SE + PA
30 + + + + +SE + 0.00 23.31 23.64 0.00 65.20 65.08 +SE + + + + +SE + PA
33 + + + + +SE + 0.00 2242 22.51 0.00 65.44 64.60 +SE + + + + +SE + PA
36 + + + + +SE + 0.00 23.20 2417 0.00 65.21 63.61 +SE + + + + +SE + PA
39 + + + + +SE + 0.00 22.65 22.97 0.00 65.16 65.00 +SE + + + + +SE + PA
40 + + + + +SE + 0.00 2244 22.62 0.00 65.30 65.21 +SE + + + + +SE + PA
45 + + + + +SE + 0.00 22.67 23.84 0.00 65.13 64.99 +SE + + + + +SE + PA
ADRIA 74178 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

F1

Aerobic mesophilic flora: 2,2.103 CFU/g

bioMérieux

Reference method: ISO 6579-1

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

. PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value | Final result SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
4 - - / 0.00 0.00 33.26 0.00 0.00 60.48 - - - / - NA
7 / 0.00 0.00 33.08 0.00 0.00 60.49 - / - NA
9 / 0.00 0.00 32.86 0.00 0.00 60.45 - / - NA
13 / 0.00 0.00 33.51 0.00 0.00 60.74 - / - NA
16 / 0.00 0.00 33.76 0.00 0.00 60.88 - / - NA
18 / 0.00 0.00 34.10 0.00 0.00 60.93 - / - NA
19 / 0.00 0.00 33.67 0.00 0.00 60.87 - / - NA
24 / 0.00 0.00 32.80 0.00 0.00 60.78 - / - NA
1 - - - - / - 0.00 0.00 33.03 0.00 0.00 59.41 - - - / - NA
2 + + + + +SE + 0.00 23.14 23.26 0.00 64.87 63.82 +SE + + + + +SE + PA
8 + + + + +SE + 0.00 23.13 23.19 0.00 64.88 63.33 +SE + + + + +SE + PA
11 + + + + +SE + 0.00 23.82 23.86 0.00 65.11 65.10 +SE + + + + +SE + PA
12 + + + +SE + 0.00 22.70 22.82 0.00 64.64 62.74 +SE + + + + +SE + PA
17 / 0.00 0.00 34.05 0.00 0.00 61.12 - - / - NA
21 / 0.00 0.00 32.68 0.00 0.00 60.69 - / - NA
22 - - - - / - 0.00 0.00 34.13 0.00 0.00 61.05 - - - - - / - NA
3 + + + + +SE + 0.00 2249 22.57 0.00 64.81 64.82 +SE + + + + +SE + PA
5 + + + + +SE + 0.00 21.85 21.97 0.00 64.85 64.77 +SE + + + + +SE + PA
6 + + + + +SE + 0.00 22.80 22.85 0.00 64.79 64.77 +SE + + + + +SE + PA
10 + + + + +SE + 0.00 22.03 22.14 0.00 64.64 63.56 +SE + + + + +SE + PA
14 + + + + +SE + 0.00 22.56 22.67 0.00 64.82 64.72 +SE + + + + +SE + PA
15 + + + + +SE + 0.00 23.65 23.64 0.00 65.23 64.24 +SE + + + + +SE + PA
20 + + + + +SE + 0.00 2412 24.29 0.00 65.16 65.27 +SE + + + + +SE + PA
23.78/ 23.78/ 241/ 55.57/ 65.12/ 65.16/ +SE+ST/
0.00%/ 23.43% 23.46% 0.00%/ 65.48%/ 64.08*/ +SE*/
e ¥ * * ¥ +SE * 0.00%/ 21.87% 21.92% 0.00%/ 64.57% 63.75% +SE¥/ ¥ * ¥ ¥ +SE * PA
0.00* 21.80* 21.87* 0.00* 64.71* 63.19* +SE*
*New DNA extract
ADRIA 75178 September 3, 2026

Summary report (Version 0)

GENE-UP SEST



Laboratory

F2

Aerobic mesophilic flora: 4,3.103 CFU/g

bioMérieux

Reference method: ISO 6579-1

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

. PCR results Final
oample RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result SX2 tests
XLD | ASAP | XLD | ASAP SSlI XLD | ASAP | XLD ASAP SSi
25 - - / 0.00 0.00 33.46 0.00 0.00 60.97 - - - / - NA
26 / 0.00 0.00 33.33 0.00 0.00 60.62 - / - NA
31 / 0.00 0.00 33.26 0.00 0.00 60.77 - / - NA
37 / 0.00 0.00 32.72 0.00 0.00 60.78 - / - NA
38 / 0.00 0.00 32.99 0.00 0.00 60.55 - / - NA
42 / 0.00 0.00 32.54 0.00 0.00 60.76 - / - NA
46 / 0.00 0.00 32.99 0.00 0.00 60.65 - / - NA
47 - - - - / - 0.00 0.00 33.14 0.00 0.00 60.78 - - - / - NA
28 + + + + +SE + 0.00 23.73 23.80 0.00 64.97 64.09 +SE + + + + +SE + PA
32 + + + + +SE + 0.00 23.92 23.96 0.00 65.04 63.73 +SE + + + + +SE + PA
34 + + + + +SE + 0.00 24.22 24.30 0.00 64.53 63.16 +SE + + + + +SE + PA
35 + + + + +SE + 0.00 23.22 23.32 0.00 64.87 63.85 +SE + + + + +SE + PA
41 + + + + +SE + 0.00 23.73 23.84 0.00 65.04 64.03 +SE + + + + +SE + PA
43 + + + + +SE + 0.00 23.50 23.63 0.00 64.96 63.09 +SE + + + + +SE + PA
44 - - - - / - 0.00 0.00 33.12 0.00 0.00 60.77 - - - - - / - NA
48 + + + + +SE + 0.00 22.78 23.25 0.00 65.07 63.28 +SE + + + + +SE + PA
27 + + + + +SE + 0.00 24.15 24.20 0.00 64.97 64.15 +SE + + + + +SE + PA
29 + + + + +SE + 0.00 23.28 23.47 0.00 64.88 63.33 +SE + + + + +SE + PA
30 + + + + +SE + 0.00 22.95 23.04 0.00 64.94 63.23 +SE + + + + +SE + PA
33 - - + + +SE + 0.00 22.57 22.64 0.00 64.94 63.44 +SE + + + + +SE + PA
36 + + + + +SE + 0.00 23.16 23.32 0.00 64.61 62.99 +SE + + + + +SE + PA
39 + + + + +SE + 0.00 22.80 23.19 0.00 64.71 64.69 +SE + + + + +SE + PA
40 + + + + +SE + 0.00 22.87 23.06 0.00 64.78 63.36 +SE + + + + +SE + PA
45 + + + + +SE + 0.00 23.00 23.47 0.00 64.74 64.71 +SE + + + + +SE + PA
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Reference method: ISO 6579-1¢

Alternative method: GENE-UP SEST®

GENE-UP®S. Enteritidis & S. Typhimurium (SEST) kit-

Confirmation

S PCR results Final
oempe RVS MKTTn C%iﬂ%%lﬁg:] Final . Direct streaking After subculture in ciirf?rlr(:lg:t(i:zL = Aareement
tests result CP ST value | CP SE value | CP IC value | TM ST value | TM SE value | TM IC value |  Final result SX2 tests
XLD | ASAP | XLD | ASAP SSI XLD | ASAP XLD ASAP SS|
4 - - / 0.000 0.00 32.78 0.00 0.00 61.29 - - - / - NA
7 / 0.000 0.00 32.89 0.00 0.00 61.14 - / - NA
9 / 0.000 0.00 33.62 0.00 0.00 61.39 - / - NA
13 / 0.000 0.00 32.89 0.00 0.00 61.31 - / - NA
16 / 0.000 0.00 33.47 0.00 0.00 61.54 - / - NA
18 / 0.000 0.00 32.85 0.00 0.00 61.30 - / - NA
19 / 0.000 0.00 33.23 0.00 0.00 61.27 - / - NA
24 - - - - / - 0.000 0.00 33.02 0.00 0.00 61.66 - - - / - NA
1 + + + + +SE + 0.00 24 .91 24.95 0.00 65.44 64.54 +SE + + + +SE PA
2 / 0.000 0.00 32.88 0.00 0.00 61.24 - - / - NA
8 - - - - / - 0.000 0.00 32.92 0.00 0.00 61.31 - - / - NA
11 + + + + +SE + 0.000 23.28 23.96 0.00 65.22 63.85 +SE + + + + +SE + PA
12 + + + + +SE + 0.000 23.72 2417 0.00 65.31 63.76 +SE + +SE + PA
17 - - - - / - 0.000 0.00 33.01 0.00 0.00 61.41 - - - - - / - NA
21 + + + + +SE + 0.000 23.63 24.75 0.00 65.31 65.20 +SE + + + + +SE + PA
22 + + + + +SE + 0.000 24.68 25.47 0.00 65.26 63.88 +SE + + + + +SE + PA
3 + + + + +SE + 0.000 23.69 23.74 0.00 65.69 65.58 +SE + + + + +SE + PA
5 + + + + +SE + 0.000 22.86 22.96 0.00 65.43 64.06 +SE + + + + +SE + PA
6 + + + + +SE + 0.000 23.00 23.08 0.00 65.53 65.45 +SE + + + + +SE + PA
10 + + + + +SE + 0.000 24 47 24.53 0.00 65.21 63.94 +SE + + + + +SE + PA
14 + + + + +SE + 0.000 22.51 23.02 0.00 65.35 65.38 +SE + + + + +SE + PA
15 + + + + +SE + 0.000 22.83 23.55 0.00 65.29 65.22 +SE + + + + +SE + PA
20 + + + + +SE + 0.000 22.88 24.00 0.00 65.24 65.15 +SE + + + + +SE + PA
23 + + + + +SE + 0.000 22.57 23.45 0.00 65.20 65.09 +SE + + + + +SE + PA
* Analyses performed according to the COFRAC accreditation
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Appendix 8 — Curves obtained for the samples concerned by the positive ST results
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    S E  r e f =     ( P A + N D )  ( P A + N D + P D )   x   100   %


    S P  r e f =    ( 1 −    (     P 0    N − ) ) x   100   % =


    ( P A + P D )  ( P A + P D + N D )   x   100 % =


    ( P A + N A )  N   x   100 % =


  R L O D =       L O D  A l t .    L O D  R e f .


    S P  a l t =    ( 1 −    (   C   P 0    N − ) ) x   100   % =


    ( P A + N D )  ( P A + P D + N D )   x   100 % =


    F P  N A   x   100 % =

