NADRIA %

FOOD EXPERTISE ESSAIS

(TESTING)

ACCREDITATION
N°1-0144
scope available
on www.COFRAC.fr

NF UALIDATION
UValidation of alternative analytical methods
Application in food microbiology

Summary report

Validation study according to the EN ISO 16140-2:2016

iQ-Check Listeria monocytogenes Il
(Certificate number: BRD 07/10 - 04/05)
for the detection of Listeria monocytogenes
in food products and environmental samples

Qualitative method

> Expert ADRIA
Laboratory: ZA Creac’h Gwen
29196 Quimper Cedex (France)
For: Bio-Rad

3 boulevard Raymond Poincaré
92430 Marnes-La-Coquette (France)

This report consists of 225 pages, including 9 appendices.

Only copies including the totality of this report are authorised.

Competencies of the laboratory are certified by COFRAC accreditation for the analyses
marked with the symbol®.

Version 0
November 16, 2023

ADRIA > ZA Creac’h Gwen > 29000 Quimper > +33(0)2 98 10 18 18
adria.tm.fr > adria-formationagroalimentaire.fr

Association loi de 1901 > N° existence 53290006329
N° Siret 306 964 271 00036 > N° TVA FR45306964271



Bio-Rad

1 INTRODUCTION 5
2 METHOD PROTOCOLS 7
2.1 Alternative method 7
2.1.1  Principle 7
2.1.2  Protocol 8
2.1.3 Restrictions 10
2.2 Reference method 10
2.3 Study design 10
3 METHOD COMPARISON STUDY 1
3.1 Initial validation, extension/renewal studies: results — Half-Fraser

and LSB protocol 1
3.1.1  Sensitivity study 11
3.1.2  Relative level of detection 43
3.1.3 Inclusivity / exclusivity 48
3.1.4  Practicability 50
3.2 Extension study for the use of LSB Il medium 50
3.2.1  Sensitivity 50
3.2.2 Relative level of detection 74
3.2.3 Conclusion 77
4 INTER-LABORATORY STUDY 77
4.1 Study organization 77
4.2 Experimental parameter controls 78
4.3 Result analysis 78
4.3.1  Expert laboratory results 78
4.3.2 Results observed by the collaborative laboratories 79
4.3.3 Results of the collaborators retained for interpretation 80
4.4 Calculation and interpretation 81
4.4.1  Calculation of the specificity percentage (SP) 81

4.4.2 Calculation of the sensitivity (SEax), the sensitivity for the reference method

(SEres), the relative trueness (RT) and the false positive ratio for the alternative

method (FPR) 82
4.4.3 Interpretation of data 83
4.4.4  Evaluation of the LOD 504, LOD g5 4 and RLOD between laboratories 83
5 CONCLUSION 84
ADRIA 2/225 16 November 2023

Summary report (Version 0)
iQ-Check Listeria monocytogenes Il



A4

ADRIA

Bio-Rad

Appendix 1 - Flow diagram of the alternative method: iQ-Check Listeria monocytogenes 86
Appendix 2 - Flow diagram of the reference method: ISO 11290-1 (May 2017): Microbiology of the food
chain - Horizontal method for the detection and enumeration of Listeria monocytogenes and of Listeria
spp.- Part 1: detection method 92

Appendix 3 - Artificial contamination of samples (Initial validation study, IPL (2005 - 2006) - Extension
study, ISHA (2017) - Extension study, ADRIA (2019)) 93
Appendix 4 - Sensitivity study: raw data (Initial validation study, IPL (2005 - 2006) - Extension study,
ISHA (2017) - Extension study, ADRIA (2019)) 100
Appendix 5 - Relative level of detection study: raw data (Extension study, ISHA (2017) - Extension study,
ADRIA (2019)) 172
Appendix 6 - Inclusivity and exclusivity study: raw data (Initial validation study, IPL (2005 - 2006) -
Extension study, ADRIA (2019)) 192
Appendix 7 - Artificial contamination of samples - Enrichment in LSB Il broth (Extension study, 2023) 199
Appendix 8 - Sensitivity study: raw data - Enrichment in LSB Il broth (Extension study, 2023) ______ 203
Appendix 9 - Relative level of detection study: raw data - Enrichment in LSB Il broth (Extension study,
2023) 223

3/225 16 November 2023

Summary report (Version 0)
iQ-Check Listeria monocytogenes Il



Bio-Rad

Quality Assurance documents related to this study can be consulted upon request from Bio-
Rad.

The technical protocol and the result interpretation were carried out according to the EN ISO
16140-2:2016 and the AFNOR technical rules (PR Revision 7).

= |SO 16140-1 (2016): Microbiology of the food chain -
Method validation — Part 1: Vocabulary

= |SO 16140-2 (2016): Microbiology of the food chain -
Method validation — Part 2: Protocol for the validation of

Validation protocols

alternative (proprietary) methods against a reference
method
= AFNOR technical rules (PR Revision 7)

Reference method* ISO 11290-1 (May 2017): Microbiology of the food chain -
Horizontal method for the detection and enumeration of
Listeria monocytogenes and of Listeria spp.- Part 1:
detection method

Alternative method iQ-Check Listeria monocytogenes I

Scope Food products
Environmental samples

Certification organism AFNOR Certification (http://nf-validation.afnor.org/)

* Analyses performed according to the COFRAC accreditation
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1 INTRODUCTION
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The iQ-Check Listeria monocytogenes method was validated in April 2005 according
to the ISO 16140:2003 (certificate number BRD 07/10 - 04/05). The study was
performed by IPL. The following renewals and extensions were performed:

April 2005

December
2006

September
2007

January 2009

March 2009

February 2010

February 2012

March 2013

ADRIA

Validation Reference Validation Expert
method standard laboratory
o o ISO 11290-1 ISO 16140
Initial validation IPL
(1997) (2003)
Extension f 0ol (entichment ISO 11290-1
xtension for a new protocol (enrichmen
. P ( . (1997) 1SO 16140
in LSB broth) and a new DNA extraction IPL
ISO 11290-1/A1 (2003)
protocol (Easy Il protocol)
(2005)
Extension for the use of new thermal | | Bio-Rad
cyclers: MiniOpticon and iQ5 internal data*
Extension for the use of a new mix PCR )
. . . Bio-Rad
and a new version of the Opticon Monitor / / )
, , ) ) internal data*
software including automatic analysis
ISO 11290-1
(1997) ISO 16140
Renewal study IPL
ISO 11290-1/A1 (2003)
(2005)
Extension with:
= Modification of the extraction step with
the utilization of a new consumable | SO 11290-1
(Deep Well plate) in addition to the tube (1997) 1SO 16140 Bio-Rad
format previously validated ISO 11290-1/A1 (2003) internal data*
= Use of the CFX Manager software to (2005)
handle the CFX96 and MiniOpticon
real-time PCR thermocyclers
Extension concerning the use of the
CFX96 Touch Deep Well thermocycler / | Bio-Rad
and the CFX Manager software IDE internal data*
version 1.2
ISO 11290-1
(1997) ISO 16140
Renewal study ISHA
ISO 11290-1/A1 (2003)
(2005)
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October 2013
November
2014
January 2018

May 2018

January 2020

February 2021

April 2021

May 2021

December
2022

June 2023

October 2023

Bio-Rad

Extension to the use of the iQ-Check Prep |  1SO 11290-1
automation system v1 and the CFX (1997) ISO 16140 Bio-Rad
Manager software IDE v2.0 SO 11290-1/A1 (2003) internal data*
(2005)
Extension to the CFX Manager Software | | Bio-Rad
IDE v2.1 internal data*
Extension to the iQ-Check Prep v2and | | Bio-Rad
CFX Manager Software IDE v2.2 internal data*
Renewal study according to the ISO | ISO 11290-1 ISO 16140-2 ADRIA
16140-2:2016 (2017) (2016)
Extension to the iQ-Check Prep v3 and | | Bio-Rad
CFX Manager Software IDE v3.0 internal data*
Extension for the production
environmental samples category
= For a new enrichment protocol
associated with the Easy Il lysis
ﬁrott(:o' e OChock Froo Dy | 180112901 [ 18061402 | o
ortheuseo .e| -Check Free 2017) (2016)
Removal Solution (FDRS) protocol
associated with the Easy Il lysis
protocol
= For the use of a new Application
Protocol File (APF Fast).
ISO 11290-1 ISO 16140-2
Renewal study ADRIA
(2017) (2016)
Extension for the use of the APF fast for | | Bio-Rad
all the categories and protocols internal data*
Extension for the use of the iQ-Check / | Bio-Rad
Prep v4 internal data*
Extension for the use of the CFX Opus _
ISO 16140-2 Bio-Rad
Deep Well and CFX Manager Software / ,
(2016) internal data*
IDE v3.1
Extension study for the use of LSB Il
. , ISO 11290-1 ISO 16140-2
medium on composite foods and ADRIA
. : (2017) (2016)
production environmental samples
Extension study for the use of LSB Il | 1SO 11290-1 ISO 16140-2 ADRIA
medium on Dairy products (2017) (2016)

* Manufacturer internal data are not included in this report
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METHOD PROTOCOLS

2.1

211

ADRIA

Alternative method

The flow diagrams of the alternative method are provided in Appendix 1.
Principle

The iQ-Check Listeria monocytogenes Il kits are tests based on gene amplification
and detection by real-time PCR. Ready-to-use PCR reagents contain oligonucleotides
(primers and probes) specific for Listeria monocytogenes, as well as DNA polymerase
and nucleotides. Detection and data analysis are optimized for use with a Bio-Rad
real-time PCR instrument, such as the CFX96 ™ Touch standard or Deep Well (DW)
or CFX Opus Deep Well (DW) systems.

PCR is a powerful technique used to generate many copies of target DNA. During the
PCR reaction, several cycles of heating and cooling allow DNA denaturation, by heat,
followed by primers binding to the target region. The DNA polymerase then uses these
primers and deoxynucleotide triphosphates (dNTPs) to extend the DNA, creating
copies of the target DNA. These copies are called amplicons.

This test allows the detection of Listeria monocytogenes in environmental samples
and food products previously enriched by culture in Half Fraser broth or Listeria
Special Broth (LSB or LSB Il). It includes the following 4 main steps:

- Enrichment,

- DNA extraction,

- Real-time PCR,

- Data analysis & interpretation.

The FDRS protocol (Free DNA Removal Solution) can be applied to remove free DNA
from food and environmental samples prior to PCR analysis. In the context of
validation, this protocol concerns the environmental samples. It is performed by a
selected enzyme and its specific buffer under optimized conditions. The iQ-Check
lysis buffer associated with thermal lysis inactivates the enzyme, allowing extraction
from intact and living cells.

The PCR can be performed using either the classical iQ-Check APF (Application
Protocol File) which corresponds to a 1h50 min PCR run or the APF Fast (reduction
of the number of cycles + time reduction of some steps) to reduce the PCR run time
down to 1h10 min.
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2.1.2 Protocol

The different protocols and steps are described below:

Enrichment Protocols available:

step - Half Fraser for 24 - 26 h at 30°C for all categories (Protocol 1)

- LSB broth for 22 - 24 h at 30°C  1°C for all categories (Protocol 2)

- LSB broth for 24 - 26 h at 30°C £ 1°C for all categories (Protocol 3).

- LSB broth for 18 — 26 h at 30°C * 1°C for environmental samples
(Protocols 4 and 5)

LSB Il broth for 18 - 26 h at 37°C % 1°C for composite foods and
environmental samples (Protocol 6)

LSB Il broth for 20 - 28 h at 37°C * 1°C after pre-warming of the broth
(Protocol 7)

iQ-Check Free - Activate the iQ-Check Free DNA Removal Solution (FDRS)
DNA Removal - Pipette 10 pl of activate reagent into the bottom of each well of a 96-Deep
Solution (FDRS): Well microplate
(Protocol 5: - Add 100 pl of decanted enriched LSB or LSB Il per well. Seal the Deep
optional for Well microplate with the X-Pierce sealing film
environmental - Incubate in the thermoshaker without shaking for 15 to 30 min at 37°C
EREE - Proceed to Easy Il DNA extraction protocol using 100 l of treated enriched
sample
Lysis step - Standard Il protocol (protocols 1 and 2):
= Centrifugation of 1.5 ml enriched Half-Fraser or LSB broth at 10000 -
12000 g for 5 min

= Discard the supernatant

= Addition of 250 pl of lysis reagent (A: lysis reagent + F: lysis beads)
= Resuspend pellet by pipetting the reagent up and down in the tube
= Agitation using the “Disruptor Genie” for 3 min £ 1 min

= Incubation at 95 - 100°C for 15 - 20 min

= Vortex at high speed

= Centrifugation at 10000 - 12000 g for 5 min.

ADRIA 8/225 16 November 2023
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Confirmation
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- Easy Il protocol (protocol 3 to 7)

= Aliquote 100 pl of lysis reagent (A + F) to tubes of wells of Deep Well
plate

= Add 100 pl of enriched LSB or LSB Il broth

= Place tubes in the cell disruptor for 3 min £ 1 min (for tubes only)

* Incubation at 95 - 100°C for 15 - 20 min in a heat block (tubes) or in
the plate agitator-incubator (Deep Well plates) under agitation at 1300
rpm

= Centrifugation at 10000 - 12000 g for 2 min (tubes only).

Add 5 pl of lysates supernatant to 45 pl of PCR mix (reagent B
+reagent C)

Run PCR;

In case of inhibition, a 1/10 dilution is applied to the DNA extract.

The positive PCR tests are confirmed by:

Reference method: streaking 10 pl of the enriched broth (Half Fraser or
LSB or LSBII) onto O&A or Palcam plates incubated for 24 to 48 h at
37°C £ 1°C. The typical colonies are confirmed by the tests described in
the ISO method.

Alternative method: streaking 100 wl of enriched broth (Half Fraser or
LSB) onto Agar Listeria or RAPID'Listeria Agar or RAPID’L.mono Agar
incubated for 24 h at 37°C £ 1°C. For RAPID’L.mono and Agar Listeria,
the only presence of typical colonies allows to confirm the positive PCR
result. For RAPID'Listeria spp confirmation, the typical colonies are
confirmed by the tests described in the ISO method.

By any other method certified by NF Validation based on a principle
different from that used in the iQ-Check method starting from the same
enrichment step.

It is possible to store the enrichment broths for 72 h at 5°C + 3°C before proceeding

to PCR and confirmatory tests.

The protocols tested during the different validation studies are summarized in Table 1.

ADRIA
Summary report (Version 0)
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Table 1 — Summary of the protocols

Validation

study Protocol Enrichment step FDRS Lysis step
Half Fraser for Classic
Initial 2005 | Protocol 1 24h - 26 h No Standard Il
at 30°C £1°C Fast
All categories LSB for22 - 24 h Classic
Extension Protocol 2 4t 30°C £1°C No Standard Il Fast
2006 LSB for 24h — 26 h Classic
Protocol 3 4t 30°C +1°C No Easy I Fast
LSB for 18 -26 h Classic
Extension Protocol 4 Environmental at 30°C £1°C No Easy Fast
2020 samples LSB for 18 -26 h Classic
Protocol 5 4t 30°C £1°C Yes Easy I Fast
Composite foods
Protocol 6 Environmental LSB llfor 18- 26 Optional Easy Il Fast
. at37°C+1°C
Extension samples
2023 Pre-warmed LSB Il
Protocol 7 Dairy products broth for 20 - 28 h at | Optional Easy I Fast
37°C+1°C

2.1.3 Restrictions

There is no restriction for use.

2.2 Reference method*

The reference method is the ISO 11290-1 (May 2017): Microbiology of the food chain
- Horizontal method for the detection and enumeration of Listeria monocytogenes and
of Listeria spp. - Part 1: detection method.

The flow diagram is given in Appendix 2.
2.3 Study design

It was an unpaired study, except for Protocol 1 (Half-Fraser) which has the same
enrichment protocol as the reference method.

1 Application Protocol File

* Analysis performed according to the COFRAC accreditation

ADRIA 10/225 16 November 2023
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3 METHOD COMPARISON STUDY
The method comparison study is a study performed by the expert laboratory to compare the
alternative method with the reference method.
The study was carried out on a diversity of samples and strains representative of agri-
food products. This does not constitute an exhaustive list of the different matrices
included in the scope.
For any comment on the alternative method, please contact AFNOR Certification at
http://nf-validation.afnor.org/contact-2/.
3.1 Initial validation, extension/renewal studies: results - Half-Fraser and
LSB protocol
As different protocols are available for samples testing, the following combinations of
protocols were used for interpretation of the data generated during the different
studies (See Table 2).
Table 2 — Combinations of protocols used for interpretation
e e o Food caftegones Environmental samples category
(categories 1 to 5) (category 6)
A1 Protocol 1 Protocol 1
B1 Protocol 1 Protocol 4 — APF Classic
C1 Protocol 1 Protocol 5 — APF Classic
D1 Protocol 1 Protocol 4 — APF Fast
E1 Protocol 1 Protocol 5 — APF Fast
A2 Protocol 2 Protocol 2
B2 Protocol 2 Protocol 4 — APF Classic
C2 Protocol 2 Protocol 5 — APF Classic
D2 Protocol 2 Protocol 4 — APF Fast
E2 Protocol 2 Protocol 5 — APF Fast
A3 Protocol 3 Protocol 3
B3 Protocol 3 Protocol 4 — APF Classic
C3 Protocol 3 Protocol 5 — APF Classic
D3 Protocol 3 Protocol 4 — APF Fast
E3 Protocol 3 Protocol 5 — APF Fast
3.1.1 Sensitivity study
The sensitivity (SE) is the ability of the method to detect the analyte by either the reference or alternative
method.
ADRIA 11/225 16 November 2023
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3.1.1.1 Number and nature of samples

The distribution per type is given in Tables 3 to 5.

Table 3 — Distribution per type - Results associated to Protocol 1

Categor Protocol  APF  Positive | Negative Total

a Eg;”eﬁ“]ifeusﬁss(;’;‘igﬁg‘(% 9eeD- | protocol 1 | Classic 10 20 30
p | RTEand processed meat Protocol 1 | Classic 7 15 22

1 Meat products products
¢ |Fermentedordriedmeats | p g | Classic | 14 10 24

products (raw and cooked)

Total 31 45 76
a Raw milk cheese Protocol 1 | Classic 9 12 21
b Other raw milk products Protocol 1 | Classic 13 9 22
2| Dairy products c Heat processed milk and dairy Protocol 1 | Classic 12 17 29

products
Total 34 38 72
a Raw products Protocol 1 | Classic 10 14 24
3| Seafood products b Smoked, marinated products Protocol 1 | Classic 15 13 28
c Processed products Protocol 1 | Classic 1 10 21
Total 36 37 73
a Raw vegetal products Protocol 1 | Classic 12 10 22

RTE and RTC raw vegetal

b products, precooked vegetal Protocol 1 | Classic 13 10 23

4 | Vegetal products products
C Processed vegetal products Protocol 1 | Classic 1" 10 21
Total 36 30 66
a RTE foods Protocol 1 | Classic 1" 9 20
b RTRH foods Protocol 1 | Classic 1 1 22
S RTE-RTRH Pastries, egg products Protocol 1 | Classic 12 10 22
Total 34 30 64
a Process waters Protocol 1 Classic 10 10 20
b Surface sample Protocol 1 | Classic 15 17 32
c Dusts and residues Protocol 1 Classic 7 15 22
Total 32 42 74
a Process waters Protocol 4 | Classic 1 9 20
b Surface sample Protocol 4 | Classic 10 10 20
c Dusts and residues Protocol 4 | Classic 9 1 20
Total 30 30 60
a Process waters Protocol 5 | Classic 1" 9 20
6 Environmental | b Surface sample Protocol 5 | Classic 10 10 20
samples c Dusts and residues Protocol 5 | Classic 9 1" 20
Total 30 30 60
a Process waters Protocol 4 Fast 1" 9 20
b Surface sample Protocol 4 Fast 10 10 20
c Dusts and residues Protocol 4 Fast 9 1 20
Total 30 30 60
a Process waters Protocol 5 Fast 1 9 20
b Surface sample Protocol 5 Fast 10 10 20
c Dusts and residues Protocol 5 Fast 9 1" 20
Total 30 30 60
A1: Protocol 1 - APF Classic 203 222 425
B1: Protocol 1 + Protocol 4 - APF Classic 201 210 41
All categories C1: Protocol 1 + Protocol 5 - APF Classic 201 210 41
D1: Protocol 1 + Protocol 4 - APF Fast 201 210 411
E1: Protocol 1 + Protocol 5 - APF Fast 201 210 41

ADRIA 12/225 16 November 2023
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Table 4 — Distribution per type - Results associated to Protocol 2

APF

Total

' Protocol

 Positive Negative

a Raw products (including deep- Protocol 2 | Classic 13 9 22
frozen, fresh, seasoned)
p |RTEandprocessedmeat | pioio | Classic | 18 1 29
1] Meat products products
¢ |Fermented ordriedmeats | o005 | Classic | 10 1 21
products (raw and cooked)
Total 41 31 72
a | Raw milk cheese Protocol 2 | Classic 12 1 23
b | Other raw milk products Protocol 2 | Classic 13 10 23
2| Dairy products c Heat processed milk and dairy Protocol 2 | Classic 15 19 3
products
Total 40 40 80
a | Raw products Protocol 2 | Classic 10 10 20
3 | Seafood products b | Smoked, marinated products | Protocol 2 | Classic 12 10 22
¢ | Processed products Protocol 2 | Classic 1 10 21
Total 33 30 63
a | Raw vegetal products Protocol 2 | Classic 12 10 22
RTE and RTC raw vegetal
4 | Vegetal products b S;ggﬂgtz precooked vegetal Protocol 2 | Classic 1 10 21
c | Processed vegetal products Protocol 2 | Classic 10 1" 21
Total 33 31 64
a | RTE foods Protocol 2 | Classic 12 1 23
b | RTRH foods Protocol 2 | Classic 1 1 22
5 RTE-RTRH c | Pastries, egg products Protocol 2 | Classic 1 10 21
Total 34 32 66
a | Process waters Protocol 2 | Classic 10 10 20
b | Surface sample Protocol 2 | Classic 19 18 37
¢ | Dusts and residues Protocol 2 | Classic 10 10 20
Total 39 38 77
a | Process waters Protocol 4 | Classic 1" 9 20
b | Surface sample Protocol 4 | Classic 10 10 20
¢ | Dusts and residues Protocol 4 | Classic 9 1 20
Total 30 30 60
a | Process waters Protocol 5 | Classic 1" 9 20
6 Environmental b | Surface sample Protocol 5 | Classic 10 10 20
samples ¢ | Dusts and residues Protocol 5 | Classic 9 1" 20
Total 30 30 60
a | Process waters Protocol 4 Fast 1" 9 20
b | Surface sample Protocol 4 | Fast 10 10 20
¢ | Dusts and residues Protocol 4 Fast 9 1" 20
Total 30 30 60
a | Process waters Protocol 5 | Fast 1 9 20
b | Surface sample Protocol 5 | Fast 10 10 20
¢ | Dusts and residues Protocol 5 | Fast 9 1 20
Total 30 30 60
A2: Protocol 2 - APF Classic 220 202 422
B2: Protocol 2 + Protocol 4 - APF Classic 211 194 405
All categories C2: Protocol 2 + Protocol 5- APF Classic 211 194 405
D2: Protocol 2 + Protocol 4 - APF Fast 211 194 405
E2: Protocol 2 + Protocol 5 - APF Fast 211 194 405
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Table 5 — Distribution per type - Results associated to Protocol 3

Category  Type Protocol | APF  Positive Negative Total
a Raw products (including deep- Protocol 3 | Classic 13 9 22
frozen, fresh, seasoned)
b | RTE and processed meat products | Protocol 3 | Classic 18 11 29
1| Meat products -
c Fermented or dried meats Protocol 3 | Classic 9 12 21
products (raw and cooked)
Total 40 32 72
a | Raw milk cheese Protocol 3 | Classic 12 11 23
b | Other raw milk products Protocol 3 | Classic 13 10 23
2| Dairy products c Heat processed milk and dairy Protocol 3| Classic 15 19 34
products
Total 40 40 80
a | Raw products Protocol 3 | Classic 10 10 20
3 | Seafood products b | Smoked, marinated products Protocol 3 | Classic 12 10 22
c | Processed products Protocol 3 | Classic 11 10 21
Total 33 30 63
a | Raw vegetal products Protocol 3 | Classic 12 10 22
RTE and RTC raw vegetal
4 | Vegetal products b E:ggﬂgtz precooked vegetal Protocol 3 | Classic 11 10 21
c | Processed vegetal products Protocol 3 | Classic 10 11 21
Total 33 31 64
a | RTE foods Protocol 3 | Classic 12 11 23
b | RTRH foods Protocol 3 | Classic 11 11 22
S RTE-RTRH c | Pastries, egg products Protocol 3 | Classic 11 10 21
Total 34 32 66
a | Process waters Protocol 3 | Classic 10 10 20
b | Surface sample Protocol 3 | Classic 19 18 37
c | Dusts and residues Protocol 3 | Classic 10 10 20
Total 39 38 77
a | Process waters Protocol 4 | Classic 11 9 20
b | Surface sample Protocol 4 | Classic 10 10 20
¢ | Dusts and residues Protocol 4 | Classic 9 11 20
Total 30 30 60
a | Process waters Protocol 5 | Classic 11 9 20
6 Environmental |b | Surface sample Protocol 5 | Classic 10 10 20
samples ¢ | Dusts and residues Protocol 5 | Classic 9 11 20
Total 30 30 60
a | Process waters Protocol 4 | Fast 11 9 20
b | Surface sample Protocol 4 | Fast 10 10 20
¢ | Dusts and residues Protocol 4 | Fast 9 11 20
Total 30 30 60
a | Process waters Protocol 5| Fast 11 9 20
b | Surface sample Protocol 5| Fast 10 10 20
c | Dusts and residues Protocol 5| Fast 9 11 20
Total 30 30 60
A3: Protocol 3 - APF Classic 219 203 422
B3: Protocol 3 + Protocol 4 - APF Classic 210 195 405
All categories C3: Protocol 3 + Protocol 5 - APF Classic 210 195 405
D3: Protocol 3 + Protocol 4 - APF Fast 210 195 405
E3: Protocol 3 + Protocol 5 - APF Fast 210 195 405
ADRIA 14/225 16 November 2023
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3.1.1.2 Artificial contamination of samples

Artificial contaminations were done by seeding or spiking protocol. The artificial
contaminations are presented in Appendix 3.

115 samples were artificially contaminated for studies performed in 2005, 2006 and
2017.

For the extension performed in 2019, 31 samples were artificially contaminated.
29 gave a positive result by both protocols (with or without FDRS).

The repartition of the positive samples per inoculation protocol and inoculation level
is given in:

- Table 6 for Protocol 1 combined with the extension,
- Table 7 for Protocol 2 combined with the extension,
- Table 8 for Protocol 3 combined with the extension.

Table 6 - Repartition of the positive samples
per inoculation protocol and inoculation level —
Results associated to Protocol 1

Number and percentage of samples

ed per contamination level (CF

LELEEIEINELE SRR Naturally <5 (spiking) | 5-10 (spiking) 10<x<30 | Total
contaminated | <3 (seeding) | 3-10 (seeding)

Meat products 30 0 1 0 31
3 _ Dairy products 21 10 3 0 34
Ing':(li’ fexr::\r/]vsgfn Sea food products 31 5 0 0 36
studies Vegetal products 8 25 3 0 36
RTE-RTRH 1 20 3 0 34
Environmental samples 23 9 0 0 32
Extension 2019 | Environmental samples 1 29 0 0 30

Total 125 98 10 0 233

% 53.6 % 421 % 4.3% 0.0% |100.0%
ADRIA 15/225 16 November 2023
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Table 7 - Repartition of the positive samples
per inoculation protocol and inoculation level —
Results associated to Protocol 2

Number and percentage of samples

o analyzed per contamination level (CFU/sample
Validation study Category Natur.ally . S (Splklng) 5-10 (Splkln) 10<X<0 Total
contaminated | <3 (seeding) | 3-10 (seeding)
Meat products 36 5 0 0 41
3 | Dairy products 13 14 10 3 40
'”'t'a('j' eXte”S'f” Sea food products 30 3 0 0 33
M udes | Vegetal products 11 12 7 3 | 3
RTE-RTRH 8 22 3 1 34
Environmental samples 30 9 0 0 39
Extension 2019 | Environmental samples 1 29 0 0 30
Total 129 94 20 7 250
% 51.6 % 37.6 % 8.0 % 3.8% [100.0 %

Table 8 - Repartition of the positive samples
per inoculation protocol and inoculation level —
Results associated to Protocol 3

Number and percentage of samples

o ed per contamination level (CFU/sample
VERELEE ] ] Naturally s (spiking) 5-10(spikin) 10<X<0 Total
contaminated | <3 (seeding) | 3-10 (seeding)
Meat products 35 5 0 0 40
- . Dairy products 13 14 10 3 40
'“'t'a('jv eXte”S'lf’” Sea food products 30 3 0 0 33
M dee | Vegetal products 11 12 7 3 33
RTE-RTRH 8 22 3 1 34
Environmental samples 30 9 0 0 39
Extension 2019 | Environmental samples 1 29 0 0 30
Total 128 94 20 7 249
% 514 % 37.8 % 8.0 % 2.8% (100.0 %

The percentage of samples inoculated between 3 (spiking) or 5 (seeding) and
10 CFU is comprised between 4.3 and 8.0 % depending on the protocols used
for analysis.

The percentage of naturally contaminated samples varies from 51.4 % to 53.6 %
depending on the combination of protocols used.

ADRIA 16/225 16 November 2023
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3.1.1.3 Protocols applied during the validation study
> Enrichment, lysis and PCR protocols
The minimum incubation time was evaluated for all studies.
A summary of the protocols evaluated during the initial validation study and the

extensions in 2006 and 2020 is shown in Table 9.

Table 9 — Summary of protocols tested

Validation

ST Protocol Enrichment step FDRS Lysis step
. Half Fraser for ,
Initial 2005 | Protocol 1 24 h at 30°C +1°C No Standard Il | Classic
All categories LSB for 22 h ,
Extension Protocol 2 4t 30°C £1°C No Standard Il | Classic
2006 LSB for 24 h ,
Protocol 3 4t 30°C £1°C No Easy Il Classic
LSB for 18 h Classic
Protocol 4 N Easy I
Extension roloco Environmental at30°C £1°C ° == Fast
2020 samples LSB for 18 h Classic
Protocol 5 4t 30°C £1°C Yes Easy I Fast

An incubation time of 15 min in the thermoshaker was applied for the validation study.

> Confirmation protocol

During the validation studies, the following protocols were tested:

- Tests described in the ISO method (streaking 10 ul onto AL and Palcam);

- Streaking 100 pl of enriched sample (Half-Fraser broth or LSB broth) onto
RAPID’L. mono Agar. The presence of typical colonies allows to confirm the
positive PCR test but during the validation study, the typical colonies were
confirmed by the tests described in the ISO method.

For the extension study performed in 2020, for negative PCR samples, the enriched
LSB broth was sub-cultured in Fraser broth for 24 h + 2 h at 37°C + 1°C in order to
have the total duration of time equivalent to the ISO method before streaking onto
O&A and Palcam plates (ISO 16140-2 requirements).

2 Application Protocol File
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> Enrichment broth storage

Bio-Rad

The enriched LSB broths from positive and discordant samples were tested again

after storage for 72 h at 5°C + 3°C. DNA extractions, PCR tests and confirmatory tests

were run again. This concerns Protocols 2, 3, 4 and 5.

3.1.1.4 Test results

Raw data are given in Appendix 4. The results are given in Tables 10 to 12.

Table 10 — Interpretation of sample results between the reference and

alternative method (based on the confirmed alternative method results)

Results associated to Protocol 1

Category Protocol APF PA NA* PD ND* PPND PPNA Total
Meat products Protocol 1 Classic 29 | 44 | 1 1 0 1 76
2 | Dairy products Protocol 1 Classic 34 | 37 |0 0 0 1 72
3 | Seafood Protocol 1 Classic 333 |0 3| 0| 3|73
products
4 | Vegetable Protocol 1 Classc | 35| 2 | 0| 1 | o | 2 | 66
products
5 | RTE-RTRH Protocol 1 Classic 34 28 0 0 0 2 64
6 | Environmental Protocol 1 Classic 31 42 0 1 0 0 74
samples Protocol 4 Classic 15 29 8 6 1 1 60
Protocol 5 Classic 16 29 8 6 0 1 60
Protocol 4 Fast 15 30 8 7 0 0 60
Protocol 5 Fast 16 30 8 6 0 0 60
A1: Protocol 1 - APF Classic 196 | 213 1 6 0 9 425
B1: Protocol 1 + Protocol 4 - APF Classic | 180 | 200 9 11 1 10 411
All categories C1: Protocol 1 + Protocol 5 - APF Classic | 181 | 200 | 9 11 0 10 41
D1: Protocol 1 + Protocol 4 - APF Fast 180 | 201 9 12 0 9 411
E1: Protocol 1 + Protocol 5 - APF Fast 181 | 201 9 11 0 9 411

* PPNA not included
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Table 11 — Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method results)
Results associated to Protocol 2

Category Protocol \ APF PA NA* PD ND* PPND \ PPNA Total
1 | Meat products Protocol 2 Classic 27 | 29 | 10 4 0 2 72
2 | Dairy products Protocol 2 Classic 36 | 39 | 4 0 0 1 80
3 | Seafood Protocol 2 Classic 290240 0| 1|6
products
4 | Vegetable Protocol 2 Classic 30 | 31| 0| 3 0 0 64
products
5 | RTE-RTRH Protocol 2 Classic 29 | 31 3 2 0 1 66
6 | Environmental Protocol 2 Classic 37 | M4 0 1 1 4 77
samples Protocol 4 Classic 15 | 29 | 8 6 1 1 60
Protocol 5 Classic 16 | 29 8 6 0 1 60
Protocol 4 Fast 15 | 30 8 7 0 0 60
Protocol 5 Fast 16 | 30 | 8 6 0 0 60
A2: Protocol 2 — APF Classic 188 | 193 | 21 10 1 9 422
B2: Protocol 2 + Protocol 4 — APF Classic | 166 | 188 | 29 | 15 1 6 405
All categories C2: Protocol 2 + Protocol 5 — APF Classic | 167 | 188 | 29 | 15 0 6 405
D2: Protocol 2 + Protocol 4 — APF Fast 166 | 189 | 29 | 16 0 5 405
E2: Protocol 2 + Protocol 5 — APF Fast 167 | 189 | 29 | 15 0 5 405
* PPNA not included ** PPND not included
Table 12 - Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method results)
Results associated to Protocol 3
Category Protocol APF PA NA*| PD ND* PPND PPNA Total
1 | Meat products Protocol 3 Classic 21 | 3 9 4 0 1 72
2 | Dairy products Protocol 3 Classic 34 |39 | 4 2 0 1 80
3 | Seafood Protocol 3 Classic 212041 0 1 | 63
products
4 | Vegetable Protocol 3 Classic 303 0] 3| 0| 1 | e
products
5 | RTE-RTRH Protocol 3 Classic 29 | 31 3 2 0 1 66
6 | Environmental Protocol 3 Classic 36 | 36 3 0 0 2 77
samples Protocol 4 Classic 15129 | 8 6 1 1 60
Protocol 5 Classic 16 | 29 8 6 0 1 60
Protocol 4 Fast 15 | 30 8 7 0 0 60
Protocol 5 Fast 16 | 30 | 8 6 0 0 60
A3: Protocol 3 — APF Classic 184 | 196 | 20 | 12 0 7 419
B3: Protocol 3 + Protocol 4 — APF Classic 163 | 189 | 28 | 18 1 6 405
All categories C3: Protocol 3 + Protocol 5 — APF Classic 164 | 189 | 28 | 18 0 6 405
D3: Protocol 3 + Protocol 4 — APF Fast 163 | 190 | 28 | 19 0 5 405
E3: Protocol 3 + Protocol 5 — APF Fast 164 | 190 | 28 | 18 0 5 405
* PPNA not included ** PPND not included

3.1.1.5 Calculation of relative trueness (RT), sensitivity (SE) and false positive ratio
(FPR)
The calculations are presented in Tables 13 to 15. A summary of the results is given
in Tables 16 to 18.
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Table 13 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR) —
Results associated to Protocol 1

Bio-Rad

Category Type Protocol = APF PA NA* PD ND**  PPND PPNA Seait Seret RT FPR
a | aw products (naludng deed- | protocol 1| Classic | 9 20 0 1 0 0 | 900% | 1000% | 9.7% | 0,0%
rozen, fresh, seasoned)

|| veatorotucss |° El)'juacr;g processed meat Protocol 1 | Classic | 7 14 0 0 0 1| 1000% | 1000% | 1000% | 6,7%
¢ | Fermented or dried meats Protocol 1 | Classic | 13 10 1 0 0 0 |1000% | 929% | 958% | 00%

products (raw and cooked)
Total 29 44 1 1 0 1 96,8% | 96,8% | 97,4% | 2,2%
a |Raw milk cheese Protocol 1| Classic 9 11 0 0 0 1 100,0% | 100,0% | 100,0% | 8,3%
b | Other raw milk products Protocol 1| Classic 13 10 0 0 0 0 100,0% | 100,0% | 100,0% | 0,0%
2| Dairy products | ¢ E;Z‘u%rt‘;"essed milk and dairy | protocol 1| Classic | 12 16 0 0 0 0 | 1000% | 100,0% | 100,0% | 0,0%
Total 34 37 0 0 0 1 100,0% | 100,0% | 100,0% | 2,6%
a | Raw products Protocol 1| Classic 9 13 0 1 0 1 90,0% | 100,0% | 95,8% 71%
3| Seafood products Smoked, marinated products Protocol 1| Classic 14 13 0 1 0 0 93,3% | 100,0% | 96,4% 0,0%
Processed products Protocol 1| Classic 10 8 0 1 0 2 90,9% | 100,0% | 952% | 20,0%
Total 33 34 0 3 0 3 91,7% | 100,0% | 95,9% | 81%
a | Raw vegetal products Protocol 1| Classic 12 9 0 0 0 1 100,0% | 100,0% | 100,0% | 10,0%

RTE and RTC raw vegetal
4 Vegetable b | products, precooked vegetal Protocol 1| Classic 12 10 0 1 0 0 92,3% | 100,0% | 95,7% 0,0%

products products

¢ | Processed vegetal products Protocol 1| Classic 11 9 0 0 0 1 100,0% | 100,0% | 100,0% | 10,0%
Total 35 28 0 1 0 2 97,2% | 100,0% | 98,5% | 6,7%
a | RTE foods Protocol 1| Classic 11 8 0 0 0 1 100,0% | 100,0% | 100,0% | 11,1%
5 RTE-RTRH b | RTRH foods Protocol 1| Classic 1 11 0 0 0 0 100,0% | 100,0% | 100,0% | 0,0%
c | Pastries, egg products Protocol 1| Classic 12 9 0 0 0 1 100,0% | 100,0% | 100,0% | 10,0%
Total 34 28 0 0 0 2 100,0% | 100,0% | 100,0% | 6,7%
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Category Type Protocol  APF PA NA* PD ND*  PPND PPNA Seait Seret RT FPR

a |Process waters Protocol 1| Classic 9 10 0 1 0 0 90,0% | 100,0% | 95,0% | 0,0%

b | Surface sample Protocol 1| Classic 15 17 0 0 0 0 100,0% | 100,0% | 100,0% | 0,0%

¢ | Dusts and residues Protocol 1| Classic 7 15 0 0 0 0 100,0% | 100,0% | 100,0% | 0,0%

Total 31 42 0 1 0 0 96,9% | 100,0% | 98,6% | 0,0%

a |Process waters Protocol 4 | Classic 8 9 2 1 0 0 90,9% | 81,8% | 850% | 0,0%

b | Surface sample Protocol 4 | Classic 5 9 3 2 0 1 80,0% | 70,0% | 75,0% | 10,0%

¢ | Dusts and residues Protocol 4 | Classic 2 11 3 3 1 0 55,6% | 66,7% | 65,0% 9,1%

Total 15 29 8 6 1 1 76,7% | 73,3% | 750% | 6,7%

a |Process waters Protocol 5| Classic 8 9 2 1 0 0 90,9% | 81,8% | 850% | 0,0%

6 Environmental | b | Surface sample Protocol 5| Classic 6 9 3 1 0 1 90,0% | 70,0% | 80,0% | 10,0%
samples ¢ | Dusts and residues Protocol 5| Classic 2 11 3 4 0 0 55,6% | 66,7% | 65,0% 0,0%

Total 16 29 8 6 0 1 80,0% | 73,3% | 76,7% | 3,3%

a |Process waters Protocol 4 | Fast 8 9 2 1 0 0 90,9% | 81,8% | 850% | 0,0%

b | Surface sample Protocol 4 | Fast 5 10 3 2 0 0 80,0% | 70,0% | 75,0% 0,0%

¢ | Dusts and residues Protocol 4 | Fast 2 11 3 4 0 0 50,0% | 75,0% | 70,0% 0,0%

Total 15 30 8 7 0 0 76,7% | 73,3% | 75,0% | 0,0%

a |Process waters Protocol 5| Fast 8 9 2 1 0 0 90,9% | 81,8% | 850% | 0,0%

b | Surface sample Protocol 5| Fast 6 10 3 1 0 0 90,0% | 70,0% | 80,0% 0,0%

¢ | Dusts and residues Protocol 5| Fast 2 11 3 4 0 0 55,6% | 66,7% | 65,0% 0,0%

Total 16 30 8 6 0 0 80,0% | 73,3% | 76,7% | 0,0%

A1: Protocol 1 - APF Classic 196 213 1 6 0 9 97,0% | 99,5% | 98,4% | 4,1%

B1: Protocol 1 + Protocol 4 - APF Classic 180 200 9 11 1 10 94,0% | 955% | 94,9% | 5.2%

All categories C1: Protocol 1 + Protocol 5 - APF Classic 181 201 9 11 0 10 94,5% | 955% | 951% | 4,8%
D1: Protocol 1 + Protocol 4 - APF Fast 180 201 9 12 0 9 94,0% | 955% | 94,9% | 4,3%

E1: Protocol 1 + Protocol 5 - APF Fast 181 201 9 11 0 9 94,5% | 955% | 951% | 4,3%

* PPNA not included ** PPND not included
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Table 14 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR) —
Results associated to Protocol 2

Bio-Rad

Category Type Protocol  APF PA NA* PD ND** PPND PPNA  Seat Seref RT FPR
a | Raw produdts (including deep- | o9 | Classic | 10 8 1 2 0 1| 846% | 923% | 864% | 11,1%
frozen, fresh, seasoned) ' ’ ’ ’
1] Meat products | b s;guacqg processed meat Protocol 2| Classic | 11 | 11 5 2 0 0 | 889% | 722% | 75.9% | 00%
¢ | Fermented or dried meats Protocol 2| Classic | 6 10 4 0 0 1| 100,0% | 60,0% | 81.0% | 9,1%
products (raw and cooked)
Total 27 29 10 4 0 2 90,2% | 75,6% | 80,6% | 6,5%
a | Raw milk cheese Protocol 2 | Classic 11 11 1 0 0 0 100,0% | 91,7% | 957% | 0,0%
b | Other raw milk products Protocol 2 | Classic 12 9 1 0 0 1 100,0% | 92,3% | 95,7% | 10,0%
2| Dairy products | F';'rifjtu‘ggcessed milk and daity | b stoco1 2| Classic | 13 19 2 0 0 0 | 100,0% | 86,7% | 941% | 0,0%
Total 36 39 4 0 0 1 100,0% | 90,0% | 95,0% | 2,5%
a | Raw products Protocol 2| Classic 9 10 1 0 0 0 100,0% | 90,0% | 950% | 0,0%
3 Seafood b | Smoked, marinated products Protocol 2 | Classic 9 10 3 0 0 0 100,0% | 75,0% | 86,4% | 0,0%
products ¢ | Processed products Protocol 2 | Classic 11 9 0 0 0 1 100,0% | 100,0% | 100,0% | 10,0%
Total 29 29 4 0 0 1 100,0% | 87,9% | 93,7% | 3,3%
a | Raw vegetal products Protocol 2 | Classic 11 10 0 1 0 0 91,7% | 100,0% | 95,5% | 0,0%
RTE and RTC raw vegetal
Vegetable | b | products, precooked vegetal Protocol 2 | Classic 10 10 0 0 0 90,9% | 100,0% | 952% | 0,0%
4 products products
¢ | Processed vegetal products Protocol 2 | Classic 9 11 0 1 0 0 90,0% | 100,0% | 952% | 0,0%
Total 30 31 0 3 0 0 90,9% | 100,0% | 95,3% | 0,0%
a | RTE foods Protocol 2 | Classic 12 11 0 0 0 0 100,0% | 100,0% | 100,0% | 0,0%
5 RTE-RTRH b | RTRH foods Protocol 2 | Classic 8 11 3 0 0 0 100,0% | 72,7% | 86,4% 0,0%
¢ | Pastries, egg products Protocol 2 | Classic 9 9 0 2 0 1 81,8% | 100,0% | 90,5% | 10,0%
Total 29 31 3 2 0 1 941% | 91,2% | 924% | 3,1%
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Category Type Protocol  APF PA NA* PD ND*  PPND PPNA Seait Seref RT FPR
a | Process waters Protocol 2 | Classic 10 10 0 0 0 0 100,0% | 100,0% | 100,0% | 0,0%
b | Surface sample Protocol 2 | Classic 17 15 0 1 1 3 89.5% | 100,0% | 94.6% | 22.2%
¢ | Dusts and residues Protocol 2 | Classic 10 9 0 0 0 1 100.0% | 100,0% | 100.0% | 10.0%
Total 37 34 0 1 1 4 94.9% | 100,0% | 97.4% | 13.2%
a | Process waters Protocol 4 | Classic 8 9 2 1 0 0 90,9% | 818% | 850% | 0,0%
b | Surface sample Protocol 4 | Classic 5 9 3 2 0 1 80,0% | 70,0% | 75,0% | 10,0%
Dusts and residues Protocol 4 | Classic 2 11 3 3 1 0 55,6% | 66,7% | 650% | 9,1%
Total 15 29 8 6 1 1 76,7% | 73,3% | 750% | 6,7%
a | Process waters Protocol 5| Classic 8 9 2 1 0 0 90,9% | 818% | 850% | 0,0%
g| Envionmental |b | Surface sample Protocol 5 | Classic 6 9 3 1 0 1 90,0% | 70,0% | 80,0% | 10,0%
samples ¢ | Dusts and residues Protocol 5| Classic 2 11 3 4 0 0 55,6% | 66,7% | 65,0% | 0,0%
Total 16 29 8 6 0 1 80,0% | 73,3% | 76,7% | 3,3%
a | Process waters Protocol 4 | Fast 8 9 2 1 0 0 90,9% | 818% | 850% | 0,0%
b | Surface sample Protocol 4 | Fast 5 10 3 2 0 0 80,0% | 70,0% | 75,0% | 0,0%
¢ | Dusts and residues Protocol 4 | Fast 2 11 3 4 0 0 55,6% | 66,7% | 65,0% | 0,0%
Total 15 30 8 7 0 0 76,7% | 73,3% | 75,0% | 0,0%
a | Process waters Protocol 5| Fast 8 9 2 1 0 0 90,9% | 818% | 850% | 0,0%
b | Surface sample Protocol 5| Fast 6 10 3 1 0 0 90,0% | 70,0% | 80,0% | 0,0%
¢ | Dusts and residues Protocol 5| Fast 2 11 3 4 0 0 55,6% | 66,7% | 65,0% | 0,0%
Total 16 30 8 6 0 0 80,0% | 73,3% | 76,7% | 0,0%
A2: Protocol 2 - APF Classic 188 193 21 10 1 9 95.0% | 90,5% | 92.4% | 5.0%
B2: Protocol 2 + Protocol 4 - APF Classic 166 188 29 15 1 6 92,4% | 86,3% | 88,9% | 3,6%
All categories C2: Protocol 2 + Protocol 5 - APF Classic 167 188 29 15 0 6 929% | 86,3% | 89,1% | 3,1%
D2: Protocol 2 + Protocol 4 - APF Fast 166 189 29 16 0 5 92,4% | 86,3% | 88,9% | 2,6%
E2: Protocol 2 + Protocol 5 - APF Fast 167 189 29 15 0 6 929% | 86,3% | 89,1% | 2,6%
* PPNA not included ** PPND not included
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Table 15 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR) —
Results associated to Protocol 3

Category Type Protocol  APF PA NA* PD ND* PPND PPNA Seart Sever ) FPR
Raw products (including deep- . 0 0 0 0
a frozen, fresh, seasoned) Protocol 3 | Classic | 10 8 2 2 0 1 85,7% 85,7% 82,6% | 11,1%
p |RTE and processed meat Protocol 3| Classic | 11 | 11 | 5 2 0 0 889% | 722% | 759% | 0,0%
1| Meat products products .

¢ | Fermented or dried meats Protocol 3| Classic| 6 | 12 | 2 0o | o 0 | 1000% | 750% | 900% | 00%

products (raw and cooked)
Total 27 31 9 4 0 1 90,0% 77,5% 819% | 3,1%
a | Raw milk cheese Protocol 3 | Classic | 10 11 1 1 0 0 91,7% 91,7% 91,3% 0,0%
b | Other raw milk products Protocol 3 | Classic | 12 9 1 0 0 1 100,0% 92,3% 95,7% | 10,0%

2| Dai t i '

airy products | Erifjtu‘;igcessed milkand daity | potocol 3| Classic | 12 | 19 | 2 1 0 0 933% | 867% | 91.2% | 0,0%
Total 34 39 4 2 0 1 95,0% 90,0% 92,5% | 2,5%
a |Raw products Protocol 3 | Classic 9 10 1 0 0 0 100,0% 90,0% 95,0% 0,0%
5 Seafood b | Smoked, marinated products Protocol 3 | Classic 8 9 3 1 0 1 91,7% 75,0% 81,8% | 10,0%
products ¢ | Processed products Protocol 3 | Classic | 11 10 0 0 0 0 100,0% 100,0% 100,0% | 0,0%
Total 28 29 4 1 0 1 97,0% 87,9% 921% | 3,3%
a | Raw vegetal products Protocol 3 | Classic | 11 9 0 1 0 1 91,7% 100,0% 95,5% | 10,0%

RTE and RTC raw vegetal
4 Vegetable |b | products, precooked vegetal Protocol 3 | Classic 9 10 0 1 0 0 90,0% 100,0% 95,0% 0,0%

products products
¢ | Processed vegetal products Protocol 3 | Classic | 10 11 0 1 0 0 90,9% 100,0% 95,5% | 0,0%
Total 30 30 0 3 0 1 90,9% 100,0% 953% | 3,2%
a |RTE foods Protocol 3 | Classic | 11 1 0 1 0 0 91,7% 100,0% 95,7% | 0,0%
5| RTE-RTRH b | RTRH foods Protocol 3 | Classic 8 11 3 0 0 0 100,0% 72,7% 86,4% 0,0%
¢ | Pastries, egg products Protocol 3 | Classic | 10 9 0 1 0 1 90,9% 100,0% 952% | 10,0%
Total 29 31 3 2 0 1 94,1% 91,2% 924% | 3,1%
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Category Type Protocol APF PA NA* PD ND**  PPND PPNA Seait Seret RT FPR
a | Process waters Protocol 3 | Classic 9 10 0 1 0 0 90,0% 100,0% 95,0% 0,0%

b | Surface sample Protocol 3 | Classic 17 17 0 2 0 1 189,5% 100,0% 94,6% 5,6%

¢ | Dusts and residues Protocol 3 | Classic 10 9 0 0 0 1 100,0% 100,0% 100,0% | 10,0%

Total 36 36 0 3 0 2 92,3% 100,0% 96,1% | 5,3%

a | Process waters Protocol 4 | Classic 8 9 2 1 0 0 90,9% 81,8% 85,0% 0,0%

b | Surface sample Protocol 4 | Classic 5 9 3 2 0 1 80,0% 70,0% 75,0% | 10,0%

¢ | Dusts and residues Protocol 4 | Classic 2 11 3 3 1 0 55,6% 66,7% 65,0% 9,1%

Total 15 29 8 6 1 1 76,7% 73,3% 75,0% | 6,7%

a | Process waters Protocol 5 | Classic 8 9 2 1 0 0 90,9% 81,8% 85,0% 0,0%

6 Environmental |b | Surface sample Protocol 5 | Classic 6 9 3 1 0 1 90,0% 70,0% 80,0% | 10,0%
samples ¢ | Dusts and residues Protocol 5 | Classic 2 11 3 4 0 0 55,6% 66,7% 65,0% 0,0%
Total 16 29 8 6 0 1 80,0% 73,3% 76,7% | 3,3%

a | Process waters Protocol 4 | Fast 8 9 2 1 0 0 90,9% 81,8% 85,0% 0,0%

b | Surface sample Protocol 4| Fast 5 10 3 2 0 0 80,0% 70,0% 75,0% 0,0%

¢ | Dusts and residues Protocol 4| Fast 2 11 3 4 0 0 55,6% 66,7% 65,0% 0,0%

Total 15 30 8 7 0 0 76,7% 73,3% 75,0% | 0,0%

a | Process waters Protocol 5| Fast 8 9 2 1 0 0 90,9% 81,8% 85,0% 0,0%

b | Surface sample Protocol 5| Fast 6 10 3 1 0 0 90,0% 70,0% 80,0% 0,0%

¢ | Dusts and residues Protocol 5| Fast 2 11 3 4 0 0 55,6% 66,7% 65,0% 0,0%

Total 16 30 8 6 0 0 80,0% 73,3% 76,7% | 0,0%

A3: Protocol 3 - APF Classic 184 196 20 15 0 7 93,2% 90,9% 91,7% | 3,4%

B3: Protocol 3 + Protocol 4 - APF Classic 163 189 28 18 1 6 91,0% 86,7% 88,4% | 3,6%

All categories C3: Protocol 3 + Protocol 5 - APF Classic 164 189 28 18 0 6 91,4% 86,7% 88,6% | 3,1%
D3: Protocol 3 + Protocol 4 - APF Fast 163 190 28 19 0 5 91,0% 86,7% 884% | 2,6%

E3: Protocol 3 + Protocol 5 - APF Fast 164 190 28 18 0 5 91,4% 86,7% 88,6% | 2,6%

* PPNA not included

** PPND not included

The two APF (Fast and Classic) have been tested for both extraction protocols (with or without FRDS). One positive presumptive not confirmed samples
(PPN) were observed when applying the APF Classic with adding the FDRS step, and 2 without FDRS. When the APF Fast was applied, no PPN

sample was observed whatever the extraction protocol used (with or without FDRS step).
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Table 16 - Summary of results — Results associated to Protocol 1

Sensitivity for the alternative method

Sensitivity for the reference method

Relative trueness

False positive ratio for the alternative method*

FP = PPNA + PPND

Sensitivity for the alternative method
Sensitivity for the reference method

Relative trueness

False positive ratio for the alternative method*

FP = PPNA + PPND

Sensitivity for the alternative method
Sensitivity for the reference method

Relative trueness

False positive ratio for the alternative method*

A1 Bl | Ci D1 E1
(PA+PD)
SEu = s 7y 100% 97.0% | 94.0% | 945% | 94.0% | 94.5%
(PA+ ND)
SErer = Gpag ND oDy ¥ 100% | 995% | 95.5% | 955% | 955% | 955%
PA+ NA
RT = LAND 1 00% 984% | 94.9% | 95.1% | 94.9% | 95.1%
FPRz%xIOO% 41% | 52% | 48% | 43% | 4.3%
Table 17 - Summary of results — Results associated to Protocol 2
A2 B2 | ¢2 | D2 | E2
(PA+PD)
SEw = o b v 7y 0% 95.0% | 92.4% | 92.9% | 92.4% | 92.9%
(PA+ND)
SErer = (s N+ ppy * 100% | 905% | 863% | 863% | 863% | 86.3%
RT :hNNA)xlOO% 92.4% | 88.9% | 89.1% | 88.9% | 89.1%
FPRz(z—?XIOO% 50% | 36% | 31% | 26% | 26%
Table 18 - Summary of results — Results associated to Protocol 3
A3 B3 | C3 | D3 | E3
(PA+PD)
SEu = D s 7Dy 0% 932% | 91.0% | 91.4% | 91.0% | 91.4%
(PA+ND)
SErer = (s N+ ppy * 100% | 909% | 867% | 867% | 867% | 867%
RT = PAXNA 1009 91.7% | 88.4% | 88.6% | 88.4% | 88.6%
FPR:%XIOO% 34% | 36% | 31% | 26% | 2.6%

FP = PPNA + PPND

With ND = ND + PPND
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3.1.1.6 Analysis of discordant results

ADRIA

The negative deviations observed for this extension study are given in Table 19 and

the positive deviations in Table 20.

> Negative deviations

Protocol 1:

Six negative deviations were observed for the categories tested with protocol 1.
For theses samples the confirmatory tests of the alternative method concluded to
the presence of Listeria monocytogenes in the enrichment broth. The detection
level of the alternative method was probably not reached in the enrichment broths.

Protocol 2:

For the categories tested using protocol 2, 11 negative deviations were observed,
the presence of Listeria monocytogenes was not confirmed in the enrichment broth
for 9 samples. The discordant results for these samples could be due to the
unpaired study design and the heterogeneity of sampling.

For five samples the confirmatory tests concluded to the presence of Listeria
monocytogenes in the enrichment broths. The PCR tests were applied twice, and
the second PCR test gave a positive result, the contamination level was probably
just at the detection limit of the iQ-Check method.

Protocol 3:

15 negative deviations were observed for the categories tested with protocol 3. For
9 samples, the presence of Listeria monocytogenes was not confirmed in the
enrichment broth. This could be due to the unpaired study design.

For 6 samples, the presence of Listeria monocytogenes was confirmed in the
enrichment broth, the detection limit of the alternative method was probably not

reached in these cases.

Protocols 4 and 5:

For environmental samples tested for the extension study performed in 2019,
seven negative deviations were observed without using the FDRS protocol
(Protocol 4) and six using the FDRS (Protocol 5). Sample 5084 was tested twice,
and 2 PCR results were observed for Protocol 4 (APF Classic). The contamination
level was probably just at the limit of detection of the method. Note that the
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presence of Listeria monocytogenes was confirmed in the enrichment broth for this
sample.

For sample 5085, a positive PCR result with a late Ct value (40.02) was obtained
with Protocol 4 (APF Classic) but it was impossible to confirm the presence of
Listeria monocytogenes in the enrichment broth for this sample.

> Positive deviations
Protocol1:
One positive deviation was observed for a naturally contaminated sample.

Protocol2:

Twenty-one positive deviations were observed, they concern 2 artificially
contaminated samples and 19 naturally contaminated samples.

Protocol 3:

Twenty positive deviations were observed, they concern 2 artificially contaminated
samples and 18 naturally contaminated samples.

Protocols 4 and 5:

Eight positive deviations were observed whatever the extraction protocol (with or
without FDRS) or APF file applied.; all concern naturally contaminated samples.

As requested in the ISO 16140-2 (2016), the samples in negative agreement were
tested using the same incubation time as the reference method (subculture of LSB in
Fraser broth for 24 h at 37°C before streaking onto selective agar plates); all the
results were negative.
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Table 19 - Negative deviations

Level of
N° Sample Inoculated strain contamination PCR Confirmation Agreement Protocol
(CFU/sample)
Meat products a 15 Chicken breast / / - + ND 1
a 044 Salmon tartare / / - + ND 1
Sea food products b 057 Smoked / / - + ND 1
salmon
c H2 Salmon paupiette / / - + ND 1
Vegetal products b 135 Grated carrot / / - + ND 1
Environmental sample a 193 Process water 8 / / - + ND 1
a C5 Ground beef / / - + ND 2
a N3 Frozen chopped steak / / - ND 2
Meat products b A9 sausage meat / / - - ND 2
b T6 Ground beef to cook / / - - ND 2
a N14 Frozen mushroom / / - - ND 2
Vegetal products b 02 Pre-cooked potatoes / / - - ND 2
b 137 Wax bean L.mLIS.4.81 2.6 - ND 2
c N10 Raspberry pie / / - - ND 2
RTE-RTRH c 37 Apple pie L.m1/2allS.4.7 2.8 -/+(28.49) + ND 2
Environmental samples c D7 Surface sample / / +(36.72) - PPND 2
c G13 Surface sample of salmon production line / / - ND 2
a C5 Ground beef / / - + ND 3
a N3 Frozen chopped steak / / - - ND 3
Meat products b A9 sausage meat / / - - ND 3
b T6 Ground beef and pork patty to cook / / - - ND 3
Dairy products a 67 Re.blochon raw milk L.mLIS.4.56 1.8 - i ND 3
c Q15 Brie of Meaux / / - + ND 3
Seafoods products b A14 Smoked salmon / / - ND 3
a N14 Frozen mushroom / / - - ND 3
Vegetal products b 02 Pre-cooked potatoes / / - - ND 3
c 159 Wax bean L.mLIS.4.81 2.6 - - ND 3
c N10 Raspberry pie / / - - ND 3
RTE-RTRH c 37 Apple pie L.m1/2aLlS.4.7 2.8 - + ND 3
a 185 Processed water 4 L.m 3a LIS.4.44 3.0 - + ND 3
Environmental samples b D7 Surface sample / / - - ND 3
b G13 Surface sample of salmon production line / / - - ND 3
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Alternative method: iQ Check™ Listeria monocytogenes (Extension study 2020)

Artificial contaminations

LSB for 18 h at 30°C
' Final result I

o I . L . Final result Agreement Simplified Agreement
2 Simpliied lysis FORS Simplified lysis Simplified lysis R lysis FDRS Simplified lysis
s Simplified lysis
© 2 Product Inoculation . APF
“
o level APF Classic Classic Confirmation APF APF
8 (CFUlsample) APF | APF .
o . Classic Fast

Classic Fast P5 P5
2019 | 4686 | Rinsing water (seafood environment) | L.monocytogenes AOOE035 2,0 & - - - - - - - - / - - - - ND ND ND ND
2019 | 5078 | Sponge (dairy environment) L.monocytogenes Ad550 2,2 & - - - - - - - - L.innocua - - - - ND ND ND ND b
2019 | 5084 | Wipe (vegetable environment) L.monocytogenes Ad2503 2,6 + ?79 12:/ -[+/+| -I-- | -/--]140,90| + [39,34| + L.monocytogenes - - + + ND ND PA PA
2019 | 4047 | Residues (seafood environment) L.monocytogenes AOOE008 0,8 & - - - - - - / - - - - ND ND ND ND c
2019 | 4689 | Residues (seafood environment) L.monocytogenes AOOEQ35 2,0 & - - - - - / - - - - ND ND ND ND c
2019 | 4690 | Residues (seafood environment) L.monocytogenes Ad548 1,0 & - - - - - - - - / - - - - ND ND ND ND c
2019 | 5085 | Residues (vegetable environment) L.monocytogenes Ad2503 2,6 + | 40,020-/- | #--| - - - - - - 5x(AL/Pal/F)- - - - - PPND ND ND ND c

* Analyses performed according to the COFRAC accreditation
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Table 20 - Positive deviations

Level of
N° Sample Inoculated strain contamination PCR Confirmation Agreement Protocol
(CFU/sample)
Meat products c A8 Ham / / +(41.8) + PD 1
a 012 Poultry cutlet / / +(24.41) + PD 2
a 173 Cooked and derinded ham high quality L.m 1/2a LIS.4.26 2.4 +(21.74) + PD 2
b B6 Fired pork / / +(26.36) + PD 2
b N1 Chipolata / / +(34.80 + PD 2
Meat products b 04 Merguez / / +(27.84) + PD 2
b 015 Veal sausages / / +(27.76) + PD 2
b 017 Chicken wings marinated with curry / / +(21.24) + PD 2
c M7 Smoked ham / / +(27.55) + PD 2
c M13 Chorizo / / +(34.40) + PD 2
c N24 Roast veal / / +(36.01) + PD 2
a 63 Comté raw milk L.mLIS.4.56 1.8 +(28.19) + PD 2
Dairy products b E7 Raw milk / / +(16.11) + PD 2
c B3 Reblochon / / +(25.03) + PD 2
c N18 NeufChatel / / +(22,64) + PD 2
a E3 Herrings / / +(32.72) + PD 2
Seafoods products b L8 Smoked salmon / / +(25.20) + PD 2
b R20 Smoked salmon of Norway / / +(38.50) + PD 2
b S5 Smoked haddock / / +(27.26) + PD 2
b S10 Tomato-cups ready to be cooked / / +(24.92) + PD 2
RTE-RTRH b R16 "Crépinette” with white wine / / +(26.62) + PD 2
b B13 Fried potatoes / / +(26.09) + PD 2
a 012 Poultry cutlet / / +(30.12) + PD 3
a 173 Cooked and derinded ham high quality L.m 1/2aL1S.4.26 2.4 +(26.18) + PD 3
b B6 Fired pork / / +(32.85) + PD 3
b N1 Chipolata / / +(38.55) + PD 3
Meat products b 04 Merguez / / +(35.32 + PD 3
b 015 Veal sausages / / +(32.89) + PD 3
b 017 Chicken wings marinated with curry / / +(25.29) + PD 3
c M7 Smoked ham / / +(31.34) + PD 3
c M13 Chorizo / / +(36.58) + PD 3
a 63 Comté raw milk L.mLIS.4.56 1.8 +(26.30) + PD 3
Dairy products b E7 Raw milk / / +(20.33) + PD 3
C B3 Reblochon / / +(37.14) + PD 3
c N18 NeufChatel / / +(24.92) + PD 3
a E3 Herrings / / +(37.20) + PD 3
Sea foods products b L8 Smoked salmon / / + (24.68) + PD 3
b R20 Smoked salmon of Norway / / +(45.12) + PD 3
b S5 Smoked haddock / / +(27.61) + PD 3
b S10 Tomato-cups ready to be cooked / / +(28.68) + PD 3
RTE-RTRH b R16 "Crépinette" with white wine / / +(30.47) + PD 3
b B13 Fried potatoes / / +(30.36) + PD 3
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Alternative method: iQ Check™ Listeria monocytogenes (Extension study 2020
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LSB for 18 h at 30°C
' Final result I
2 . I . I . Final result Agreement Simplified Agreement
(7
= Inoculation Simplified lysis FDRS Simplified lysi Simplified lysis 5 Fl'lf?Rdsl _ lysis FDRS Simplified lysis
S 3 Product CFllﬁvel W 11290- MIE
S| E Strain (CFUlsample BETSN APF Classic | APFFast | (A | APF Fast Confirmation
2 lassic APF APF APF APF
a = == |=| =2 |=| = |= Ci:::i c :‘::t CQZ; c ‘I:::t Classic Fast Classic Fast
Mean T | 3| |83l & |3| |3 P4 P4 P5 P5
&) x| & |x| & || & |x
L.monocytogenes/
2019 | 4684 | Rinsing water (seafood environment) | L. monocytogenes Ad548 1,0 3512 | + |3560| + |3560| + [3599| + L.innocua i + + &
L.innocua
2019 | 5081 | Rinsing water (dairy environment) L. monocytogenes Ad550 0,2 33,08 | + (3330 + [3335| + [3296| + L.monocthc;gngLsI;L.mnocua + + + +
2019 | 5077 | Sponge (dairy environment) L. monocytogenes Ad550 02 3219 | + |3208| + [3220] + |3223] + L'm"”OCth‘;.g,‘jgisz"””OC“a + + + +
2019 | 5087 | Sponge (poultry environment) L. monocytogenes Ad1272 0,2 31,06 | + [3093| + |30,78| + [30,68| + L.monocytogenes + + + +
2019 | 5089 | Wipe (meat environment) L. monocytogenes Ad1272 1,4 30,56 | + (30,33 + [30,02| + [2991| + L.monocytogenes + + + +
2019 | 4046 | Residues (seafood environment) L. monocytogenes AOOE008 0,8 4157 | + |4261| + |37,68| + [36,71| + L.monocytogenes + - + +
2019 | 4050 | Residues (dairy environment) L. monocytogenes Ad627 1,6 3232 | + [3338| + 3226 + [3337| + L.monocytogenes + + + +
2019 | 4051 | Residues (dairy environment) L. monocytogenes Ad627 16 3751 | + |3814| + [3624| + [3936| + L'm"L”;f?}’.f‘c’g:”eS/ ¥ + + +
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The analyses of discordant results according to the EN ISO 16140-2:2016 is the
following (See Tables 21 to 23):
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Table 21 - Analyses of discordant results — Results associated to Protocol 1

PAIRED UNPAIRED COMBINED
Category Protocol PA ND* PPND PD N+ (ND®PPND) p (NDWPEND) y y, (ND*PPND) 5y (NDPEND)
Raw products (including
a | deep-frozen, fresh, Protocol 1 | Classic| 9 | 1 0 01|10 1 1 10 1
seasoned)
1 | Meat products | b E;Euac’:g processed meat | protocol 1| Classic| 7 | 0| 0 |0 |7 | 0 0 7 0
¢ gf;g;i?f(‘:a‘\’; gggdc?oeka;(j) Protocol 1| Classic| 13 | 0 | 0 |1 | 14 1 1 TH
Total 29 | 1 0 1 (31 0 3 2 6 31 0 3
Raw milk cheese Protocol 1 | Classic| 9 | 0 0 019 0 0 9 0
b | Other raw milk products Protocol 1 | Classic| 13 | 0 0 0113 0 0 13 0
2| Dairy products | | Heat processedmikand |5 4l speeicl 121 0 | o | o | 12 0 0 12 0
dairy products
Total 34| 0 0 0] 34 0 3 0 6 34 0 3
Raw products Protocol 1 | Classic| 9 | 1 0 01]10 1 1 10 1
3 Seafood b | Smoked, marinated products | Protocol 1| Classic | 14 | 1 0 0115 1 1 15 1
products ¢ | Processed products Protocol 1| Classic| 10 | 1 0 0111 1 1 11 1
Total 33| 3 0 0|36 3 3 3 6 36 3 3
a | Raw vegetal products Protocol 1 | Classic| 12 | 0 0 0112 0 0 12 0
RTE and RTC raw vegetal
A Vegetal b | products, precooked vegetal | Protocol 1| Classic| 12 | 1 0 0113 1 1 13 1
products products
¢ | Processed vegetal products | Protocol 1| Classic| 11 | 0 0 0] M 0 0 11 0
Total 35| 1 0 0 (36 1 3 1 6 36 1 3
RTE foods Protocol 1 | Classic| 11 | 0 0 0] M 0 0 11 0
RTRH foods Protocol 1 | Classic| 11 | 0 0 0] M 0 0 1 0
5| RTERTRH Pastries, egg products Protocol 1 | Classic| 12 | 0 0 0112 0 0 12 0
Total 34| 0 0 0| 34 0 3 0 6 34 0 3
Process waters Protocol 1 | Classic| 9 | 1 0 01]10 1 1 10 1
Surface sample Protocol 1 | Classic| 15 | 0 0 0114 0 0 14 0
¢ | Dusts and residues Protocol 1 | Classic| 7 | 0 0 017 0 0 7 0
Total 31| 1 0 0 (31 1 3 1 6 31 1 3
Process waters Protocol 4 | Classic| 8 | 1 0 2 11 -1 11 -1
b | Surface sample Protocol 4 | Classic| 5 | 2 0 3 10 -1 10 -1
¢ | Dusts and residues Protocol 4 | Classic| 2 | 3 1 3 9 1 9 1
Total 15| 6 1 8 30 -1 330 -1 3
Process waters Protocol 5 | Classic| 8 | 1 0 2 11 -1 11 -1
6 Environmental | b | Surface sample Protocol 5 | Classic| 6 | 1 0 3 10 -2 10 -2
samples ¢ | Dusts and residues Protocol 5 | Classic| 2 | 4 0 3 9 1 9 1
Total 16 | 6 0 8 30 -2 330 -2 3
Process waters Protocol 4 | Fast 8 | 1 0 2 11 -1 11 -1
Surface sample Protocol 4 | Fast 51 2 0 3 10 -1 10 -1
¢ | Dusts and residues Protocol 4 | Fast 2 | 4 0 3 9 1 9 1
Total 15| 7 0 8 30 -1 330 -1 3
a | Process waters Protocol 5 | Fast 8 | 1 0 2 11 -1 11 -1
b | Surface sample Protocol 5 | Fast 6 | 1 0 3 10 -2 10 -2
¢ | Dusts and residues Protocol 5 | Fast 2 | 4 0 3 9 1 9 1
Total 16 | 6 0 8 30 -2 330 -2 3
A1: Protocol 1 APF Classic 196 | 6 0 1 (203 5 6 7 16| 0 / / {203 5 6
B1: Protocol 1 + Protocol 4- APF Classic 180 | 11 1 9 |17 4 6 6 16 | 30 -1 3 (201 3 6
All categories C1: Protocol 1 + Protocol 5-APF Classic 181| 11 0 |9 (171 4 6 6 16| 30 -2 3 1201 2 6
D1: Protocol 1 + Protocol 4- APF Fast 180 | 11 0 9 |17 4 6 6 16 | 30 -1 3 | 201 3 6
E1: Protocol 1 + Protocol 5-APF Fast 181 | 11 0 9 |17 4 6 6 16 | 30 -2 3 | 201 2 6
* PPND not included
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Table 22 - Analyses of discordant results — Results associated to Protocol 2

UNPAIRED
Category Type Protocol APF PA ND* PPND PD N+ (ND+PPND)-PD AL
a E:gaﬁr?iiﬁss(élﬂggg% deep- Protocol 2 | Classic 10 2 0 1 13 1
RTE and processed meat products | Protocol 2 | Classic 11 2 0 5 18 -3
1 | Meat products Fermented or dried meats products .
c (raw and cooked) Protocol 2 | Classic 6 0 0 4 10 -4
Total 27 4 0 10 41 -6 3
a | Raw milk cheese Protocol 2 | Classic 11 0 0 1 12 -1
. b | Other raw milk products Protocol 2 |  Classic 12 0 0 1 13 -1
2 Dairy Heat processed milk and dairy .
products | ¢ Protocol 2 | Classic 13 0 0 2 15 -2
products
Total 36 0 0 4 40 -4 3
a | Raw products Protocol 2 | Classic 9 0 0 1 10 -1
3 Seafood b | Smoked, marinated products Protocol 2 | Classic 9 0 0 3 12 -3
products |¢ | Processed products Protocol 2 | Classic 11 0 0 0 11 0
Total 29 0 0 4 33 -4 3
a | Raw vegetal products Protocol 2 | Classic 11 1 0 0 12 1
A Vegetal b E;Eﬁi?lgg;‘g \éfg;iltgroducts, Protocol 2 | Classic 10 1 0 0 11 1
products ¢ | Processed vegetal products Protocol 2 | Classic 9 1 0 0 10 1
Total 30 3 0 0 33 3 3
a | RTE foods Protocol 2 | Classic 12 0 0 0 12 0
b | RTRH foods Protocol 2 | Classic 8 0 0 3 11 -3
5 | RTERTRH c |Pastries, egg products Protocol 2 | Classic 9 2 0 0 11 2
Total 29 2 0 3 34 -1 3
a | Process waters Protocol 2 | Classic 10 0 0 0 10 0
b | Surface sample Protocol 2 | Classic 17 1 1 0 19 2
¢ |Dusts and residues Protocol 2 | Classic 10 0 0 0 10 0
Total 37 1 1 0 39 2 3
a | Process waters Protocol 4 | Classic 8 1 0 2 11 -1
b | Surface sample Protocol 4 | Classic 5 2 0 3 10 -1
¢ |Dusts and residues Protocol 4 | Classic 2 3 1 3 9 1
Total 15 6 1 8 30 -1 3
a | Process waters Protocol 5 | Classic 8 1 0 2 11 -1
6 Environmental | b | Surface sample Protocol 5 | Classic 6 1 0 3 10 -2
samples |c |Dusts and residues Protocol 5 | Classic 2 4 0 3 9 1
Total 16 6 0 8 30 -2 3
a | Process waters Protocol 4 Fast 1 0 2 11 -1
b | Surface sample Protocol 4 Fast 5 2 0 3 10 -1
¢ |Dusts and residues Protocol 4 Fast 2 4 0 3 9 1
Total 15 7 0 8 30 -1 3
a | Process waters Protocol 5 Fast 8 1 0 2 11 -1
b | Surface sample Protocol 5 Fast 6 1 0 3 10 2
¢ |Dusts and residues Protocol 5 Fast 2 4 0 3 9 1
Total 16 6 0 8 30 -2 3
A2: Protocol 2 APF Classic 188 10 1 21 220 -10 6
B2: Protocol 2 + Protocol 4- APF Classic 166 15 1 29 21 -13 6
All categories C2: Protocol 2 + Protocol 5-APF Classic 167 15 0 29 211 -14 6
D2: Protocol 2 + Protocol 4- APF Fast 166 16 0 29 21 -13 6
E2: Protocol 2 + Protocol 5-APF Fast 167 15 0 29 211 -14 6
* PPND not included
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UNPAIRED
Category Type Protocol APF PA ND* PPND PD N+ (ND+PPND)-PD AL
a E:gaﬁr?iiﬁss(élﬂggg% deep- Protocol 3 | Classic 10 2 0 2 14 0
RTE and processed meat products | Protocol 3 | Classic 11 2 0 5 18 -3
1 | Meat products -
c Fermented or dried meats products Protocol 3 | Classic 6 0 0 9 9 3
(raw and cooked)
Total 27 4 0 9 40 -5 3
a | Raw milk cheese Protocol 3 | Classic 10 1 0 1 12 0
. b | Other raw milk products Protocol 3 | Classic 12 0 0 1 13 -1
2 Dairy Heat processed milk and dairy .
products | ¢ Protocol 3 | Classic 12 1 0 2 15 -1
products
Total 34 2 0 4 40 -2 3
a | Raw products Protocol 3 | Classic 9 0 0 1 10 -1
3 Seafood b | Smoked, marinated products Protocol 3 | Classic 8 1 0 3 12 -2
products |¢ | Processed products Protocol 3 | Classic 11 0 0 0 11 0
Total 28 1 0 4 33 -3 3
a | Raw vegetal products Protocol 3 | Classic 11 1 0 0 12 1
4| Vegetal [b E;E;)’L‘lgggft‘g ;fgg&i'tfmd“"ts’ Protocol 3 | Classic 9 1 0 o |10 1
products ¢ | Processed vegetal products Protocol 3 | Classic 10 1 0 0 11 1
Total 30 3 0 0 33 3 3
a | RTE foods Protocol 3 | Classic 1 1 0 0 12 1
b | RTRH foods Protocol 3 | Classic 8 0 0 3 11 -3
5 | RTERTRH c |Pastries, egg products Protocol 3 | Classic 10 1 0 0 11 1
Total 29 2 0 3 34 -1 3
a | Process waters Protocol 3 | Classic 9 1 0 1 10 1
b | Surface sample Protocol 3 | Classic 17 2 0 2 19 2
¢ |Dusts and residues Protocol 3 | Classic 10 0 0 0 10 0
Total 36 3 0 3 39 3 3
a | Process waters Protocol 4 | Classic 8 1 0 2 11 -1
b | Surface sample Protocol 4 | Classic 5 2 0 3 10 -1
¢ |Dusts and residues Protocol 4 | Classic 2 3 1 3 9 1
Total 15 6 1 8 30 -1 3
a | Process waters Protocol 5 | Classic 8 1 0 2 11 -1
6 Environmental | b | Surface sample Protocol 5 | Classic 6 1 0 3 10 -2
samples |c | Dusts and residues Protocol 5 | Classic 2 4 0 3 9 1
Total 16 6 0 8 30 -2 3
a | Process waters Protocol 4 Fast 8 1 0 2 11 -1
b | Surface sample Protocol 4 Fast 5 2 0 3 10 -1
¢ |Dusts and residues Protocol 4 Fast 2 4 0 3 9 1
Total 15 7 0 8 30 -1 3
a | Process waters Protocol 5 Fast 8 1 0 2 11 -1
b | Surface sample Protocol 5 Fast 6 1 0 3 10 2
¢ |Dusts and residues Protocol 5 Fast 2 4 0 3 9 1
Total 16 6 0 8 30 -2 3
A3: Protocol 3 APF Classic 184 12 0 20 216 -5 6
B3: Protocol 3 + Protocol 4- APF Classic 163 18 1 28 210 -9 6
All categories C3: Protocol 3 + Protocol 5-APF Classic 164 18 0 28 210 -10 6
D3: Protocol 3 + Protocol 4- APF Fast 163 19 0 28 210 -9 6
E3: Protocol 3 + Protocol 5-APF Fast 164 18 0 28 210 -10 6
* PPND not included
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The observed values for ((ND+PPND) — PD) and ND+PPND + PD meet the
acceptability limit for each individual category and for all the combined

categories (calculated values < AL) for all the protocols tested.

3.1.1.7 Enrichment broth storage at5 + 3 °C for 72 h

The enrichment broth storage has been tested only for Protocols 2, 3, 4 and 5. Four
changes were observed (See Table 24).

The analyses of discordant become (See Tables 25 and 26).
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Table 24 - Enrichment broth storage

Agreement before storage Agreement after storage
Protocol 2 Protocol 2
Protocol 4 Protocol 5 Protocol 4 Protocol 5
Date of  Sample Standard I . .| Standard Il . .
el N° Product lysis Easy Il lysis FDRS + Easy Il lysis lysis Easy Il lysis FDRS + Easy Il lysis
. APF APF APF APF . APF APF APF APF
APF Classic Classic Fast Classic Fast APF Classic Classic Fast Classic Fast
2006 | Noa | Roast I NA I I I PD I I I 1 c
veal
2006 | o024 |Rawmilk | g, I I / / ND I I I I 2 ¢
cheese
Smoked
2006 A14 salmon PA / / / / ND / / / / 3 b
2019 5084 Wipe / ND ND PA PA / PA PA PA PA 6 b
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Table 25 - Analysis of discordant after storage 72 h at 5 + 3°C -
Results associated to Protocol 2

UNPAIRED
| Protocol APF ND* |PPND PD (ND+PPND)-PD AL
a Raw products (including deep- Protocol 2 | Classic | 2 0 2 0
frozen, fresh, seasoned)
p | RTE and processed meat Protocol 2 | Classic| 2 | 0 | 5 3
1| Meat products products
Fermented or dried meats Protocol 2 | Classic | 0 0 3 3
products (raw and cooked)
Total 4 0 10 -6 3
a | Raw milk cheese Protocol 2 | Classic| 0 0 1 -1
. b | Other raw milk products Protocol 2 | Classic| 0 0 1 -1
2 Dairy Heat processed milk and dairy
products c Protocol 2 | Classic | 1 0 2 -1
products
Total 2 0 4 -3 3
a | Raw products Protocol 2 | Classic| 0 0 1 -1
3 Seafood b | Smoked, marinated products Protocol 2 | Classic | 1 0 3 -2
products ¢ | Processed products Protocol 2 | Classic| 0 0 0 0
Total 2 / 4 -3 3
a | Raw vegetal products Protocol 2 | Classic | 1 0 0 1
RTE and RTC raw vegetal
4 Vegetal b | products, precooked vegetal Protocol 2 | Classic | 1 0 0 1
products products
c | Processed vegetal products Protocol 2 | Classic | 1 0 0 1
Total 3 / 0 3 3
a | RTE foods Protocol 2 | Classic| 0 0 0 0
b | RTRH foods Protocol 2 | Classic| 0 0 3 -3
5| RTERTRH c | Pastries, egg products Protocol 2 | Classic | 2 0 0 2
Total 2 0 3 -1 3
a | Process waters Protocol 2 | Classic| 0 0 0 0
b | Surface sample Protocol 2 | Classic | 2 0 0 2
c | Dusts and residues Protocol 2 | Classic| 0 0 0 0
Total 2 0 0 2 3
a | Process waters2 Protocol 4 | Classic | 1 0 2 -1
b | Surface sample Protocol 4 | Classic | 1 0 3 -2
c | Dusts and residues Protocol 4 | Classic | 4 0 3 1
Total 6 0 8 -2 3
a | Process waters Protocol 5 | Classic | 1 0 2 -1
6 Environmenta | b | Surface sample Protocol 5 | Classic| 0 1 3 -2
I samples | ¢ | Dusts and residues Protocol 5 | Classic | 4 0 3 1
Total 5 1 8 -2 3
a | Process waters Protocol 4 | Fast 1 0 2 -1
b | Surface sample Protocol 4 | Fast 1 0 3 -2
c | Dusts and residues Protocol 4 | Fast 4 0 3 1
Total 6 0 8 -2 3
a | Process waters 1Protocol 5| Fast | 21 0 2 -1
b | Surface sample 1Protocol 5| Fast 1 0 3 -2
c | Dusts and residues 4Protocol 5| Fast 4 0 3 1
Total 6 0 8 -2 3
A2: Protocol 2 - APF Classic 13 0 21 -8 6
B2: Protocol 2 + Protocol 4 - APF Classic 17 0 29 -12 6
All categories | C2: Protocol 2 + Protocol 5 - APF Classic 16 1 29 12 6
D2: Protocol 2 + Protocol 4 - APF Fast 17 0 29 12 6
E2: Protocol 2 + Protocol 5 - APF Fast 17 0 29 12 6
* PPND not included
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Table 26 - Analysis of discordant after storage 72 h at 5 + 3°C —
Results associated to Protocol 3

UNPAIRED

Protocol APF ND* PPND PD (ND+PPND)-PD AL

a Raw products (including deep- Protocol 3 | Classic | 2 0 2 0
frozen, fresh, seasoned)
p | RTEand processed meat Protocol 3 | Classic| 2 | 0 |5 3
1 | Meat products products
c Fermented or dried meats Protocol 3 | Classic | 0 0 3 3
products (raw and cooked)
Total 4 0 10 -6 3
a Raw milk cheese Protocol 3 | Classic | 0 0 1 -1
b | Other raw milk products Protocol 3 | Classic | 0 0 1 -1
2 | Dairy products c Heat processed milk and dairy Protocol 3 | Classic | 1 0 ? R
products
Total 3 0 4 -3 3
a Raw products Protocol 3 | Classic| 0 0 1 -1
3 Seafood b | Smoked, marinated products Protocol 3 | Classic | 1 0 3 -2
products c Processed products Protocol 3 | Classic | 0 0 0 0
Total 3 0 4 -3 3
a | Raw vegetal products Protocol 3 | Classic | 1 0 0 1
RTE and RTC raw vegetal
4 Vegetal b | products, precooked vegetal Protocol 3 | Classic | 1 0 0 1
products products
c Processed vegetal products Protocol 3 | Classic | 1 0 0 1
Total 3 0 0 3 3
a RTE foods Protocol 3 | Classic| 0 0 0 0
b RTRH foods Protocol 3 | Classic| 0 0 3 -3
5| RTE-RTRH c | Pastries, egg products Protocol 3 | Classic| 2 0 0 2
Total 2 0 3 -1 3
a Process waters Protocol 3 | Classic | 1 0 0 1
b | Surface sample Protocol 3 | Classic| 2 0 0 2
c Dusts and residues Protocol 3 | Classic| 0 0 0 0
Total 3 0 0 3 3
a Process waters Protocol 4 | Classic | 1 0 2 -1
b | Surface sample Protocol 4 | Classic | 1 0 3 -2
c Dusts and residues Protocol 4 | Classic | 4 0 3 1
Total 6 0 8 -2 3
a Process waters Protocol 5 | Classic | 1 0 2 -1
6 Environmental |b | Surface sample Protocol 5 | Classic | 0 1 3 -2
samples c Dusts and residues Protocol 5 | Classic | 4 0 3 1
Total 5 1 8 -2 3
a Process waters Protocol 4 | Fast 1 0 2 -1
b | Surface sample Protocol 4 | Fast 1 0 3 -2
c Dusts and residues Protocol 4 | Fast 4 0 3 1
Total 6 0 8 -2 3
a Process waters Protocol 5| Fast 1 0 2 -1
b | Surface sample Protocol 5| Fast 1 0 3 -2
c Dusts and residues Protocol 5| Fast 4 0 3 1
Total 6 0 8 -2 3
A3: Protocol 3 - APF Classic 14 0 | 21 7 6
B3: Protocol 3 + Protocol 4 - APF Classic 17 0 |29 12 6
All categories C3: Protocol 3 + Protocol 5 - APF Classic 16 1 29 12 6
D3: Protocol 3 + Protocol 4 - APF Fast 17 0 |29 12 6
E3: Protocol 3 + Protocol 5 - APF Fast 17 0 |29 12 6
* PPND not included
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The observed values for ND - PD and ND + PD meet the acceptability limit for
each individual category and for all the combined categories (calculated values
< AL) for all the protocols tested.

3.1.1.8

3.1.1.9

Confirmation

Four selective agar plates were tested for the extension study: AL, Palcam,
RAPID’L.mono and RAPID Listeria spp. When the presence of Listeria
monocytogenes was confirmed in the enrichment broth, typical colonies were present
on the four plates except in one case: for sample 5579, no typical colony was observed
on RAPID.

It was impossible to confirm the presence of Listeria monocytogenes in the enrichment
broth after incubation time for two samples (5079, 5085) and for 3 samples after
enrichment broth storage (4052, 4060, 5078) even if 5 Fraser broths, 5 AL and 5
Palcam were tested.

PCR inhibition

For protocol 1, 425 DNA extracts were tested, two inhibitions were observed, they are
listed in Table 27.

Table 27 - PCR inhibitions and invalid results (Protocol 1)

RM : reference method AM: alternative method
RLM: RAPID’L.mono AL: Agar Listeria
RM AM: iQ-Check Half Fraser - Standard Il lysis
) i0Q-
=z E Sample | Final iQ cg(tack Confa Conf b Final Agljarlt\en?;\n&nt
result | CtC. int FAM Results | RLM | AL | RLM | Identif. | result
36,44 N/A- [\,
117 | TO |Plums red + 3439 | 23,74 o 2h+@ | 4h-@ | 2h+@ | L.m + PA
Grated 33,67 N/A 1\
135 | TO carrot + 33,82 N/A 1\ 2h+L | 4h-L | 2h+L | L.m - ND
34,15 N/A -
Manioulation anplied Number of PCR results
P PP obtained after analysis
* Dilution 1/10 0
** Retest without dilution 2
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For protocol 2, 422 DNA extracts were tested, four inhibitions were observed, they
are listed in Table 28.

Table 28 - PCR inhibitions and invalid results (Protocol 2)

RM : reference method AM: alternative method
RLM: RAPID’'L.mono AL: Agar Listeria
RM AM: iQ-Check Half Fraser - Standard Il ysis
® Agree-
S| E Sample ment
= iQ-check Confa Confb RM/AM
Final Cic ot TResul Final
result | ' UL RLM | AL |RLM| Identf. | result
int FAM S
n . N/A N/A- H 4h+ | 4h+
57 | TO | Neuf chatel raw milk + 378 | 1897 + 4h+@ 2 2 L.m + PA
Camembert of NA- | NA- | H 3h+ | 4h+
59 | T0 *largr | 348 | w | MP Ty | g | M| | PA
normandie raw milk ' ’
34,53- | N/A- v 3h+ | 3h+
67 | TO |Morbier raw milk * 3795 | 2097 | ++ | ML | L [ L | Lm + PA
N/A- | N/A- H 3h+ | 3h+
85 | T72h | Raw milk + 32 41 2158 4 3h+L L L L.m + PA

Number of PCR results obtained

Manipulation applied after analysis

* Dilution 1/10 3
** Retest without dilution 1

For protocol 3, 422 DNA extracts were tested, two inhibitions were observed, they are
listed in Table 29.
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Table 29 - PCR inhibitions and invalid results (Protocol 3)

RM : reference method AM: alternative method
RLM: RAPID’'L.mono AL: Agar Listeria
RM AM: iQ-Check Half Fraser - Standard Il lysis
Agree-
SN | Time |  Sample . iQ-Check Confa Confb . ment
Final cic Final | RM/AM
result int " | CtFAM | Results | RLM AL | RLM | Identif. | result
Camembert of
. N/A- N/A- H
59| TO :?lrkmandle raw + 3299 | 2152 - 4h+@ |3h+M | 4h+d | Lm + PA
Savarin with
49 | TO |rum and pastry + 36,79/ | NiA/24.9 l\*/* 3h+@ | 3h+@ | 3h+d | Lm + PA
33,56 9 +
cream
Camembert of
. N/A- N/A- H
59 | T72h Ngrmandle raw + 31,09 | 1812 - 4h+@ | 3htL | 4ht@d | Lm + PA
milk
Manioulation aoolied Number of PCR results obtained
P PP after analysis
* Dilution 1/10 2
** Retest without dilution 1
For protocols 4 and 5, no inhibition was observed among the 424 lysates tested.
3.1.2 Relative level of detection
The relative level of detection is the level of detection at P = 0.50 (LODs) of the alternative (proprietary)
method divided by the level of detection at P = 0.50 (LODsg) of the reference method.
The RLOD is defined as the ratio of the alternative and reference methods:
LOD ;¢
RLOD = ———
LODgey.
The relative detection level is the smallest number of culturable micro-organisms that can be detected
in the sample in 50% of occasions by the alternative and reference methods.
3.1.2.1 Experimental design
Seven (matrix/strain) pair were analyzed by the reference method and by the
alternative method (See Table 30).
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Table 30 - Defined matrix/strain pair for the RLOD determination

Bio-Rad

Inoculation Analysis
Category Strain Origin protocol prior protocol
analysis
Listeria
Meat products G“"j“d beef monocytogenes Ham /
(15%offal) | 494 LiS.4.26
Listeria
Dairy products Raw milk monocytogenes Raw milk /
1/2b LIS.4.32
Sea food Listeria Fish with
roducts Cod filet monocytogenes lemon sauce | / P1
P 1/2a LIS 4.32 and rice -
Listeria Chef
Vegetable Salad f dwich / P3
roducts ala monocytogenes sandwic
P 1/2¢ LIS.4.35 salad
Listeria Goat cheese
RTE-RTRH Pasta salad monocytogenes sandwich /
3a lLlS.4.29
. Listeria Surface
Environmental
samples Process water | monocytogenes control on /
4b LIS.4.30 salmon
Environmental Listeria Vegetable Seeding for 48 h P4
Process water | monocytogenes . o o
samples Ad2503 industry at3°C +2°C P5

The following protocol was applied:

- A negative control: 5 samples,
- Alow contamination level providing fractional recovery data, with 20 replicates,

- A high contamination level, with 5 replicates.

A total plate count determination on the matrix was performed to estimate the total
microbial load on the day of analysis.

The analyses were performed with and without applying the FDRS protocol and with
the two APF (Classic and Fast) for the process water tested in 2019.

Calculation and interpretation of the RLOD

The raw data are given in Appendix 5.

The RLOD calculations were performed using the Excel spreadsheet available at

http://standards.iso.org/iso/16140 -

RLOD

(clause 5-1-4-2 Calculation and

interpretation of RLOD) version 15.08.2015. The RLOD are given Tables 31 to 34.

iQ-Check Listeria monocytogenes Il
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Table 31 — Presentation of RLOD before and after confirmation of the

alternative method results (Protocol 1)

b=In z-Test - Acceptabilit
Sample (Category) ~ RLOD RLODL RLODU  o'op, statictic vaﬁue Iﬁn . y
Ground beef
(Mot products) 1000 | 0478 | 2092 | 0000 | 0369 | 0000 | 1.000
Raw milk 0868 | 0392 | 1926 | -0141 | 0398 | 0354 |1.227
(Dairy products)
Cod filet

(Sea food products) 1.000 | 0457 | 2.187 0.000 0.391 | 0.000 | 1.000 RLOD <15

Salad (Vegetal products) 1.000 | 0466 | 2.145 0.000 0.382 | 0.000 | 1.000
Pasta salad (RTE-RTRH) | 1.000 | 0.478 | 2.092 0.000 0.369 | 0.000 | 1.000

Processed water 1000 | 0457 | 2187 | 0000 |0391 | 0000 |1.000
(Environmental samples)

Combined 0.977 | 0.702 | 1.360 -0.023 | 0165 | 0.138 | 1.110

Table 32 — Presentation of RLOD before and after confirmation of the
alternative method results (Protocol 2)

Sample (Category) ~ RLOD RLODL RLODU M | sdp) ZTest p-  Acceptability

(RLOD) statistic | value limit

Ground beef (Meat products) | 1.000 | 0.478 | 2.092 0.000 |0.369 | 0.000 | 1.000
Raw milk (Dairy products) 1508 | 0.651 | 3.492 0.411 0420 | 0.978 |0.328
Cod filet (Sea food products) 1148 | 0485 | 2.713 0.138 | 0.430| 0.320 |0.749
Salad (Vegetal products) 1315 | 0563 | 3.072 0.274 0.424 | 0.645 | 0.519 RLOD <25
Pasta salad (RTE-RTRH) 1151 | 0.519 | 2553 0.141 0.398 | 0.354 |0.723 -
Processed water 1322 | 0549 | 3186 | 0279 |0.440| 0635 |0.52
(Environmental samples)

Combined 1.227 | 0.875 | 1.720 0.204 |0.169 | 1.208 | 0.227

Table 33 — Presentation of RLOD before and after confirmation of the
alternative method results (Protocol 3)

b=In z-Test | p-  Acceptability

Sample (Category) RLODL RLODU

(RLOD) statistic | value limit

Ground beef (Meat products) | 1.000 | 0478 | 2.092 | 0.000 |0.369 | 0.000 | 1.000
Raw milk (Dairy products) 1.508 | 0.651 | 3.492 | 0411 [0420| 0.978 |0.328
Cod filet (Sea food products) | 1.148 | 0485 | 2713 | 0.138 |0.430| 0.320 | 0.749
Salad (Vegetal products) 1515 | 0.636 | 3.608 | 0.415 |0.434 | 0.957 | 0.339 RLOD <25
Pasta salad (RTE-RTRH) 1151 | 0519 | 2553 | 0.141 [0.398 | 0.354 | 0.723 T
Processed water 1322 | 0549 | 3.186 | 0279 |0.440 | 0635 | 0526
(Environmental samples)
Combined 1.255 | 0.894 | 1.761 | 0.227 |[0.170 | 1.339 | 0.181
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Table 34 — Presentation of RLOD before and after confirmation of the

alternative method results (Protocols 4 and 5)

RLOD RLODL RLODU b=In(RLOD) sd(b) Ziicor ezl
Process water /
L. monocytogenes Ad2503
with or without FDRS 1,435 | 0,614 | 3,349 0,361 0,424 0,851 0,395
(APF Classic)
Process water / RLOD <25

L. monocytogenes Ad2503
with or without FDRS
(APF Fast)

Combined 1,351 | 0,747 | 2,442 0,301 0,296| 1,015 0,310

1,273 | 0,556 | 2,915 0242 |0,414| 0,584 0,559

The LODsg ¢, calculations according to Wilrich & Wilrich POD-LOD calculation program
- version 11, 2022.10.12 test are given in Tables 35 to 38.

Table 35 — Presentation of RLOD before and after confirmation of the
alternative method results (Protocol 1)

Level of detection at 50% (CFU / sample size)
(Strain / matrix) pair according to Wilrich & Wilrich?

Reference method Alternative method

Meat products Ground beef/ Listeria _ _
monocytogenes 112a LIS 4.26 0,57310,341;0,963] 0,57310,341;0,963]

Dairy products Raw milk / Listeria ) )
monocytogenes 1/2b LIS 4.32 0,507 [0,295;0,870] 0,507 [0,295;0,870]

Seafood products Cod filet / Listeria monocytogenes , ,
1123 LIS.4 32 0,510 [0,293;0,887] 0,510 [0,293;0,887]
Vegetable products Listeria monocytogenes 1/2¢ 0,631[0,370:1,078] 0,631 [0,370:1,078]

LIS.4.35 ' T ' T

RTE - RTRH Pasta salad / Listeria . )
monocytogenes 3a LIS 4.29 0,396 [0,230;0,681] 0,396 [0,230;0,681]

Environmental products | Processed water / Listeria ) )
monocytogenes 4b LIS.4.30 0,716 [0,416;1,232] 0,716 [0,416;1,232]
Combined 0,552 [0,443;0,688] 0,552 [0,443;0,688

3 Wilrich, C., and P.-Th. Wilrich: Estimation of the POD function and the LOD of a qualitative

microbiological measurement method. AOAC International 92 (2009) 1763 - 1772.
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Table 36 — Presentation of RLOD before and after confirmation of the

alternative method results (Protocol 2)

(Strain / matrix) pair

according to
Reference method

Level of detection at 50% (CFU / sample size)
ilrich & Wilrich

Alternative method

Ground beef / Listeria

Meat products
monocytogenes 1/2a LIS.4.26

0,573 [0,341:0,963]

0,573 [0,3410,963]

monocytogenes 1/2a LIS.4.32

Dairy products Raw milk / Listeria , ,
monocytogenes 1/2b LIS.4.32 0,507 [0,295;0,870] 0,728 [0,419;1,264]
Seafood products Cod filet / Listeria 0,510 [0,293:0,867] 0,575 [0,3281,006]

Vegetable products Listeria monocytogenes 1/2¢

0,631 [0,370:1,078]

0,798 [0,462;1,375]

LIS.4.35
RTE - RTRH Pasta salad / Listeria ) )
monocytogenes 3a LIS 4.29 0,396 [0,230;0,681] 0,452 [0,263;0,778]
Environmental products Processed water / Listeria ) )
monocytogenes 4b LIS 4.30 0,716 [0,416;1,232] 0,902 [0,517;1,574]
Combined 0,552 [0,443;0,688] 0,660 [0,529;0,824]

Table 37 — Presentation of RLOD before and after confirmation of the

alternative method results (Protocol 3)

Category (Strain / matrix) pair

Reference method

according to

Level of detection at 50% (CFU / sample size)
ilrich & Wilrich

Alternative method

Ground beef / Listeria

Meat products
monocytogenes 1/2a LIS.4.26

0,573 0,341,0,963]

0,57310,341,0,963]

monocytogenes 1/2a LIS.4.32

Dairy products Raw milk / Listeria , ,
monocytogenes 1/2b LIS 4.32 0,507 [0,295;0,870] 0,72810,419;1,264]
Seafood products Cod filet / Listeria 0,510 [0,293:0,887] 0,575 [0,3281,006]

Vegetable products Listeria monocytogenes 1/2¢ 0,631 [0,370:1,076] 0,798 [0,462:1,375]
LIS.4.35 ’ o ’ T
RTE - RTRH Pasta salad / Listeria ) )
monocytogenes 3a LIS 4.29 0,396 [0,230;0,681] 0,452 [0,263;0,778]
Environmental products Processed water / Listeria , ,
monocytogenes 4b LIS 4.30 0,716 [0,416;1,232] 0,902 [0,517;1,574]
Combined 0,552 [0,443;0,688] 0,674 [0,539;0,841]
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Table 38 - LODs, results (Protocols 4 and 5)

Level of detection at 50% (CFU / sample size)
(Strain / matrix) pair according to Wilrich & Wilrich*
Reference method Alternative method

Process water /
L. monocytogenes Ad2503 1.0[0.6; 1.9]

Protocols 4 and 5 (APF Classic) .
Process water / 0.7[0.5; 1.3]
L. monocytogenes Ad2503 0.9[0.5;1.7]
with or without FDRS (APF Fast)

3.1.2.3

3.1.3

3.13.1

Conclusion

The RLOD values (using the confirmed alternative method results) meet the
acceptability limit of 2.5 for unpaired studies, for the matrix/strain pairs tested
with all the protocols.

Inclusivity / exclusivity

The inclusivity is the ability of the alternative method to detect the target analyte from a wide range of
strains. The exclusivity is the lack of interference from a relevant range of non-target strains of the
alternative method.

Test protocols
> Inclusivity

For the initial validation study performed in 2005, 50 Listeria monocytogenes strains
were tested using the protocol 1: inoculation between 10 to 100 CFU/225 ml Half
Fraser broth and incubation for 24 h at 30°C. The standard Il extraction protocol was
applied before performing the PCR test.

In 2019, for the extension study, 50 additional Listeria monocytogenes strains were
tested. They were inoculated between 10 to 100 CFU/225 ml LSB broth incubated for
18 h at 30°C before applying the iQ-Check protocol including the FDRS step
(Protocol 5).

4 Wilrich, C., and P.-Th. Wilrich: Estimation of the POD function and the LOD of a qualitative
microbiological measurement method. AOAC International 92 (2009) 1763 - 1772.
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> Exclusivity

33 non-target strains were tested in 2005 (16 Listeria spp strains different from Listeria
monocytogenes, and 17 strains not belonging to Listeria genus); they were grown in
nutrient broth and then inoculated at 10° CFU/ml nutrient broth for the non-Listeria
strains, inoculated at 10 - 100 CFU/225 ml Half Fraser for the Listeria spp. strains.
The Standard Il extraction protocol and the PCR assay were then carried out on the
broths incubated for 24 h + 2 h at 30°C + 1°C.

In 2006, 39 non-target strains were tested (22 non-Listeria monocytogenes and
17 non-Listeria strains). They were inoculated at 10° CFU/mI nutrient broth for 24 h at
30°C. The Easy Il extraction protocol and the iQ-Check Listeria monocytogenes |
were performed.

Results

> Inclusivity

The 50 Listeria monocytogenes strains tested with the protocol 1 gave positive PCR
results with the iQ-Check Listeria monocytogenes |l.

For the extension study, the 50 additional target strains tested with the protocol 5 also
gave positive PCR results. All the strains gave typical colonies on AL (Agar Listeria)
and Palcam plates. Raw data are given in Appendix 6.

One strain (Listeria monocytogenes Ad274) gave atypical white colonies on
RAPID’L.mono. Two strains gave typical colonies on RAPID’Listeria spp. only after
48 h incubation time of the plates.

> Exclusivity

The 69 non-target strains tested gave negative PCR tests.

A non-repeatable cross-reaction was observed in the initial validation study (2005)
with Enterococcus faecium grown in nutrient broth but when the strain was grown in
Half Fraser broth a negative PCR result was obtained. The same strain was retested
in the extension study (2006), with the Easy Il lysis protocol, from a nutrient broth and
the result was also negative.
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3.1.4 Practicability

The practicability of the alternative method was informed according to the criteria
defined by the Technical Committee.

Time to results:

Positive results are obtained in 2 to 7 days (depending on the method of confirmation)
with the alternative method against 4 to 7 days with the reference method.

The negative results are obtained in 1 day with the alternative method for 2 to 5 days
with the reference method.

In the case of presumed positive results by the alternative method. but negative after
confirmation. the negative results are obtained in 2 to 4 days depending on the
method of confirmation used.

3.2 Extension study for the use of LSB Il medium

3.2.1 Sensitivity
3.2.1.1 Number and nature of samples

Combining the three categories tested with LSBIIl broth, 210 samples were tested
providing 93 positive and 117 negative results.

The distribution per tested category and type is given in Table 39.
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Table 39 — Distribution per tested category and type

Positive Negative

Category Type samples samples Total
a | Ready-to-eat 8 14 22
b | Ready-to-reheat 13 18 31
1 Composite foods c Confectionaries, pastries and egg 10 13 23
products
Total | 31 45 76
) a | Surfaces samples 10 10 20
Pr_o duction b | Dusts and wastes 10 10 20
2 environmental
samples c | Process water 10 10 20
Total| 30 30 60
a | Raw milk cheese (cow, ewe, goat) 11 13 24
b Other raw milk-based products (raw 10 11 21
3 Dairy products milk, crgam, bgtter, fermented milk)
c Pasteurlged mﬂk-basgd products . 1 18 29
(pasteurized cheese, ice cream, milk)
Total | 32 42 74
All categories 93 117 210

3.2.1.2 Artificial contamination of samples

Naturally contaminated products were preferentially analysed, but artificial
contaminations were also carried out using the seeding protocol by direct inoculations
of products using a liquid inoculum, followed by storage for 48-72 h at 3°C + 2°C or
with lyophilizated strain and storage 2 weeks at ambient temperature or by spiking
after heat treatment.

The artificial contaminations are presented in Appendix 7.

The repartition of the positive samples per inoculation protocol and inoculation level
is given in Table 40.

Table 40 - Repartition of positive naturally

and artificially contaminated samples per inoculation level

Cateao Naturally Spiking protocol Seeding protocol Total positive
gory WnElniEIERY < 5CFU [3<x<5,6 CFU 3<x=5,6CFU samples
1 18 0 0 10 3 31
2 4 0 0 21 5 30
3 7 2 0 23 0 32
Number of 29 2 0 54 8 9
samples
% 31,2 2,2 0,0 58,1 8,6 100

Combining all the categories, 31.2 % of the samples were naturally
contaminated.
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3.2.1.3 Protocols applied during the validation study

> Enrichment broth incubation time

The minimum incubation time was evaluated for all studies.
A summary of the protocols evaluated during the extension in 2023 is shown in the
table below.

Table 41 — Summary of protocols tested

Vaslltcladt;on Protocol Scope Enrichment step FDRS Lysis step  APF5
Composite foods
. LSB Il for 18 h .
. Protocol 6 Environmental 4t 37°C + 1°C Optional Easy Il Fast
Extension samples
2023 Pre-warmed LSB I
Protocol 7 Dairy products for20hat37°C+ | Optional Easy I Fast
1°C

In case of PCR inhibition, 1:10 dilution of the DNA extract in sterile water was applied.

> Instruments

Two Real-Time PCR instruments were used: CFX96 Deep Well and CFX Opus Deep
Well.

> Confirmation protocols

The positive PCR tests were confirmed by:

- Streaking 10 pl of the enriched LSB Il broth onto O&A (AL) and PALCAM plates
incubated for 24 to 48 h at 37°C + 1°C. The typical colonies were confirmed by the
tests described in the ISO method (gram, Beta haemolysis and carbohydrates).
For the study, API Listeria galleries were also used to identify the isolated colonies
as this information is required for an AFNOR Validation study.

- Streaking 100 pl of enriched LSB Il broth onto Agar Listeria, RAPID’Listeria Agar,
and RAPID’L.mono Agar incubated for 24 h at 37°C + 1°C. For RAPID’L.mono and
Agar Listeria, the only presence of typical colonies allows to confirm the positive
PCR result.

5 Application Protocol File
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- An additional protocol was applied to be in agreement with the ISO 16140-2
requirements: subculture of the LSB Il in Fraser broth (24 h + 2 h at 37°C) before
streaking onto O&A and PALCAM plates.

> Enrichment broth storage for 24 h or 72 h at 5°C + 3°C

The enrichment broth (LSBII) from positive and discordant samples were stored for
72 h at 5°C £ 3°C and the alternative method was tested again.

3.2.1.4 Test results

Raw data are given in Appendix 8.

The results for all categories are given in Table 42 (CFX 96 DW- without FDRS),
Table 43 (CFX 96 DW - with FDRS), Table 44 (CFX Opus DW - without FDRS),
Table 45 (CFX Opus DW - with FDRS).

Table 42 — Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method) -
CFX 96 DW- Without FDRS

Category Type PA NA* PD ND* PPND PPNA Total \
a | Ready-to-eat 5 14 0 3 0 0 22
. b | Ready-to-reheat 9 17 4 0 0 1 31
1 Composite Confectionaries, pastries and egg
foods c ’ 9 13 1 0 0 0 23
products
Total | 23 | 44 5 3 0 1 76
\ a | Surfaces samples 7 10 2 1 0 0 20
) e:\;‘:::ﬁ:::t'al Dusts and wastes 8 | 10 | 1] 1 | 0 | o | 2
samples Process water 6 10 2 2 0 0 20
Total | 21 30 5 4 0 0 60
a | Raw milk cheese (cow, ewe, goat) 6 14 1 3 0 0 24
Other raw milk-based products (raw
3 Dairy b milk, cream, butter, fermented milk) 5 " 4 1 0 0 21
products c Pasteun;ed mllk-basgd products . 9 18 3 6 0 0 29
(pasteurized cheese, ice cream, milk)
Total | 13 | 43 8 10 0 0 74
All categories 57 | 117 | 18 | 17 0 1 210
* PPNA not included ** PPND not included
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Table 43 - Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method) -
CFX 96 DW - With FDRS

Category Type PA  NA* PD ND* PPND PPNA Total
a | Ready-to-eat 5 11410 3 0 0 22
. b | Ready-to-reheat 9 | 18 | 4 0 0 0 31
1 Composite Confectionaries, pastries and e
foods c P % 9 (1B [1] 0| 0| 0| 2
products
Total| 23 | 45 | 5 3 0 0 76
Producti a | Surfaces samples 6 10 2 2 0 0 20
) envrioro:;:;r:al Dusts and wastes s |10 [ 1] 1 [ o] o | 2
samples Process water 6 10 | 2 2 0 0 20
P Total| 20 | 30 | 5 | 5 | 0 | 0 | 60
a | Raw milk cheese (cow, ewe, goat) 7 113 ] 2 2 0 0 24
b O‘Fher raw milk-based products (rlaw 5 1 11 | 4 1 0 0 21
. milk, cream, butter, fermented milk)
3 | Dairy products , .
Pasteurized milk-based products
c : : . 2 | 18 | 3 6 0 0 29
(pasteurized cheese, ice cream, milk)
Total| 14 | 42 | 9 9 0 0 74
All categories 57 | 117 | 19 | 17 0 0 210
* PPNA not included ** PPND not included

Table 44 — Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method) -
CFX Opus DW - Without FDRS

Category Type PA  NA* PD ND* PPND PPNA Total
a | Ready-to-eat 4 114 |1 0 4 0 0 22
. b | Ready-to-reheat 9 | 17 | 4 0 0 1 31
1 Composite Confectionaries, pastries and e
foods c P % 9 (1B [1] 0| 0| 0| 2
products
Total | 22 | 44 | 5 4 0 1 76
Producti a | Surfaces samples 7 110 ] 2 1 0 0 20
) envri‘:o:;::t'al Dusts and wastes 8 |10 1] 1] 0o [ o | 2
samoles Process water 6 | 10 | 2 1 1 0 20
P Total| 21 | 30 | 5 | 3 | 1 | 0 | 60
a | Raw milk cheese (cow, ewe, goat) 6 | 14 | 1 3 0 0 24
b O‘Fher raw milk-based products (raw 5 11| 4 1 0 0 21
. milk, cream, butter, fermented milk)
3 | Dairy products , .
Pasteurized milk-based products
c . . . 2 | 18 | 3 6 0 0 29
(pasteurized cheese, ice cream, milk)
Total| 13 | 43 | 8 10 0 0 74
All categories 56 | 117 | 18 | 17 1 1 210
* PPNA not included ** PPND not included
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Table 45 - Interpretation of sample results between the reference and
alternative method (based on the confirmed alternative method) -
CFX Opus DW - With FDRS

Category Type PA' NA* PD ND* PPND PPNA Total
a | Ready-to-eat 4 114 |1 0 4 0 0 22
. b | Ready-to-reheat 9 119 |3 0 0 0 31
1 Composite Confectionaries, pastries and e
foods c P % 9 (1B |[1] 0| 0| 0| 2
products
Total | 22 | 46 | 4 4 0 0 76
Producti a | Surfaces samples 7 110 ] 2 1 0 0 20
) envri‘:o:;::t'al Dusts and wastes 8 |10 1] 1] 0o [ o | 2
samoles Process water 6 | 10 | 2 2 0 0 20
P Total| 21| 30 | 5 | 4 | 0 | 0 | 60
a | Raw milk cheese (cow, ewe, goat) 6 | 13| 2 3 0 0 24
b O‘Fher raw milk-based products (raw 5 11| 4 1 0 0 21
. milk, cream, butter, fermented milk)
3 | Dairy products , .
Pasteurized milk-based products
c . . . 2 | 18 | 3 6 0 0 29
(pasteurized cheese, ice cream, milk)
Total| 13 | 42 | 9 10 0 0 74
All categories 56 | 118 | 18 | 18 0 0 210
* PPNA not included ** PPND not included

3.2.1.5 Calculation of relative trueness (RT), sensitivity (SE) and false positive ratio
(FPR)

The calculations are presented in Table 46 (CFX 96 DW -without FDRS), Table 47
(CFX 96 DW -with FDRS), Table 48 (CFX Opus DW -without FDRS), Table 49 (CFX
Opus DW -with FDRS).

ADRIA 55/225 16 November 2023
Summary report (Version 0)
iQ-Check Listeria monocytogenes Il



Bio-Rad

Table 46 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR) CFX 96 DW - Without FDRS

Category Type PA NA* PD ND** PPND PPNA SE.t% SEw% RT% FPR%
a | Ready-to-eat 5 14 0 3 0 0 62,5 100,0 86,4 0,0
b | Ready-to-reheat 9 17 4 0 0 1 100,0 69,2 87,1 59
1 Composite foods c grc())r:jfjgttlsonanes, pastries and egg 9 13 1 0 0 0 100,0 90,0 95,7 0.0
Total 23 44 5 3 0 1 90,3 83,9 89,5 2,3
_ a | Surfaces samples 7 10 2 1 0 0 90,0 80,0 85,0 0,0
) e:‘;‘:gr‘:fn‘::t‘al b | Dusts and wastes 8 10 1 1 0 0 900 | 900 | 9,0 | 00
samples ¢ | Process water 6 10 2 2 0 0 80,0 80,0 80,0 0,0
Total 21 30 5 4 0 0 86,7 83,3 85,0 0,0
a | Raw milk cheese (cow, ewe, goat) 6 14 1 3 0 0 70,0 90,0 83,3 0,0
Other raw milk-based products (raw
. b milk, cream, butter, fermented milk) 5 11 4 1 0 0 90,0 60,0 76,2 0,0
3 Dairy products c Pasteurized milk-based products 9 18 3 6 0 0 455 797 69.0 0.0
(pasteurized cheese, ice cream, milk) ’ ’ ’ ’
Total 13 43 8 10 0 0 67,7 74,2 75,7 0,0
All categories 57 117 18 17 0 1 81,5 80,4 83,3 0,9
* PPNA not included ** PPND not included
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Table 47 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR) CFX 96 DW - With FDRS

Category Type PA NA* PD ND** PPND PPNA SE.t% SEw«% RT% FPR%
a | Ready-to-eat 5 14 0 3 0 0 62,5 100,0 86,4 0,0
b | Ready-to-reheat 9 18 4 0 0 0 100,0 69,2 87,1 0,0
1 Composite foods c glg)rgjfl?gttlsonane& pastries and egg 9 13 1 0 0 0 100,0 90,0 95,7 0.0
Total 23 45 5 3 0 0 90,3 83,9 89,5 0,0
. a | Surfaces samples 6 10 2 2 0 0 80,0 80,0 80,0 0,0
9 e:\:iorg::::;r:al b | Dusts and wastes 8 10 1 1 0 0 90,0 90,0 90,0 0.0
samples ¢ | Process water 6 10 2 2 0 0 80,0 80,0 80,0 0,0
Total 20 30 5 5 0 0 83,3 83,3 83,3 0,0
a | Raw milk cheese (cow, ewe, goat) 7 13 2 2 0 0 81,8 81,8 83,3 0,0
Other raw milk-based products (raw
, b milk, cream, butter, fermented milk) 5 11 4 1 0 0 9.0 60,0 76,2 0.0
3 Dairy products c Pasteurized milk-based products 9 18 0 0 455 797 69.0 0.0
(pasteurized cheese, ice cream, milk) ’ ’ ’ '
Total 14 42 9 9 0 0 7,9 7,9 75,7 0,0
All categories 57 117 19 17 0 0 81,7 79,6 82,9 0,0
* PPNA not included ** PPND not included
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Table 48 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR) CFX Opus DW - Without FDRS

Category ND** PPND PPNA  SEat% SErt%
a | Ready-to-eat 4 14 0 4 0 0 50,0 100,0 81,8 0,0
b | Ready-to-reheat 9 17 4 0 0 1 100,0 69,2 87,1 59
1 Composite foods c Confectionaries, pastries and egg 9 13 1 0 0 0 100,0 90,0 95,7 0.0
products
Total 22 44 5 4 0 1 87,1 83,9 83,9 88,2
a | Surfaces samples 7 10 2 1 0 0 90,0 80,0 85,0 0,0
9 Production b | Dusts and wastes 8 10 1 1 0 0 90,0 90,0 90,0 0,0
environmental samples | ¢ | Process water 6 10 2 1 1 0 80,0 80,0 80,0 10,0
Total 21 30 5 3 1 0 86,7 83,3 85,0 3,3
a | Raw milk cheese (cow, ewe, goat) 6 14 1 3 0 0 70,0 90,0 83,3 0,0
Other raw milk-based products (raw
b milk, cream, butter, fermented milk) 5 1 4 ! 0 0 90,0 60,0 76,2 0.0
3 Dairy products Pasteurized milk-based products
¢ | (pasteurized cheese, ice cream, 2 18 3 6 0 0 455 72,7 69,0 0,0
milk)
Total 13 43 8 10 0 0 67,7 74,2 75,7 0,0
All categories 56 117 18 17 1 1 80,4 80,4 82,9 1,7
* PPNA not included ** PPND not included
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Table 49 — Calculation of the relative trueness (RT), the sensitivity (SE) and the false positive ratio (FPR) CFX Opus DW - With FDRS

Category Type PA NA* PD ND** PPND PPNA SE.t% SEw% RT% FPR%
a | Ready-to-eat 4 14 0 4 0 0 50,0 100,0 81,8 0,0
b | Ready-to-reheat 9 19 3 0 0 0 100,0 75,0 90,3 0,0
1 Composite foods c Confectionaries, pastries and egg 9 13 1 0 0 0 100,0 90,0 95,7 0.0
products
Total 22 46 4 4 0 0 86,7 86,7 89,5 0,0
) a | Surfaces samples 7 10 2 1 0 0 90,0 80,0 85,0 0,0
) e:vrl‘:g:r‘::::al b | Dusts and wastes 8 10 1 1 0 0 900 | 900 | 900 0,0
samples ¢ | Process water 6 10 2 2 0 0 80,0 80,0 80,0 0,0
Total 21 30 5 4 0 0 86,7 83,3 85,0 0,0
a | Raw milk cheese (cow, ewe, goat) 6 13 2 3 0 0 72,7 81,8 79,2 0,0
b OFher raw milk-based products (r.aw 5 1 4 1 0 0 90,0 60,0 76.2 0.0
milk, cream, butter, fermented milk)
3 Dairy products Pasteurized milk-based products
¢ | (pasteurized cheese, ice cream, 2 18 3 6 0 0 455 72,7 69,0 0,0
milk)
Total 13 42 9 10 0 0 68,8 7,9 74,3 0,0
All categories 56 118 18 18 0 0 80,4 80,4 82,9 0,0
* PPNA not included ** PPND not included
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A summary of the results is given in Table 50.

Table 50 - Summary of results

Bio-Rad

All categories
CFX 96 DW CFX Opus DW
w/o FDRS w FDRS w/o FDRS w FDRS
Sensitivity for the (P4+ PD)
altemaﬁvgmetho ! = x100% 81,5 81,7 80,4 80,4
(PA+ ND+ PD)
e SEref
Sensitivity for the (PA + ND) 80 4 796 80 4 80 4
reference method = x 100 % : , , ,
(PA+ ND + PD)
PA A
Relative trueness rr = FAEN 1009 83,3 82,9 82,9 82,9
False positive ratio
for the alternative (FP)
method* FPR = —7=x100% 0,9 0,0 17 0,0
FP = PPNA + PPND
With ND = ND + PPND
NA = NA + PPNA

3.2.1.6 Analysis of discordant results

The negative deviations for all categories are given in Table 51 and the positive
deviations in Table 52.
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Table 51 - Negative deviations — protocol 6 and 7

Bio-Rad

Alternative method: iQ-Check Listeria monocytogenes II- LSB Il 20 p ed
Inoculation SEEn _ PCR result . _ Agreement .
Sample Strain inoculated level o Without FDRS With FDRS Without FDRS With FDRS .
N° CFUltest e CFX96 DW CFX Opus DW CFX96 DW CFX Opus DW Confirmation
: I1SO 11290-1 CFX96 | CFX Opus | CFX96 | CFX Opus
portion FAM 1 LG pesuit | PAM | 1C  pegye | FAME LG pagyie| FAM LG | eyt DW | DW | DW | DW
Cq Cq Cq Cq Cq Cq Cq Cq
3302 | RTE (Sandwich tuna and crudity) |/ |k ”zoﬁzz};tggae”es N/A | 34.16 NA 3360 - | NA [3490| - | NA [3535 - ND | ND | ND | ND 1
749 Potato fritter with cheese / / L. monocytogenes | N/A | 36.72 N/A | 36.81 - N/A | 37.20 - N/A | 36.79 - ND ND ND ND 1
761 RTE (vegetable and cheese) / / L. monocytogenes | N/A | 36.26 N/A | 36.95 - N/A | 36.36 - N/A | 36.49 - ND ND ND ND 1
L. monocytogenes R 3496 . R 2534 L. monocytogenes
3305 | RTE (Sandwich cheese and ham) |/ / ' L innocua 39.33 [ 3453 | + [41.58 | 34.02 + 4059 | 35.04 | + |41.65 | 34.66 : L innocua PA ND PA ND 1
' N/A | 34.53 - 40.21 | 35.51 :
32.01 | 32.27 +
733 Rinsing water Listeria monocytogenes Ad1679 24 L. monocytogenes | N/A | 33.35 N/A | 35.20 N/A | 33.04 - N/A | 3212 - ND PPND ND ND 2
N/A | 35.04 -
. . Listeria monocytogenes Ad2503 1,2 o
824 | Wipe before cleaning process Listeria seeligeri Ad651 14 L. monocytogenes | N/A | 33.13 N/A | 32.70 - N/A | 33.12 - N/A | 32.87 L. seeligeri ND ND ND ND 2
o N/A | 33.01 -
822 | Wipe before cleaning process | L/Stéria monocytogenes Ad2503 | - 12ty o ionanes | 3766 | 3274 | + | 3690 [ 3250 | + | 3570|3284 | + |4079 3268 L monocylogenes | pp | ppn | ND | pA 2
Listeria seeligeri Ad651 1,4 3588 | 3313 | + L. seeligeri
961 | Wastes (Salmon) Listeria monocytogenes Ad549 | 1,0 | L monocytogenes | \,» | 34 67 NA | 3438 - | NA 3812 - | NA [ 3705 : ND | ND | ND | ND 2
Listeria welshimeri Ad1268 04 L. innocua
Listeria monocytogenes Ad2503 1,2 L. monocytogenes i i o
829 | Process water Listeria seeligeri AdB51 14 L. sesliger N/A | 33.02 N/A | 32.69 N/A | 33.30 N/A | 32.34 L. seeligeri ND ND ND ND 2
* Analyses performed according to the COFRAC accreditation
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Alternative method: iQ-Check Listeria monocytogenes lI- LSB 11 18 h at 37°C (pre-

Bio-Rad

Inoculation EEToTeNE e PCR result Agreement
Strain inoculated level method: Without FDRS With FDRS Without FDRS With FDRS Category Type
CFUltest 1SO 11290-1* CFX96 DW CFX Opus DW CFX96 DW CFX Opus DW Confirmation crx96 | cEx 0
: pus | CFX96 | CFX Opus
portion FAM A 1C Resut | FAM T LC | eyt | FAMEL G- TResut | FAM | LG | pagy pw | bw | bw | Dow
Cq Cq Cq Cq Cq Cq Cq Cq
_ L. monocytogenes Ad1784 29 N/A | 32,81 N/A | 34,14 N/A | 32,88/ N/A | 33,67
1732 | Raw ewe milk cheese L innocua Ad658 1’2 L. monocytogenes | N/A | 37.67 | -+ | N/A | 3243 | --- N/A |36.62/| -+ | N/A |34.32| -+ | L. monocytogenes | ND ND ND ND 3 a
' ' 40.57 | 36.78 N/A | 34.86 43.39 | 33.32 40.07 | 35.00
N/A | 34,53 | I+] N/A | 32,57 | 4] N/A |3326 | /-] N/A | 33,12
1733 | Raw goat milk cheese L. monocytogenes 910 1,2 L. monocytogenes | 39,32 | 32,68 + 38,08 | 32,66 + N/A | 32,92 i N/A | 32,81 | -/-/-| L monocytogenes | ND ND ND ND 3 a
37,32 | 32,18 38,23 | 3317 N/A | 33,15 N/A | 32,81
N/A | 32,94
2752 | Raw goat milk cheese / / L. monocytogenes | 41,07 | 32,82 | + | 41,98 | 32,99 + 42,441 33,07 | + N/A | 3312 | -/-/-| L. monocytogenes | PA PA PA ND 3 a
N/A | 32,98
N/A | 33,08 | I- N/A | 32,97
2753 | Raw goat milk cheese / / L. monocytogenes | N/A | 33,08 + N/A | 3246 | -/-/-]14129 3282 | + |42,73|3291 + L. monocytogenes | ND ND PA PA 3 a
41,17 | 32,46 N/A | 32,78
2825 | Pasteurized cow milk I monocytogenes AQOLOSS 08 1L monocytogenes | NiA | 33,07 NA [3326| - | NA | 328 | - | NA|329]| - ND | ND | ND | ND 3 ¢
innocua Ad1788 0,2
2826 | Pasteurized cow milk I monocylogenes 17606 08 1 monocytogenes | NiA | 328 NA [3292| - | Na [3284] - | NA [3312] - ND | ND | ND [ ND 3 c
innocua Ad1787 0,6
2827 ;:j:eu”rz;ed cow milk fs'ggﬁggﬁg‘jggi AOOLO99 82 L. monocytogenes | NIA | 34,03 NA |3413] - | NA (3417 - | NA [3413] - Lseeligei | ND | ND | ND | ND 3 ¢
2831 | Pasteurized goat milk L. monocytogenes 17866 1,0 L. monocytogenes | N/A | 32,69 N/A | 33,48 - N/A | 33,56 - N/A | 33,05 - ND ND ND ND 3 c
2934 [ Raw cow milk / / L. monocytogenes | N/A | 33,73 N/A | 32,76 - N/A 3369 | - N/A | 3345 - ND ND ND ND 3 b
o7y | Fowdered hat L. monocytogenes Ad250 06 | L monocytogenes | NiA | 3301 NA [3267| - | NA [3315] - | NA | 328 | - ND | ND | ND | ND 3 ¢
N/A | 3341 I- N/A | 32,99 N/A | 3421 /-] N/A | 34,04
3545 | Pasteurized cow cheese L. monocytogenes Ad630 5 L. monocytogenes | N/A | 34,44 + N/A | 34,71 -/-/-| N/A | 3542 i N/A | 3526 | -/-/-| L. monocytogenes | ND ND ND ND 3 c
41,29 | 34,41 N/A | 33,29 N/A | 34,39 N/A | 34,28
* Analyses performed according to the COFRAC accreditation
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Strain inoculated

Inoculation
level
CFU/test
portion

Bio-Rad

Table 52 — Positive deviations — protocols 6 and 7

Alternative method: iQ-Check Listeria monocytogenes -

PCR result Agreement

Reference
method:
ISO 11290-1¢

Without FDRS With FDRS

Without FDRS With FDRS
CFX96 DW CFX Opus DW CFX96 DW CFX Opus DW
FAM | I.C. FAM | IC. FAM | I.C. FAM | I.C. CFX36 | CFX Opus | CFX96 | CFX Opus

Cq Cq Result Cq Cq Result Cq Cq Result Cq Cq Result DW DW DW DW

Category Type

Confirmation

3310 | Salmon nuggets / / - 40.95 | 32.74 + 38.57 | 33.24 + 39.77 | 33.13 + 39.02 | 33.44 + L. monocytogenes | PD PD PD PD 1 b
N/A | 31.85 -
3469 | Chicken wings / / - 38.93 | 32.10 + 38.12 | 32.15 + 4214 | 32.34 + 39,62 | 32.93 + L. monocytogenes | PD PD PD NA 1 b
N/A | 33.26 -
3472 | RTRH (cheese and vegetable) / / - 3138 13512 + [31.26]34.78 + 30.75133.38 | + |30.79 | 33.33 + L. monocytogenes | PD PD PD PD 1 b
3671 | RTRH (Ham and cheese escalope) |/ / L welshimeri | 37.98 | 3289 | + |3811|3221| + |3799(3258| + |39.45|3289| + |b TOV’ZZI‘;{,’;‘;?:TS PD PD PD PD 1 b
3808 | Onion tortilla Listeria monocytogenes Ad1757 | 08 : 2710|3334 | + |27.00|3346| + |2641(3355| + |2643|3276| + |L-monooviogenes |tpp  pp | pp | pD 1 ¢
Listeria seeligeri Ad1780 1,6 L. innocua
. . L . L. monocytogenes
3761 | Wipe after cleaning process Listeria innocua Ad1251 3,0 L. innocua 373313239 | + 37.22 | 32.50 + 36.76 | 32.57 + 38.48 | 32.78 + L innocua PD PD PD PD 2 a
757 | Wipe before cleaning process / / L welshimeri | 28.86 | 3168 | + |3200[3301| + |2886(3168| + |[3212]3330] + |L ’L”"V’;glcs};fl‘;fgges PD PD PD PD 2 a
759 | Wastes (Trout) / / - 3332 133.05] + |[33.86]33.21 + 33.32133.05] + |33.81]33.92 + L. monocytogenes | PD PD PD PD 2 b
732 [ Process water Listeria monocytogenes Ad615 5,6 - 342513319 + |[3256]32.92 + 321013313 + |33.30]31.86 + L. monocytogenes | PD PD PD PD 2 c
966 | Process water Listeria monocytogenes Ad243 | 0.6 : 3087 | 3266 | + |3061|3221| + |[3101|3288| + [3097|3259| + |L monocytogenes| PD | PD | PD | PD 2 ¢
Listeria innocua Ad1257 0,8

Alternative method: iQ-Check Listeria monocytogenes lI- LSB Il 20 h at 37°C (prewarmed)

Inoculation Reference PCR result Agreement
Product Strain inoculated level method: Without FDRS With FDRS Without FDRS With FDRS Category  Type
CFUtest o000 1o CFX96 DW CFX Opus DW CFX96 DW CFX Opus DW Confirmation [ o T oo o T 0 o6 | chx Ooue gory Typ
portion FAM | IC. FAM | I.C. I.C. FAM [ IC. P P
c Result Result Result Result DW DW DW DW
q | Cq Cq | Cq Cq Cq | Cq
1722 | Raw cow milk L. monocytogenes 17501 1,2 - 32,5 | 331 + |32,21]33,16 + 32,33 13403 | + | 3299 | 33,66 + L. monocytogenes | PD PD PD PD 3 b
1726 |Raw goat milk L. monocytogenes 909 08 Linocua | 2948 | 3236 | + [3013|3255| + |[2074|3230| + |[3077|3250| + |L-monocylogenes | pp | pp | pp | pp 3 b
L. innocua Ad1771 24 L innocua
L. monocytogenes 909 0,8 NA 1 871 1 [+1 A 379
1735 | Raw goat milk cheese ' e ’ L welshimeri 40,27 | 32,88 N/A | 3277 | -/-/+| 38,15 | 34,04 | + |42,08 | 3457 i L. monocytogenes | NA NA PD PD 3 a
L. welshimeri Ad1667 0,8 4023 | 331 + 3918 | 3241
2742 | Raw cow milk cheese / / - 326513449 + [3294]3585 i 33,23 | 36,21 + [32,86 | 35,06 i L. monocytogenes | PD PD PD PD 3 a
2828 | Pasteurized cow cheese fs’ggl’l’;:ﬁgggis Ad629 gg L grayi 3004 [3532| + 3328|3607 + |3038|3322| + |3054|3204| + |L monocytogenes| PO | PD | PD | PD 3 c
2829 | Pasteurized ewe cheese t'i%%r:;z;yt nggf s Ad630 82 - 38,38 | 32,87 | + 38,3 | 33,09 + 38,52 | 32,81 + (39,22 | 32,99 + L. monocytogenes | PD PD PD PD 3 c
3543 | Pasteurized ewe cheese L. monocytogenes Ad630 5 - 331313294 | + [33,01]3271 + 33,37 [ 3274 + |33,09]3265 + L. monocytogenes | PD PD PD PD 3 c
3701 | Butter raw milk monocytogenes AJST9 o : 31413378 [+ |3132|3433| + 3114|3386 + [3104(3346| + |DmOnOVO9enes/Iigp | pp | pp | pD 3 b
3702 | Butter raw milk f’i';,‘;';"c?g"ge”es Ad3119 82 Linnocua | 2675 | 3312 | + |2633|3247| + |2628(3238| + |2606|3272| + L"”"L”‘;;nytg’g;”e” PP | PD | PD | PD 3 b
* Analyses performed according to the COFRAC accreditation
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> Negative deviations

The number of negative deviations varies from 17 to 18 and concerns 13 artificially
contaminated samples and 7 naturally contaminated samples. The presence of
Listeria monocytogenes was confirmed in the enrichment broth for 7 samples (3305:
sandwich; 822: wipe; 1732: raw ewe milk cheese; 1733, 2752 & 2753: raw goat milk
cheese; 3545:; pasteurized cow cheese). For some samples with negative PCR
results and positive confirmation results, several PCR tests were performed. The late
Cq values obtained show that the contamination level was just at the limit of detection
of the method. This explains the fact that in some conditions, positive results were
observed while negative results were obtained in the other conditions.

According to the ISO 16140-2 (2016), samples in negative agreement (NA) were also
confirmed by proceeding to a subculture in Fraser broth before streaking onto
selective agar plates and the presence of Listeria monocytogenes strain was detected
in the enriched LSB Il broths for one sample (3670: Sandwich).

> Positive deviations

The number of positive deviations varies from 18 to 19.They concern 12 artificially
contaminated samples and 7 naturally contaminated samples.

The analyses of discordant results according to the EN ISO 16140-2:2016 for all the
categories is the following (See Tables 53 to 56).

Table 53 - Analyses of discordant results CFX96 DW - Without FDRS

Unpaired
Category no=  penp pp  (NDUPPNDR oy
a 8 3 0 0
. b 13 0 0 4
1 Composite foods . 10 0 0 1
Total 31 3 0 5 -2 3
) a 10 1 0 2
Pr_oductlon b 10 1 0 1
2 environmental 10 5 0 5
samples ¢
Total 30 4 0 5 -1 3
a 10 3 0 1
. b 10 1 0 4
3 Dairy products . 11 6 0 3
Total 31 10 0 8 2 3
All categories 92 17 0 18 -1 5
** PPND not included
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Table 54 - Analyses of discordant results- CFX96 DW - With FDRS

Unpaired
Category Type N+ ND*  PPND  PD (ND"FF,'SND)' AL
a 8 3 0 0
. b 13 0 0 4
1 Composite foods o 10 0 0 1
Total 31 3 0 5 2 3
_ a 10 2 0 2
Pr_oductlon b 10 1 0 1
2 environmental
samples c 10 2 0 2
Total 30 4 0 5 0 3
a 11 2 0 2
. b 10 1 0 4
3 Dairy products o 11 5 0 3
Total 32 9 0 9 0 3
All categories 93 17 0 19 -2 5

** PPND not included

Table 55 - Analyses of discordant results- CFX Opus DW - Without FDRS

Unpaired
Category Type N+ o+ ppnp  pp  (NPRRENDR oy
a 8 4 0 0
. b 13 0 0 4
1 Composite foods o 10 0 0 1
Total 31 4 0 5 1 3
a 10 1 0 2
Pr.oduction b 10 1 0 1
2 environmental 1 1 1 5
samples ¢ 0
Total 30 3 1 5 1 3
a 10 3 0 1
. b 10 1 0 4
3 Dairy products o 11 5 0 3
Total 31 10 0 8 2 3
All categories 92 17 1 18 0 5
** PPND not included
ADRIA 65/225 November 16, 2023

Summary report (Version 0)
iQ-Check Listeria monocytogenes Il



Bio-Rad

Table 56 - Analyses of discordant results- CFX Opus DW - With FDRS

Unpaired
ND*  PPND  PD (ND"l':gND)' n
a 8 4 0 0
. b 12 0 0 3
1 Composite foods o 10 0 0 1
Total 30 4 0 4 0 3
_ a 10 1 0 2
Production b 10 1 0 1
2 environmental
samples ¢ 10 2 0 2
Total 30 4 0 5 1 3
a 11 3 0 2
. b 10 1 0 4
3 Dairy products o 11 5 0 3
Total 32 10 0 9 1 3
All categories 92 18 0 18 0 5

** PPND not included

The observed values for ND+ PPND - PD meet the acceptability limit for the two
individual categories tested as well as for the combined categories (calculated
values < AL) for both extraction protocols (with or without the optional FDRS
step), and both Real-Time PCR instruments (CFX 96 Deep Well or CFX Opus
Deep Well).

3.2.1.7 Enrichment broth storage at5+ 3 °Cfor24 hor72h

98 enriched samples were tested again after storage of the enriched LSB Il broths for
72h at 5°C £ 3°C with both extraction protocol and thermocyclers

The following changes were observed (see Table 57).
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Table 57 - Enrichment broth storage

Alternative method : iQ-Check Listeria monocytogenes I

LSB Il 18h at 37°C LSB Il 18h at 37°C + 72 h at 5°C
Agreement Agreement
Without FDRS | With FDRS | Without FDRS | With FDRS [l ARET-C
CFX | CFX | CFX | CFX | CFX | CFX | CFX | CFX
96 Opus 96 Opus 96 Opus 96 Opus
pw | bw | pw | ow | pw | bw | pw | Dw
3305 | RTE(Sandwich oy 1 yp | pA | ND | PA | PA | PA | PA 1 a
cheese and ham)
3670 | RTE (Sandwich | a1 na [ NA | NA | PD | PD | PD | PD 1 a
ham and cheese)
3469 | Chickenwings | PD | PD | PD | NA | PD | PD | PD | PD 1 b
3308 | Salmon nuggets PA PA PA PA PA PA ND ND 1 b
822 Wipe before PA | PA | ND | PA | PA| PA | PA | PA 2 a
cleaning process
1732 | Rawewemilk | =pn | wn | Np | ND | PA | PA | ND | ND 3 a
cheese
1733 | Rawgoatmilk |y nn | Np | ND | PA | PA | PA | PA 3 a
cheese
1735 | Rawgoatmilk |\ | ya | pp | Pp | PD | PD | PD | PD 3 a
cheese
o750 | Rawgoatmik oy oA | pA | ND | PA | PA | PA | PA 3 a
cheese
o753 | Rawgoatmik oy fnn |t pA | pA | PA | PA | PA | PA 3 a
cheese
3545 | Pasteurizedcow |yl wn | N | ND | PA | PA | PA | PA 3 c
cheese
The analyses of discordant results become (See Tables 57 to 60).
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Table 58 - Analysis of discordant results after storage for 72 h at 5 * 3°C-
CFX96 DW - Without FDRS

Unpaired
Category e N+ ND* ppnp o (NDUPRNDR
a 9 3 0 1
. b 13 0 0 4
1 Composite foods c 10 0 0 1
Total 32 3 0 6 3 3
) a 10 1 0 2
Prpductlon b 10 1 0 1
2 environmental 10 > 0 >
samples ¢
Total 30 4 0 5 1 3
a 11 0 0 2
. b 10 1 0 4
3 Dairy products c 11 5 0 3
Total 32 6 0 9 & 3
All categories 94 13 0 20 7 5

** PPND not included

Table 59 - Analysis of discordant results after storage for 72 h at 5 * 3°C-
CFX96 DW - With FDRS

Unpaired
Category Type N+ ND*  PPND  PD (ND"FF,'S NDE AL
a 9 3 0 1
. b 13 1 0 4
1 Composite foods o 10 0 0 1
Total 32 4 0 6 2 3
a 10 1 0 2
Production b 10 1 0 1
2 environmental 5
samples ¢ 10 2 0
Total 30 4 0 5 1 3
a 1 1 0 2
. b 10 1 0 4
D
3 airy products . 11 5 0 3
Total 32 7 0 9 -2 3
All categories 94 15 0 20 -5 5
** PPND not included
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Table 60 - Analysis of discordant results after storage for 72 h at 5 * 3°C-
CFX Opus DW - Without FDRS

ND*  ppND  pp  (ND*PPND)-
PD
a 9 3 0 1
, b 13 0 0 4
1 Composite foods c 10 0 0 1
Total 32 3 0 6 3 3
Production 2 10 ! 0 2
. b 10 1 0 1
2 environmental c 10 2 0 2
I
samples Total | 30 4 0 5 1 3
a 11 0 0 2
. b 10 1 0 4
3 Dairy products c 1 5 0 3
Total 32 6 0 9 3 3
All categories 94 13 0 20 7 5

** PPND not included

Table 61 - Analysis of discordant results after storage for 72 h at 5 * 3°C-
CFX Opus DW - With FDRS

Unpaired
Category Np*  peND  pp  (NDRRRNDR gy
a 9 3 0 1
. b 13 1 0 4
1 Composite foods c 10 0 0 1
Total 32 4 0 6 2 3
2
Production a 10 ! 0
. b 10 1 0 1
2 environmental 10 2 0 2
samples ¢
Total 30 4 0 5 1 3
a 11 1 0 2
. b 10 1 0 4
3 Dairy products c 11 5 0 3
Total 32 7 0 9 -2 3
All categories 9% 15 0 20 -5 5

** PPND not included

The observed values for ND+ PPND - PD meet the acceptability limit for the two
individual categories tested as well as for the combined categories (calculated
values < AL) for both extraction protocols (with or without the optional FDRS
step), and both Real-Time PCR instruments (CFX 96 Deep Well or CFX Opus
Deep Well).
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3.2.1.8 Confirmation

- Protocol 6

After 18 h incubation time of the LSB Il broth, 3 positive PCR results (for sample
3317, 3300, 733) were not confirmed by cultural method even if additional
confirmation were carried out (5 Fraser broths, 5 AL and 5 Palcam). The samples
concerned as well as the PCR results observed are given in Table 62.

The percentage of false positives decrease with the addition of FDRS treatment.
The presence of unconfirmed positives is therefore probably due to the presence
of free DNA in the sample.

- Protocol 7

All positive PCR results were confirmed by cultural method. For one sample (1732:
raw ewe milk cheese); five repetitions of the RAPID’L.mono plate were carried out
to recover the Listeria monocytogenes strain.
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Table 62 - Number of samples unconfirmed by cultural methods

Alternative method: iQ-Check Listeria monocytogenes lI- LSB Il 18 h at 37°C
PCR result Agreement

Reference method :

Sample N° Product Without FDRS With FDRS Without FDRS With FDRS Category  Type

I1SO 11290-1¢ Confirmation

CXF 96 DW CFX Opus DW CFX96 DW CFX Opus DW

FAMCq | I.C. Cq | Result | FAM Cq | I.C. Cq | Result | FAM Cq | I.C. Cq | Result | FAM Cq | I.C. Cq | Result
35.31 | 34.80 W

CFX96 DW | CFX Opus DW | CFX96 DW | CFX Opus DW

3317 RTH (Puff ham, cheese) L. innocua N/A 34.03 - N/A | 34.30 - N/A | 34.78 - N/A | 34.32 - L. innocua PPNA NA NA NA 1 b
N/A 33.86 -

3132 | 33.74 | +

3300 RTRH (Paella) - N/A 33.11 - N/A | 33.39 - N/A | 33.09 - N/A | 33.13 - L. innocua NA PPNA NA NA 1 b
N/A | 32.90 -
3201 | 3227 | +

733 Rinsing water L. monocytogenes N/A 33.35 - N/A | 35.20 - N/A | 33.04 - N/A | 3212 - - ND PPND ND ND 2 c
N/A | 35.04 -

* Analyses performed according to the COFRAC accreditation
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3.2.1.9 PCRinhibition

420 DNA extracts prepared with and without applying the FDRS protocol were tested
after incubation time and 134 after enrichment broths storage with both thermocyclers
(CFX96 Deep Well and CFX Opus Deep Well), 13 PCR inhibitions were observed and
concerns only 4 samples (see Table 63). A 1/10 dilution in sterile water allowed to
obtain a result.
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Table 63 Samples with PCR inhibitions

Without FDRS With DFRS
- CFX96 DW CFX Opus DW CFX96 DW CFX Opus DW
Sample N° Product time
FAMCq| I.C.Cq |Result|FAMCq| IC.Cq |Result|FAMCq| I.C.Cq | Result| FAMCq| I.C.Cq | Result
NA | ONA L oL | NA NA | o | oNa | ona | L ] na | N )
18 | Chocolatemousse | 18h | o | 3300 [ | e | 3235 | | N | a8t || nme | 320 | Tl
NA | ONA | oo, | NA NA | o | NA | NA | L | NA | NA | L
725 | Wastes(Meat) | 18h+72h | 5445 | 3333 | ¥ | 3363 | 3308 | ™ | 3020 | 3804 | *7 | 3641 | 3430 | | 2 | b
Raw cow milk N/A N/A ok
1729 oot 20 h NA | 3337 | - | e | aeg || NA [ 327 | o | NA | w2 | 3 | a
Raw goat milk NA | ONA | .| NA NA L.l Na | ona L] na | N .
2147 cheese 001 e | ossor [T N | os2se | VT N | asaer | V| N | 20 [V 3 | @
* Testing after 1/10 dilution of the extract
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3.2.2 Relative level of detection

The relative level of detection is the level of detection at P = 0.50 (LODso) of the alternative (proprietary)
method divided by the level of detection at P = 0.50 (LODs) of the reference method.

The RLOD is defined as the ratio of the alternative and reference methods:

LOD .

RLOD =
LODgey.

The relative detection level is the smallest number of culturable micro-organisms that can be detected
in the sample in 50% of occasions by the alternative and reference methods.

3.2.2.1 Experimental design

Two matrix/strain pairs were tested for the extension study using the following
protocol:

- A negative control: 5 samples,
- Alow contamination level providing fractional recovery data, with 20 replicates,
- A high contamination level, with 5 replicates.

A total plate count was performed to estimate the total microbial load on the day of
analysis.

The extraction was performed using the Easy |l protocol with and without the FDRS
step. Two PCR instruments were tested: CFX 96 Deep Well and CFX Opus Deep
Well.

The matrix/strain pairs tested are listed in Table 64.

Table 64 - Defined (matrix/strain) pairs for the RLOD determination

SR Matrix Strain Origin I ESED a.r.'d
storage condition
. | Listeria o
1 | Composite food P,e" salaq. monocytogenes | Vegetables mix 4§'72 hat3°C+
piémontaise 2°C
Ad1719
Prloductlon Process Listeria Environment from . 48-72 h at 3°C +
2 | environmental monocytogenes | vegetables production | .o
water . 2°C
samples Ad2503 site
Listeria o
3 | Dairy products m‘&v cow monocytogenes | Raw milk g?gz hat3°C+
Ad2858
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3.2.2.2 Calculation and interpretation of the RLOD
The raw data are given in Appendix 9.
The RLOD calculations were performed using the Excel spreadsheet available at

http://standards.iso.org/iso/16140 - RLOD (clause 5-1-4-2 Calculation and
interpretation of RLOD) version 15.08.2015. The RLOD are given in Tables 65 to 68.

Table 65 — Presentation of RLOD before and after confirmation
of the alternative method results - CFX96 DW- Without FDRS

z-Test

Category Matrix / strain pair RLOD RLODL sd(b) statistic p-value | AL
Deli salad
1| Composite food | Listeria 0,389 | 0,141 | 1,075 | -0,944 | 0,508 | 1,858 | 1,937
monocytogenes Ad1719
Production Process water
2| environmental Listeria monocytogenes | 2,175 | 0,968 | 4,890 0,777 | 0,405 | 1,918 | 0,055 |25
samples Ad2503
Raw milk
3| Dairy products | Listeria monocytogenes | 1,315 | 0,563 | 3,072 0,274 | 0424 | 0,645 | 0,519
Ad2858
Combined 1,147 | 0,718 | 1,831 0137 | 0,234 | 0,585 | 0,559

Table 66 — Presentation of RLOD before and after confirmation
of the alternative method results - CFX96 DW- With FDRS

Category Matrix / strain pair  RLOD RLODL | RLODU (;I:(')“D) sd(b) sfaIlesjltc oA
Deli salad
1 | Composite food Listeria monocytogenes | 0,389 | 0,141 | 1,075 -0,944 0,508 | 1,858 | 1,937
Ad1719
Production Process water
2 | environmental Listeria monocytogenes | 2,499 | 1,075 | 5,809 0,916 0422 | 2171 |0,030 | 2,5
samples Ad2503
Raw milk
3 | Dairy products Listeria monocytogenes | 1,146 | 0,498 | 2,636 0,136 0417 | 0,327 | 0,744
Ad2858
Combined 1,47 | 0,718 | 1,831 0,137 0,234 | 0,585 | 0,559 | |
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Table 67 — Presentation of RLOD before and after confirmation
of the alternative method results - CFX Opus DW- Without FDRS

Category Matrix / strain pair | RLOD RLODL RLODU (;L'(')“D) sdp) i P AL
Deli salad
1| Composite food Listeria monocytogenes | 0,389 | 0,141 1,075 | 0,944 | 0,508 | 1,858 | 1,937
Ad1719
Production Process water
2| environmental Listeria monocytogenes | 2,175 | 0,968 | 4,890 0,777 | 0,405 | 1918 |0,055]| 2,5
samples Ad2503
Raw milk
3| Dairy products Listeria monocytogenes | 1,194 | 0,571 2,498 0,177 | 0,369 | 0,480 | 0,631
Ad2858
Combined 1,119 | 0,713 | 1,756 | 0,112 | 0,226 | 0,497 |0,619 | /

Table 68 — Presentation of RLOD before and after confirmation
of the alternative method results - CFX Opus DW- With FDRS

Category Matrix / strain pair  RLOD RLODL RLODU (Rbl-tl)nD) sd(b) sfaI;ifc

Deli salad
1| Composite foods | HSter@ 0389 | 0,141 | 1,075 | -0,944 | 0508 | 1858 |1937

monocytogenes

Ad1719
Production Process water 25
2| environmental Listeria monocytogenes | 2,499 | 1,075 5,809 0,916 0,422 2,171 0,030 | ™
samples Ad2503

Raw milk 1,194 | 0,571 | 2,498 0177 {0,369 | 0,480 |0,631
3 | Dairy products Listeria monocytogenes

Ad2858

Combined 1,164 | 0,739 | 1,833 0152 | 0,227 | 0,669 | 0,504 | /

The LODsg ¢ calculations according to Wilrich & Wilrich POD-LOD calculation program
- version 11, 2022-10-12 test are given in Table 69.
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Table 69 — LODs results

Level of detection at 50% (CFU / sample size)
according to Wilrich & Wilrich®

Category Food item Alternative method

Reference CFX96 DW CFX Opus DW

method | \ithout |  With | Without | With

FDRS FDRS FDRS DRS

1 Composite Piemontaise moné::i/l;izaenes 0.9 04 04 04 04
foods Ad1719 [0,5-1,7] | [0,3-0,8] | [0,3-0,8] | [0,3-0,8] | [0,3-0,8]
2 ez:/??ouncr;[;zzt Process water monégfggenes 0 gg 8 | o 23’_ 12 ol o 1722 1o 2312 al o ;g .

al samples Ad2503 T T T T T

3 Dairy Raw milk monégfggenes 06 08 0.7 09 0.9
products [0,4-11] | [0,5-1,5] | [0,4-1,3] | [0,5-1,6 | [0,5-1,6]

Ad2858

Combined 0,6 0,8 0,7 0,8 0,8

[0,5-0,9] | [0,5-1,1] | [0,5-1,1] | [0,6-1,1] | [0,6-1,1]

3.2.3 Conclusion

The RLOD values (using the confirmed alternative method results) meet the
acceptability limit of 2.5 for unpaired studies, for all matrix/strain pairs tested.

The combined LODs is 0.6 CFU/test portion for the reference method and from
0.7 to 0.8 CFU/test portion for the alternative method depending on the protocol
tested (without or with FDRS) and thermocycler used (CFX96 Deep Well or CFX
Opus Deep Well).

q INTER-LABORATORY STUDY

4.1 Study organization

The inter-laboratory study was performed in April 2004 according to the EN 1SO
16140:2003 standard.

The participating laboratories carried out the analysis according to the method iQ-
Check Listeria monocytogenes (protocol 1: half-Fraser broth and Standard Il lysis)
and the reference method (ISO 6579).

6 Wilrich, C., and P.-Th. Wilrich: Estimation of the POD function and the LOD of a qualitative

microbiological measurement method. AOAC International 92 (2009) 1763 - 1772.
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The interlaboratory study was carried out by the expert laboratory and
15 collaborators.

Pasteurised milk inoculated with of a Listeria monocytogenes strain isolated from "raw
milk cheese" was used for the interlaboratory study. The natural flora present in the

matrix was around 41 CFU/mL.

24 samples per laboratory were prepared. divided into 3 levels. with 8 samples per
level.

Due to the conditions of transport and organization, 14 laboratories were able to carry
out the analyses.

Experimental parameter controls

The levels of contamination obtained are shown in the Table 70:

Table 70 - Target level. real level and total viable count of the matrix

Total viable count Target level Real level
(UFClg) (cells/259g) (cells/25q)
Pasteurized milk 41 3 4.4
30 424

Result analysis

4.3.1 Expertlaboratory results

ADRIA

The results obtained by the expert laboratory are given in Table 71.

Table 71 — Results obtained by the expert Lab.

Level Reference method Alternative method
LO 0/8 0/8
L1 8/8 8/8
L2 8/8 8/8

Sample 19 (Level 0) gave a positive PCR test with a higher Ct value than the
inoculated samples (37,2), a second test was performed, and a negative result was
obtained. The presence of Listeria monocytogenes was not confirmed in the
enrichment broth for this sample.
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All the spiked samples gave a positive result by both methods.

4.3.2 Results observed by the collaborative laboratories

Positive results obtained after confirmation by the reference method and the
alternative method are presented in Tables 72 and 73 respectively.

Table 72 - Reference method positive results for all laboratories

Contamination level

Collaborators 11

-~
(=)
~
N

~ |00 | 0o 0o | 0o |00 |Co|Co|Co (00| Co| 0o |Co
Qo (0o | 0o (0o | 0o |00 |Co|Co|Co (00| o 0o |Co

Z | X|~|—ITOMMmMOoOO W >

oo
oo

n e~ o0oo0oo0oo0ooooooooo

Total

O
o

1 P+ =111 P2=112
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Table 73 - Alternative method positive results for all laboratories

Contamination level

Bio-Rad

Collaborators L i - - .L1 - - .L2 - "
PCR | Confirmation | Final PCR | Confirmation | Final PCR | Confirmation | Final
result result result result result result result result result

A 1 0 0 8 8 8 8 8 8
B 0 0 0 8 8 8 8 8 8
C 0 0 0 8 8 8 8 8 8
D 0 0 0 8 8 8 8 8 8
E 0 0 0 7 8 7 8 8 8
F 1 0 0 8 8 8 8 8 8
G 0 0 0 8 8 8 8 8 8
H 0 0 0 8 8 8 8 8 8
I 0 0 0 8 8 8 8 8 8
J 0 / 0 8 8 8 8 8 8
K 0 0 0 8 8 8 8 8 8
L 1 0 0 8 8 8 8 8 8
M 1 1 1 7 7 7 8 8 8
N 2 0 0 8 8 8 8 8 8
Total Po=6 Co=1 CPo=1 | P1=110 C=111 CP1=110 | P>=112 C=112 | CP2=112

43.3

ADRIA

One positive PCR result was observed on unspiked samples for collaborators A, F,
and L, and two positive PCR results for collaborator N. For Lab M, one confirmed
positive unspiked sample (N°10) was found positive by both methods.

According to the AFNOR technical rules, it is possible to include the results from a
collaborator with maximum one presumptive positive or confirmed positive sample at
level 0.

This means that the results from collaborator N need to be removed for interpretation.

Lab E found one negative PCR result for Level 1 (sample N°2), the presence of
Listeria monocytogenes was confirmed in the enrichment broth by the tests of the
reference method. The DNA extract was tested again, and a positive result was
observed (Ct 21,2).

Lab M found a negative result for sample N°8 (Level 1) by both methods.

An inversion with sample N°10 is possible for this lab.

Results of the collaborators retained for interpretation

The results obtained with the 13 labs kept for interpretation are presented in Table 74
(reference method) and Table 75 (alternative method).
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Table 74 - Positive results by the reference method (Without Lab N)

Contamination level

Collaborators 10 11 12
A 0 8 8
B 0 8 8
C 0 8 8
D 0 8 8
E 0 8 8
F 0 8 8
G 0 8 8
H 0 8 8
I 0 8 8
J 0 8 8
K 0 8 8
L 0 8 8
M 1 7 8

Total Po=1 P1=103 P, =104

Table 75 - Positive results (before and after confirmation)
by the alternative method (Without Lab N)

Contamination level

Collaborators L 2 - - .L1 - - 'L2 - -
PCR | Confirmation | Final PCR | Confirmation | Final PCR | Confirmation | Final
result result result | result result result result result result

A 1 0 0 8 8 8 8 8 8
B 0 0 0 8 8 8 8 8 8
C 0 0 0 8 8 8 8 8 8
D 0 0 0 8 8 8 8 8 8
E 0 0 0 7 8 7 8 8 8
F 1 0 0 8 8 8 8 8 8
G 0 0 0 8 8 8 8 8 8
H 0 0 0 8 8 8 8 8 8
I 0 0 0 8 8 8 8 8 8
J 0 / 0 8 8 8 8 8 8
K 0 0 0 8 8 8 8 8 8
L 1 0 0 8 8 8 8 8 8
M 1 1 1 7 7 7 8 8 8
Total Po=4 Co=1 CPo=1 | P1=102 C1=103 | CP+=102 | P2=104 C2=104 | CP.=104

4.4  Calculation and interpretation

4.4.1 Calculation of the specificity percentage (SP)

The percentage specificities (SP) of the reference method and of the alternative
method, using the data after confirmation, based on the results of level LO are the
following (See Table 76).
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Table 76 - Percentage specificity

_ P,
Specificity for the SPres = (1 - (N—O))x 100 % = 99.1 %
reference method -
CP,
Specificity for th - —(—0) % =
peci |C.| y Tor the SPait <1 N_ x 100 % 99.1 %
alternative method

N: number of all LO tests
Py = total number of false-positive results obtained with the blank samples before confirmation
CPq = total number of false-positive results obtained with the blank samples

4.4.2 Calculation of the sensitivity (SE.x), the sensitivity for the reference
method (SE.), the relative trueness (RT) and the false positive ratio

for the alternative method (FPR)
A summary of the results of the collaborators retained for interpretation and obtained
with the reference and the alternative methods for Level 0, Level 1 and Level 2 is

provided in Table 77.

Table 77 - Summary of the obtained results with the reference method
and the alternative method for Level 0, Level 1 and Level 2

Reference method

Reference method

Response

positive (R+) negative (R-)

Positive deviation (R-/A+)

AUETHENTERG B Positive agreement (A+/R+)

positive (A+) PA=1 PD=0
AUETHENTERN LGRS Negative deviation (A-/R+) | Negative agreement (A-/R-)
negative (A-) ND =0 (PPND=0) NA =111 (PPNA=5)
CCTHEIEREG GBS Positive agreement (A+/R+) | Positive deviation (R-/A+)
positive (A+) PA =110 PD=0

Alternative method
negative (A-)
positive (A+)

Alternative method
negative (A-)

Fractional positive results were obtained for the

Alternative method

Negative deviation (A-/R+)
ND =1 (PPND=0)

Negative agreement (A-/R-)
NA =1 (PPNA=0)

Positive agreement (A+/R+)
PA =112

Positive deviation (R-/A+)
PD=0

Negative deviation (A-/R+)
ND =0 (PPND=0)

Negative agreement (A-/R-)
NA =0 (PPNA=0)

inoculation level was retained for calculation.
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Based on the data summarized in Table 77, the values of sensitivity of the alternative
and reference methods, as well as the relative trueness and false positive ratio for the
alternative method taking account the confirmations, are the following (See Table 78).

Table 78 - Sensitivity, relative trueness and false positive ratio percentages

ot . . _ _ (PA+PD) —
Sensitivity for the alternative method: SEai = Garrping 100% = 99.1%
ige e PA+ND
Sensitivity for the reference method: SEer = m x100% = 100%
Relative trueness RT = EAN4 4 1009% = 99.1%
False positive ratio for the alternative FPR="P % 100% = 0.0%
method A i

Interpretation of data

For a paired study design, the difference between (ND — PD) and the addition (ND
+ PD) are calculated for the level(s) where fractional recovery is obtained (L1). The
observed value found for (ND — PD) and (ND + PD) shall not be higher than the AL.

For 13 Labs, the calculated values and the acceptability limits are the following:

Table 79 — Calculations

Calculated values AL Conclusion
ND - PD 1 4 ND-PD<AL
ND + PD 1 5 ND+PD<AL

The ISO 16140-2 (2016) requirements are fulfilled as ND - PD and ND + PD meet
the acceptability limits defined in the EN ISO 16140-2:2016.

Evaluation of the LOD s+, LOD o5+ and RLOD between laboratories

The RLOD was calculated using the EN ISO 16140-2:2016 Excel spreadsheet
available at https://standards.iso.org/iso/16140/-5/ed-1/en/RLOD _inter-lab-
study 16140-2_AnnexF ver1 28-06-2017.xls. The results are used only for
information (see Table 80).
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Table 80 - LOD 5o%, LOD o5 and RLOD

LOD 50% LOD 95%

Reference | CVeY inoculated sample is positive except for . .
Lab M, calculation is impossible Valuelt”fOt etlf\:a”atf)le as theret;]s 30
Alternative 067043103 | 289[187:447) | 'esultiorthe reference metho

CONCLUSION

ADRIA

The method comparison study conclusions are:

For the initial validation study and extension/renewal studies — Half-Fraser and

LSB protocol

X The study scheme corresponds to PAIRED STUDY design for protocol 1 and

to an UNPAIRED STUDY design for protocols 2, 3, 4 and 5.

In the sensitivity study, 6 categories were tested: 5 food categories and
environmental samples. The ND — PD (paired and unpaired study) and ND+
PD (paired study) meet the acceptability limits (AL) whatever the category and
protocol tested.

The Relative Levels of Detection (RLOD) are all below the AL fixed at 1, 5 for
the paired data study and at 2.5 for the unpaired data study for all the protocols

tested.

The inclusivity and exclusivity testing gave the expected results whatever the
protocol tested.

It is possible to store the primary enrichment broth for 72 h at 5 + 3°C.

The alternative method fulfils all the EN ISO 16140-2:2016 and AFNOR
technical rules (PR revision 7).
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For the extension study for the use of LSB Il medium (2023)

Xl The extension study scheme corresponds to an UNPAIRED study design as the

alternative and reference methods have different enrichment procedure.

In the sensitivity study, 3 categories were tested: two food category and the

production environmental samples.

The calculated values for ND+ PPND - PD meet the acceptability limits (AL) for
composite food and environmental categories for all conditions tested.

The calculated values for ND+ PPND - PD meet the acceptability limits (AL) for
for each of the individual category, and as well for the 3 categories tested with
LSBII whatever the protocols tested (without or with FDRS) and thermocycler
used (CFX96 Deep Well or CFX Opus Deep Well).

The number of positive presumptive non-confirmed samples (PPNA and PPND)
was significantly reduced by applying the FDRS protocol.

It is possible to store the LSB Il enriched samples for 72 h at 5°C+ 3°C before
proceeding to PCR test and confirmation.

The Relative Levels of Detection (RLOD) are all below the AL fixed at 2.5 for the
unpaired data study whatever the matrix/strain pairs.

The inter-laboratory study conclusions are:

The data and interpretations comply with the EN ISO 16140-2:2016
requirements. The iQ-Check Listeria monocytogenes Il is considered
equivalent to the ISO standard.

Quimper, 16 November 2023

Florian QUERO Maryse RANNOU
Technical Study Manager Project Manager/”

Validation ochzds Validation of Alternati

| hereby attest to the validation of the results of the

analyses carried out under the COFRAC accreditation.

ADRIA

| hereby attest to the validation of the verification of the
conformity of the report (opinion and interpretation).
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Appendix 1 — Flow diagram of the alternative method:
iQ-Check Listeria monocytogenes

Initial validation - Protocol 1

25 g of sample + 225 ml of Fraser 1/2 broth
8%

25h+1hat30°C
J
Standard Il lysis

Centrifugation of 1.5 ml to obtain bacterial pellet
N%

5 min>at 10000 g
8%

Discard the supernatant

Addition of 250 pl of lysis solution
N

Suction - Discharge
N%

Agitation of 3 min + 1 min with agitator with vibration
Centrifugation to obtain DNA extract
5 min>at 10000 g
8%
Transfer of 5 ul of culture supernatant into PCR tube with 45 pl of reaction mixture (primers + fluorescent probes)

Real Time PCR with the thermocycler iCycler iQ™ or Chromo4 and measurement of the fluorescence
N2

Results interpretation
N Z
| Confirmation of positive PCR results |

/

Reference method protocol
Streaking 10 pl onto Streaking
O&A and Palcam plates 0.1 ml onto RAPID’L.mono Agar
or 0.1ml onto Agar Listeria,
Typical colonies are confirmed by or 0.1ml onto RAPID'Listeria spp Agar
the tests described in the 1SO v
method

Incubation for 24 - 48 h at 37°C £ 1°C
N%
Presence of typical colonies allows to confirm the positive PCR results 7
except for RAPID Listeria spp for which additional confirmatory tests are required
to confirm the presence of Listeria monocytogenes

" During the validation study, the typical colonies were confirmed using the tests described in the reference method

(Catalase, /3 haemolysis, Rhamnose, Xylose). One colony was identified per sample using mini-biochemical galleries.
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Enrichment in LSB broth

Extension study (2006) - Protocols 2 and 3

25 g of sample + 225 ml of LSB broth

NZ
Protocol 2: Standard Il lysis Protocol 3: Easy Il lysis
24h+2hat30°C 25h+1hat30°C
NZ %
Centrifugation of 1.5 ml to obtain bacterial Collect 100 pl of sample
pellet N2
NZ Addition of 100 pl
S5minat>10000g of lysis solution
NZ
Discard the supernatant
%
Addition of 250 pl of lysis solution o . o
N)) Agitation of 3 min £ 1 min with the
Suction - Discharge Disruptor Cell
8%
Agitation of 3 min = 1 min with the Disruptor ¢
Cell 15 min at 95 - 100°C
¢ Centrifugation to obtain DNA
Centrifugation to obtain DNA extract Sminat>10000g extract

Transfer of 5 pl of culture supernatant into PCR tube with 45 ul (primers + fluorescent probes)

Real Time PCR with the real-time thermal cycler and measurement of the fluorescence
NZ

Results interpretation

| Confirmation of positive PCR results
Reference method protocol l
Streaking 10 ul onto Streaking
O&A and Palcam plates 0.1 ml onto RAPID’L.mono Agar
or 0.1 ml onto Agar Listeria,

Typical colonies are confirmed by the  or 0.1ml onto RAPID'Listeria spp Agar
tests described in the ISO method

Incubation for 24 - 48 h at 37°C + 1°C
8%
Presence of typical colonies allows to confirm the positive PCR results 8
except for RAPID'Listeria spp for which additional confirmatory tests are required
to confirm the presence of Listeria monocytogenes

8 During the validation study, the typical colonies were confirmed using the tests described in the reference method

(Catalase, s haemolysis, Rhamnose, Xylose). One colony was identified per sample using mini-biochemical galleries.
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Extension study (2019) - ADRIA Devéloppement

Protocols 4 and 5 (Environmental samples)

25 g + 225 ml enrichment broth at room temperature
1 swab + 10 ml enrichment broth?
1 sponge + 100 ml enrichment broth
1 wipe + 225 ml anichment broth

Bio-Rad

Protocol 5 Protoiol 4
Easy Il lysis protocol

25h+ 1 hat30°Cin LSB broth 4

22h*4hat30°C*
FDRS protocol < (environmental samples) ------
(environmental samples) Possibility to store
for 72 h at 5°C £
D 3°C
Activate the iQ-Check Free DNA Remowal
Solution (FDRS) Add 100 pl lysis reagent with lysis beads in a
N2 tube or a Deep Well plate
Rehydrate Reagent G1in 1 ml distilled water for ‘ N%
5 - 10 min at room temperature " Add 100 pl
N2 enriched LSB broth (or LSB broth after FDRS
Transfer G1 to the activation buffer (G2). Mix by protocol)
inverting the tube 8%
N2 Agitation for 3 min £ 1 min with the cell
Pipette 10 pl of activate reagent into the bottom disruptor (for tubes only)
of each well of a 96-Deep Well microplate NZ
N2 Incubation at 95 - 100°C for 15-20 minin a
Add 100 pl of decanted enriched LSB per well heat block (tubes) or in the plate agitator-
N2 incubator (plates) under agitation at 1300 rpm
Seal the Deep Well microplate with the X-Pierce NZ
sealiz;q film Centrifugation for 5 min at 10 000 g
Incubate in the thermoshaker without shaking
for 15 to 30 min at 37°C

Transfer 5 pl of supernatantin a PCR tube

containing 45 pl or mix PCR reagents
%

PCR using the CFX96 or the CFX96 Deep Well thermocyler
(2 APF tested: 45 and 50 cycles)

N2

9 For sampling after cleaning process pre-moisten
- 1swab + 1 ml broth universal neutralizing (+ 9 ml Half Fraser or LSB)
- 1sponge + 10 ml broth universal neutralizing (+ 90 ml Half Fraser or LSB)
- 1wipe + BPW + 10 % neutralizing agent (+ 225 ml Half Fraser or LSB)
ADRIA 88/225
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‘ Confirmation of positive PCR results

/

Reference method protocol

Streaking 10 pl onto Streaking
O&A and Palcam plates 0.1 ml onto RAPID’L.mono Agar
or 0.1 ml onto Agar Listeria,
Typical colonies are confirmed by~ or 0.1ml onto RAPID'Listeria spp Agar
the tests described in the ISO
method

Incubation for 24 - 48 h at 37°C + 1°C
N%
Presence of typical colonies allows to confirm the positive PCR results 10
except for RAPID Listeria spp for which additional confirmatory tests are required
to confirm the presence of Listeria monocytogenes

19 During the validation study, the typical colonies were confirmed using the tests described in the reference method
(Catalase, /3 haemolysis, Rhamnose, Xylose). One colony was identified per sample using mini-biochemical galleries.
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Enrichment in LSB Il broth

For food products:
25 g+ 225 mI LSB Il broth at room temperature (composite food) incubation
or prewarmed (Dairy products)

For environmental samples:
25 g+ 225 mI LSB Il broth at room temperature
1 swab + 10 ml LSB Il broth'! at room temperature
1 sponge + 100 ml LSB Il broth at room temperature
1 wipe + 225 ml LSB |l broth at room temperature

N2

Incubation 18 h - 26 h at 37°C (composite and environment samples)
Incubation 20 h - 28 h at 37°C (Dairy products)

Possibility to store the

enriched samples

for 72 h at 5°C+

=

FDRS protocol (optional)

Rehydrate Reagent G1in 1 ml distilled water for 5 - 10 min
at room temperature
NZ
Transfer G1 to the activation buffer (G2). Mix by inverting
the tube
NZ
Pipette 10 ul of activate reagent into the bottom of each
well of a 96-Deep Well microplate

Add 100 pl of decanted enriched LSB Il per well
N

Seal the Deep Well microplate with the X-Pierce sealing
film
NZ
Incubate in the thermoshaker without shaking for
15to 30 min at 37°C

\>

—————————> Easy |l protocol:
Add 100 wl lysis reagent with lysis beads in a tube
or a Deep Well plate
N%

Add 100 uL of decanted enriched LSB Il or 100 L
FDRS treated sample

N%
Agitation for 3 min = 1 min with the cell disruptor
(for tubes only)

N%
Incubation at 95 - 100°C
for 15 - 20 min in a heat block (tubes) or in the plate
agitator-incubator (plates and tubes) under agitation
at 1300 rpm

Centrifugation for 5 min

at10000¢

Transfer 5 yl of supernatant in a PCR tube
containing 45 ul of mix PCR reagents

N2

PCR using the CFX96 Deep Well or the CFX OPUS Deep Well thermocycler
(APF Fast tested)
%

Confirmation of
positive PCR results

N2

Alternative method protocol:
0.1 ml onto Agar Listeria, RAPID’Listeria Agar, and RAPID’L.mono Agar
Incubation 24 h at 37°C + 1°C

11 For sampling after cleaning process pre-moisten

- 1 swab + 1 ml broth universal neutralizing (+ 9 ml LSB)

- 1 sponge + 10 ml broth universal neutralizing (+ 90 ml LSB)

- 1 wipe + BPW + 10 % neutralizing agent (+ 225 ml LSB)
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Reference method protocol:
10 ul onto O&A (AL) and Palcam
Incubation for 24 -38 hat37°C+1°C
Presence of typical colonies allows to confirm the positive PCR results
for Agar Listeria and RAPID’L.mono for the alternative confirmation protocol For the reference method protocol,
the typical colonies are confirmed
using the tests described in the ISO method*

* During the validation the colonies were also tested by biochemical gallery for identification
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Appendix 2 — Flow diagram of the reference method: ISO 11290-1 (May 2017):
Microbiology of the food chain - Horizontal method for the detection and enumeration

of Listeria monocytogenes and of Listeria spp.- Part 1: detection method

Test portion (25 g or 25 mL) + 225 mL Half Fraser broth
1 swab + 10 mL Half Fraser broth2
1 sponge + 100 mL Half Fraser broth
1 wipe + 225 mL Half Fraser broth

2
Primary enrichment medium (Half Fraser broth)
2
Incubation at 30°C £ 1°C 24 hto 26 h

N

0.1 ml of culture
in 10 ml of secondary
enrichment medium (Fraser broth)

Incubation at 37°C £ 1°C

/for24h12h

Plating out on Agar Listeria according to
Ottaviani and Agosti and second selective medium
\)
Incubation of Agar Listeria according to
Ottaviani and Agosti for 24 h + 2 h and an additional 24 h £ 2 h at 37°C £ 1°C
Incubation of second selective medium according to the chosen medium

as specified by the manufacturer
2

Confirmation

Catalase Beta hemolysis CAMP test | Carbohydrates

Listeria X Optional X Optional X

monocytogenes

12 For sampling after cleaning process pre-moisten
- 1swab + 1 ml broth universal neutralizing (+ 9 ml Half-Fraser)
- 1sponge + 10 ml broth universal neutralizing (+ 90 ml Half-Fraser)
- 1 wipe + BPW + 10 % neutralizing agent (+ 225 ml Half-Fraser)
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Appendix 3 — Artificial contamination of samples (Initial validation study, IPL (2005 - 2006) -
Extension study, ISHA (2017) - Extension study, ADRIA (2019))

Artificial contamination (IPL 2005-2006)

Code Sample Category ;?;:" Strain Origin Spiking used evitl[;stison O c;i:%%r;tzasr;;nation Sesut
023 | Goat cheese d3 L7 Listeria monocytogenes 1/2a Munster 45331 m?r;[ﬁfeztastq ;gfg]d 0.4 54 *
024 | Crottin de Chavignol d3 L7 Listeria monocytogenes 1/2a Munster 4%31 ir?m?r;[ﬁtseztast(i ;gfg]d 0.4 10,8 ¥
027 |Raw milk d2 L7 Listeria monocytogenes 1/2a Munster 47381;2::;[&56?:,[9 088%](1 04 10,8 *
028 | Raw milk d2 L7 Listeria monocytogenes 1/2a Munster 48381 irzﬁ;[ﬁfegt:ﬁ ;ggd 0.4 13,5 *

P9 | "Poélée" Roman V2 L47 Listeria monocytogenes 1/2a | Roasted potatoes 4%31 ir?m?r;[ﬁtseztast(i ;gfg]d 2,1 16,0 ¥
P10 | Cauli flower puree v3 L48 Listeria monocytogenes 1/2a | Roasted potatoes 5%81 ir?m?r;[ﬁtseztast(i ;gfg]d 2,1 16,0 *
P20 | Saint Paulin d3 L37 Listeria monocytogenes 1/2b wimarfwerrslilk 513812?:3;225‘[9 ;ggd 0,5 6,0 ¥
P21 | Goat cheese d3 L37 Listeria monocytogenes 1/2b wimarfwerrslilk 52381 irzﬁ;[ﬁfegt:ﬁ ;ggd 0,5 9,0 ¥
Q1 | Prepared salad V2 L58 Listeria monocytogenes 4b Salad Szgqmrgﬁtseztasﬂ ;gfg]d 1,2 10,0 ¥
Q2 5&;2,; r;)clie;nixed v3 L58 Listeria monocytogenes 4b Salad 5‘;81 ir?m?r;[ﬁtseztast(i ;gfg]d 1,2 15,0 *
Q4 | Celery cake c2 L58 Listeria monocytogenes 4b Salad 553812?:356?35,[9 ;ggd 1,2 25,0 *
Q6 | Gratin of cauli flower v3 L125 Listeria monocytogenes '\\/Ag;gfa%ﬁee(sj S%B“rz?:ﬁfegt:ﬁ ;ggd ND 3,9 *
Q7 | Grated carrot v L125 Listeria monocytogenes h\f;);g;%ﬁzg 57331 :?]:Jr;[ﬁts eztast(i ;gfg]d ND 5,2 ¥
Q8 | Mixed vegetables V2 L125 Listeria monocytogenes “fé);g;%ﬁgg 5%31 mrr:ﬁtseztastq ;gfg]d ND 6,5 *
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Artificial contamination (IPL 2005-2006)

Code Stress Level of contamination | Result

Code Sample Category strain Strain Origin Spiking used evaluation (CFUI25g)

Q9 |Goat cheese d3 L51 Listeria monocytogenes 1/2b | Ripened Germain S%Smrgﬁfezt:ﬁ ;gfg]d 0,4 8,8 *
Q13 | Chocolate ice cream d3 L63 Listeria monocytogenes 4e Munster Gggmrgﬁfeztasﬂ ;g%nd 1,1 3,6 ¥
Q15 | Brie of Meaux d1 L63 Listeria monocytogenes 4e Munster 61381 m:lr;[stseztast(i ;g%]d 1,1 54 *
Q24 rRacx:?nni}Edour with d1 L63 Listeria monocytogenes 4e Munster 62381 m?r:ﬁfeitastq ;gfg]d 1,1 72 ¥
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Artificial contamination (ISHA, 2017)

Category Sample number Sample Code strain Strain Origin Protocol of seeding | Inoculation level (CFU/25g) | Global result
1 Tabbouleh with chicken LIS.4.6 | Listeria monocytogenes 1/2a | Sandwich with ham and Emmental 48 hat5+3 °C 2.2 +
3 Strabourgeoise salad LIS.4.6 | Listeria monocytogenes 1/2a | Sandwich with ham and Emmental 48 hat5+3 °C 2.2 +
5 Piemontaise with ham LIS.4.6 | Listeria monocytogenes 1/2a | Sandwich with ham and Emmental 48 hat5+3 °C 2.2 +
7 Sandwich with salmon and chives LIS.4.24 | Listeria monocytogenes 1/2a | Dairy meal 48 hat5+3 °C 2.8 +
9 Sandwich with ham and Emmental LIS.4.24 | Listeria monocytogenes 1/2a | Dairy meal 48 hat5+3 °C 2.8 +
11 Sandwich with tuna and crudities LIS.4.24 | Listeria monocytogenes 1/2a | Dairy meal 48 hat5+3 °C 2.8 +
13 Sandwich with ham and butter LIS.4.86 | Listeria monocytogenes Lorraine quiche 48 hat5+3 °C 1.8 +
15 Sandwich with rosette and butter LIS.4.86 | Listeria monocytogenes Lorraine quiche 48 hat5+3 °C 1.8 +
17 Sandwich with chicken and crudities LIS.4.86 | Listeria monocytogenes Lorraine quiche 48 hat5+3 °C 1.8 +
19 Sandwich with ham and cheddar LIS.4.88 | Listeria monocytogenes Chocolate cake 48 hat5+3 °C 2.2 +

21 Sandwich with ham and cheddar LIS.4.88 | Listeria monocytogenes Chocolate cake 48 hat5+3 °C 2.2 +
23 Pizza with three cheeses LIS.4.88 | Listeria monocytogenes Chocolate cake 48 hat5+3 °C 2.2 +
25 Pizza with ham and cheese LIS.4.89 | Listeria monocytogenes Lemon pie 48 hat5+3 °C 2.6 +
RTE-RTRH 27 Pizza with three melting cheeses LIS.4.89 | Listeria monocytogenes Lemon pie 48 hat5+3 °C 2.6 +
29 Pizza with Comté, Emmental and lardons LIS.4.89 | Listeria monocytogenes Lemon pie 48 hat5+3 °C 2.6 +
31 Pizza with ham and mushroom LIS.4.46 | Listeria monocytogenes 3a Goat cheese sandwich 48 hat5+3 °C 2 +
33 Flammekueche with smoked lardons LIS.4.46 | Listeria monocytogenes 3a Goat cheese sandwich 48 hat5+3 °C 2 +
35 Raspberries tart LIS.4.46 | Listeria monocytogenes 3a Goat cheese sandwich 48 hat5+3 °C 2 +
37 Apples tart LIS.4.7 | Listeria monocytogenes 1/2a | Ham and Emmental sandwich 48 hat5+3 °C 2.8 +
39 Mille-feuilles LIS.4.7 | Listeria monocytogenes 1/2a | Ham and Emmental sandwich 48 hat5+3 °C 2.8 +
41 Savarin with rum and pastry cream LIS.4.7 | Listeria monocytogenes 1/2a | Ham and Emmental sandwich 48 hat5+3 °C 2.8 +
43 Pudding LIS.4.93 | Listeria monocytogenes Coconut pearls 48 hat5+3 °C 3.2 +
45 Choux with pastry cream LIS.4.93 | Listeria monocytogenes Coconut pearls 48 hat5+3 °C 3.2 +
47 Strawberries tart LIS.4.93 | Listeria monocytogenes Coconut pearls 48 hat5+3 °C 3.2 +
49 Savarin with rum and pastry cream LIS.4.91 | Listeria monocytogenes Ground beef sandwich 48 hat5+3 °C 1.6 +
51 Choux with pastry cream LIS.4.91 | Listeria monocytogenes Ground beef sandwich 48 hat5+3 °C 1.6 +
53 Pudding LIS.4.91 | Listeria monocytogenes Ground beef sandwich 48 hat5+3 °C 1.6 +
57 Neufchatel raw milk LIS.4.60 | Listeria monocytogenes Raw milk cheese 48 hat5+3 °C 2.2 +
59 Camembert of Normandie raw milk LIS.4.60 | Listeria monocytogenes Raw milk cheese 48 hat5+3 °C 2.2 +
61 Coulommiers raw milk LIS.4.60 | Listeria monocytogenes Raw milk cheese 48 hat5+3 °C 2.2 +
63 Comté raw milk LIS.4.56 | Listeria monocytogenes Raw milk cheese 48 hat5+3 °C 1.8 +
65 Comté raw milk LIS.4.56 | Listeria monocytogenes Raw milk cheese 48 hat5+3 °C 1.8 +
67 Morbier raw milk LIS.4.56 | Listeria monocytogenes Raw milk cheese 48 hat5+3 °C 1.8 +
Dairy products 69 Reblochon raw milk LIS.4.32 | Listeria monocytogenes 1/2b | Raw milk 48 hat5+3 °C 3.0 +
4 Mountain tome cheese raw milk LIS.4.32 | Listeria monocytogenes 1/2b | Raw milk 48 hat5+3 °C 3.0 +
73 Raclette raw milk LIS.4.32 | Listeria monocytogenes 1/2b | Raw milk 48 hat5+3 °C 3.0 +
75 Raw milk LIS.4.59 | Listeria monocytogenes Goat raw milk 48 hat5+3 °C 24 +
7 Raw milk LIS.4.59 | Listeria monocytogenes Goat raw milk 48 hat5+3 °C 24 +
79 Raw milk LIS.4.59 | Listeria monocytogenes Goat raw milk 48 hat5+3 °C 2.4 +
81 Raw milk LIS.4.23 | Listeria monocytogenes Fresh cheese 48 hat5+3 °C 3.2 +
83 Raw milk LIS.4.23 | Listeria monocytogenes Fresh cheese 48 hat5+3 °C 3.2 +
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Artificial contamination (ISHA, 2017)

Category Sample number Sample Code strain Strain Origin Protocol of seeding | Inoculation level (CFU/25g) | Global result
85 Raw milk LIS.4.23 | Listeria monocytogenes Fresh cheese 48 hat5+3 °C 3.2 +
87 Raw milk butter LIS.4.62 | Listeria monocytogenes Ewe raw milk 48 hat5+3 °C 2.6 +
89 Raw milk butter LIS.4.62 | Listeria monocytogenes Ewe raw milk 48 hat5+3 °C 2.6 +
91 Raw milk LIS.4.62 | Listeria monocytogenes Ewe raw milk 48 hat5+3 °C 2.6 +
93 Raw milk LIS.4.65 | Listeria monocytogenes 1/2a | Raw milk from AFSSA 48 hat5+3 °C 2.2 +
95 Raw milk LIS.4.65 | Listeria monocytogenes 1/2a | Raw milk from AFSSA 48 hat5+3 °C 2.2 +
97 Raw milk LIS.4.65 | Listeria monocytogenes 1/2a | Raw milk from AFSSA 48 hat5+3 °C 2.2 +
99 Raw milk LIS.4.61 | Listeria monocytogenes Buffalo raw milk cheese 48 hat5+3 °C 2.4 +
101 Stick with crab flavour LIS.4.83 | Listeria monocytogenes Fish with lemon sauce and rice 48 hat5+3 °C 2.8 +
103 Rillette of sardines LIS.4.83 | Listeria monocytogenes Fish with lemon sauce and rice 48 hat5+3 °C 2.8 +

Sea food 105 Tarama with cod eggs LIS.4.83 | Listeria monocytogenes Fish with lemon sauce and rice 48 hat5+3 °C 2.8 +
107 Rillette of salmon with garlic and sweet herbs LIS.4.15 | Listeria monocytogenes 1/2a | Salmon tartare 48 hat5+3 °C 2.2 +
109 Rillette of St Jacques LIS.4.15 | Listeria monocytogenes 1/2a | Salmon tartare 48 hat5+3 °C 2.2 +
111 Banana LIS.4.10 | Listeria monocytogenes 1/2a | Salad 48 hat5+3 °C 1.6 +
113 Grape LIS.4.10 | Listeria monocytogenes 1/2a | Salad 48 hat5+3 °C 1.6 +
115 Tomato LIS.4.10 | Listeria monocytogenes 1/2a | Salad 48 hat5+3 °C 1.6 +
117 Plums red LIS.4.35 | Listeria monocytogenes 1/2¢ | Sandwich chef salad 48 hat5+3 °C 2.0 +
119 Pear LIS.4.35 | Listeria monocytogenes 1/2c | Sandwich chef salad 48 hat5+3 °C 2.0 +
121 Yellow plum LIS.4.35 | Listeria monocytogenes 1/2¢ | Sandwich chef salad 48 hat5+3 °C 2.0 +
123 Estar apple LIS.4.17 | Listeria monocytogenes 1/2a | Crudeness 48 hat5+3 °C 1.8 +
125 Canada grey apple LIS.4.17 | Listeria monocytogenes 1/2a | Crudeness 48 hat5+3 °C 1.8 +
127 Granny apple LIS.4.17 | Listeria monocytogenes 1/2a | Crudeness 48 hat5+3 °C 1.8 +
129 Reine Claude plum LIS.4.80 | Listeria monocytogenes Potatoes and grated carrot salad 48 hat5+3 °C 3.0 +
131 Golden apple LIS.4.80 | Listeria monocytogenes Potatoes and grated carrot salad 48 hat5+3 °C 3.0 +
133 Julienne of vegetables LIS.4.80 | Listeria monocytogenes Potatoes and grated carrot salad 48 hat5+3 °C 3.0 +
135 Grated carrot LIS.4.81 | Listeria monocytogenes Mixed vegetables 48 hat5+3 °C 2.6 +

Vegetal products 137 Sliced cucumber LIS.4.81 | Listeria monocytogenes Mixed vegetables 48 hat5+3 °C 2.6 +
139 Prepared lettuce heart LIS.4.81 | Listeria monocytogenes Mixed vegetables 48 hat5+3 °C 2.6 +
141 Mix of young sprouts LIS.4.20 | Listeria monocytogenes 1/2a | Sandwich with bacon and crudeness 48 hat5+3 °C 1.8 +
143 Sliced leek LIS.4.20 | Listeria monocytogenes 1/2a | Sandwich with bacon and crudeness 48 hat5+3 °C 1.8 +
145 Grated carrot LIS.4.20 | Listeria monocytogenes 1/2a | Sandwich with bacon and crudeness 48 hat5+3 °C 1.8 +
147 White cabbage LIS.4.5 |Listeria monocytogenes 1/2a | Ham with crudeness 48 hat5+3 °C 2.2 +
149 Red cabbage LIS.4.5 | Listeria monocytogenes 1/2a | Ham with crudeness 48 hat5+3 °C 2.2 +
151 White cabbage LIS.4.5 |Listeria monocytogenes 1/2a | Ham with crudeness 48 hat5+3 °C 2.2 +
153 Red cabbage LIS.4.18 | Listeria monocytogenes 1/2a | Salad of vegetable 48 hat5+3 °C 2.0 +
155 Batavia salad LIS.4.18 | Listeria monocytogenes 1/2a | Salad of vegetable 48 hat5+3 °C 2.0 +
157 Frisée salad LIS.4.18 | Listeria monocytogenes 1/2a | Salad of vegetable 48 hat5+3 °C 2.0 +
159 Wax bean LIS.4.78 | Listeria monocytogenes Frozen bean 48 hat5+3 °C 3.2 +
161 peas steamed LIS.4.78 | Listeria monocytogenes Frozen bean 48 hat5+3 °C 3.2 +
163 Green lentils cooked LIS.4.78 | Listeria monocytogenes Frozen bean 48 hat5+3 °C 3.2 +
165 Green beans LIS.4.79 | Listeria monocytogenes Frozen bean 48 hat5+3 °C 2.6 +
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Artificial contamination (ISHA, 2017)

Category Sample number Sample Code strain Strain Origin Protocol of seeding | Inoculation level (CFU/25g) | Global result

167 Pork muzzle with mayonnaise LIS.4.30 | Listeria monocytogenes 1/2b | Rolled turkey raw 48 hat5+3 °C 3.2 +

169 Cooked ham high quality LIS.4.26 | Listeria monocytogenes 1/2a | Ham 48 hat5+3 °C 24 +

Meat products 171 Auvergne Ham LIS.4.26 | Listeria monocytogenes 1/2a | Ham 48 hat5+3 °C 2.4 +
173 Cooked and derinded ham high quality LIS.4.26 | Listeria monocytogenes 1/2a | Ham 48 hat5+3 °C 2.4 +

175 Cooked ham LIS.4.27 | Listeria monocytogenes 1/2a | Ground beef 48 hat5+3 °C 2.8 +

177 Serrano ham LIS.4.27 | Listeria monocytogenes 1/2a | Ground beef 48 hat5+3 °C 2.8 +

179 Processed water 1 LIS.4.2 | Listeria monocytogenes Environment 48 hat5+3 °C 2.4 +

181 Processed water 2 LIS.4.2 | Listeria monocytogenes Environment 48 hat5+3 °C 24 +

183 Processed water 3 LIS.4.2 | Listeria monocytogenes Environment 48 hat5+3 °C 24 +

185 Processed water 4 LIS.4.44 | Listeria monocytogenes 3a Surface control 48 hat5+3 °C 3.0 +

Environmental sample 187 Processed water 5 LIS.4.44 | Listeria monocytogenes 3a Surface control 48 hat5+3 °C 3.0 +
189 Processed water 6 LIS.4.44 | Listeria monocytogenes 3a Surface control 48 hat5+3 °C 3.0 +

191 Processed water 7 LIS.4.50 | Listeria monocytogenes 4b Surface control on salmon 48 hat5+3 °C 1.8 +

193 Processed water 8 LIS.4.50 | Listeria monocytogenes 4b Surface control on salmon 48 hat5+3 °C 1.8 +

195 Residue LIS.4.50 | Listeria monocytogenes 4b Surface control on salmon 48 hat5+3 °C 1.8 +
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Artificial contaminations (ADRIA Développement, Extension study 2019) Global result
) Inoculation level N Simplified | o. ...
Date of Pt Product (French name)  Product _ . _ Injuryy | (CFU/sample) SITyT;ged Simplified EEE SITypsliTed
analysis Strain Origin Injury protocol measu- lysis FDRS
rement | Enumeration | Mean cf‘PF- APF Fast |  APF A;E I:s t
assic Classic as
2019 | 4045 Eau d ¢ ringage Rinsing water (seafood environment) L.monocytogenes AOOEOO8 | Environment Sf ed'“? 48h / 1-0-1-2-0 | 0,8 - a
(environnement mer) 3°C+2°C
. Environment+ Seeding 48 h
2019 | 4681 | Eau process (bceuf) Process water (beef environment) L.monocytogenes Ad1255 Environment 39049°C / 4-3-51-1 | 2,8 + + + i a
2019 | 4682 E?u’de ringage (jambon Rinsing water (vegetable environment) L.monocytogenes Ad1255 Environment S? ed'”? 48h / 2-2-2-0-2 | 16 + + + + a
végétal) 3°C+2°C
2019 | 4683 | Eau ringage (thon) Rinsing water (seafood environment) L.monocytogenes AOOEQ035 | Environment gfgilggc% h / 2-2-4-1-1 | 2,0 + + + + a
2019 | 4684 | Eau ringage (saumon) Rinsing water (seafood environment) L.monocytogenes Ad548 Environment gfgilggc% h / 1-0-1-1-2 | 1,0 + + + + a
2019 | 4685 | Eau ringage (saumon) Rinsing water (seafood environment) L.monocytogenes AOOE035 | Environment ?f gilggc% h / 2-2-41-1 | 2,0 + + + i a
2019 | 4686 | Eau ringage (thon) Rinsing water (seafood environment) L.monocytogenes AOOEQ035 | Environment g?gi‘;?;s h / 2-2-4-1-1 | 2,0 + + + + a
2019 | 4687 | Eau ringage (thon) Rinsing water (seafood environment) L.monocytogenes Ad548 Environment gfgilggc% h / 1-0-1-1-2 | 1,0 + + + + a
2019 | 4688 Eau fingage Rinsing water (seafood environment) L.monocytogenes AOOE035 | Environment Sf ed'“? 48h / 2-2-4-1-1 | 2,0 + + + + a
(environnement mer) 3°C+2°C
Eau ringage bol I . . . Seeding 48 h rYYs
2019 | 5081 (environnement laitier) Rinsing water (dairy environment) L.monocytogenes Ad550 Environment 3°C42°C / 0-0-0-1-0 | 0,2 + + + + a
Eau ringage Seeding 48 h
2019 | 5086 | (environnement Rinsing water (vegetable environment) L.monocytogenes Ad2503 Environment 39049°C / 3-2-2-2-4 | 26 + + + + a
végétaux) -
2019 | 5091 Eau ringage Rinsing water (poultry environment) L.monocytogenes Ad1272 Environment+ Seeding 48 h / 0-1-0-0-0 | 0,2 + + + + a
(environnement vollaile) ' Environment 3°C+2°C '
Eponge lame cutter . . . Seeding48h Y YR
2019 | 5077 (environnement laitier) Sponge (dairy environment) L.monocytogenes Ad550 Environment 39049°C / 0-0-0-1-0 | 0,2 + + + + b
Eponge paillasse . . . Seeding48h Ao
2019 | 5078 découpe fromage Sponge (dairy environment) L.monocytogenes Ad550 Environment 39049°C / 2-3-2-31 | 2.2 + + + i b
Eponge cutter Seeding 48 h
2019 | 5082 | (environnement Sponge (vegetable environment) L.monocytogenes Ad2503 Environment 39C42°C / 3-2-2-2-4 | 26 + + + + b
végétaux) +
Eponge balance Seeding 48 h
2019 | 5083 | (environnement Sponge (vegetable environment) L.monocytogenes Ad2503 Environment 350 +2‘9C / 3-2-2-2-4 | 26 + + + + b
végétaux) +
Chiffonnette outils . . . Seeding48h
2019 | 5084 découpe végétaux Wipe (vegetable environment) L.monocytogenes Ad2503 Environment 39042°C / 3-2-2-2-4 | 2,6 + + + i b
Eponge cutter . Environment+ Seeding 48 h Yy
2019 | 5087 (environnement volaille) Sponge (poultry environment) L.monocytogenes Ad1272 Environment 39049°C / 0-1-0-0-0 | 0,2 + + + i b
2019 | 5089 Chn’fonnette balance . Wipe (meat environment) L.monocytogenes Ad1272 Environment S? ed'”? 48h / 1-1-3-2-0 | 14 + + + + b
(environnement carné) 3°C+2°C
2019 | 5578 Chlffonnett'e palllasse Wipe after clea.nmg process L.monocytogenes Ad2600 Environment Sf ed'“? 48h / 1-3-3-2-4 | 2,6 + + + + b
découpe végétaux (vegetable environment) 3°C+2°C
Chiffonnette aprés Seeding 48 h
2019 | 5579 | nettoyage plan de travail | Wipe (dairy environment) L.monocytogenes Ad2600 Environment 350 +2‘9C / 1-3-3-2-4 | 26 + + + + b
(environnement laitier) =
Chiffonnette cutter Seeding 48 h
2019 | 5580 | (environnement Wipe (vegetable environment) L.monocytogenes Ad2600 Environment 350 +2‘9C / 1-3-3-2-4 | 2,6 - b
végétaux) -
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Artificial contaminations (ADRIA Développement, Extension study 2019) Global result
) Inoculation level N Simplified | o. ...
Date of Pt Product (French name)  Product _ . _ Injuryy | (CFU/sample) SITyTilged Simplified EEE SITypsliTed
analysis Strain Origin Injury protocol measu- lysis FDRS
rement | Enumeration | Mean cf‘PF- APFFast | APF A;E I:s t
assic Classic as
, . . . Seeding48h
2019 | 4046 | Déchets saumon Residues (seafood environment) L.monocytogenes AOOEO08 | Environment 39049°C / 1-0-1-2-0 | 0,8 + + i c
2019 | 4047 | Déchets poissons Residues (seafood environment) L.monocytogenes AOOE008 | Environment gf gi‘g?c“s h / 1-0-1-2-0 | 0,8 + + + i c
2019 | 4048 | Déchets pareuse Residues (seafood environment) L.monocytogenes AOOEOO8 | Environment g?gilggc;% h / 1-0-1-2-0 | 0,8 + + + + c
2019 | 4050 | Déchets chantilly Residues (dairy environment) L.monocytogenes Ad627 Environment g?gi'g?c“s h / 2-0-3-2-1 1,6 + + + + c
2019 | 4051 | Déchets chantilly Residues (dairy environment) L.monocytogenes Ad627 Environment gfgi'ggcd's h / 2-0-3-2-1 1,6 + + + + c
2019 | 4689 | Déchets saumon Residues (seafood environment) L.monocytogenes AOOE035 | Environment gfgi'ggc;% h / 2-2-41-1 | 2,0 + + + i c
2019 | 4690 | Déchets saumon herbes | Residues (seafood environment) L.monocytogenes Ad548 Environment g?gilggc;% h / 1-0-1-1-2 | 1,0 + + + + c
2019 | 5085 S:g:s:s vegetaux 4e Residues (vegetable environment) L.monocytogenes Ad2503 Environment gf gi‘g?c“s h / 3-2-2-2-4 | 26 + + + + c
, . . . Environment+ Seeding 48 h
2019 | 5090 | Déchets viande veau Residues (veal environment) L.monocytogenes Ad1272 Environment 39049°C / 0-1-0-0-0 | 0,2 + + + i c
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Appendix 4 — Sensitivity study: raw data (Initial validation study, IPL (2005 - 2006) -
Extension study, ISHA (2017) - Extension study, ADRIA (2019))

Protocol 1 (Half Fraser - Standard Il lysis) - Meat products

103

Protocol 1 (Half Fraser - Standard Il lysis) - Dairy products

106

Protocol 1 (Half Fraser - Standard Il lysis) - Seafood products

109

Protocol 1 (Half Fraser - Standard Il lysis) - Vegetable products

112

Protocol 1 (Half Fraser - Standard Il lysis)RTE/RTRH

115

Protocol 1 (Half Fraser - Standard Il lysis) - Environmental products

119

Protocol 2 (LSB - Standard Il Lysis) - Meat products

122

Protocol 2 (LSB - Standard Il lysis) - Dairy products

126

Protocol 2 (LSB - Standard Il lysis) - Seafood products

129

Protocol 2 (LSB - Standard Il lysis) - Vegetable products

132

Protocol 2 (LSB - Standard Il lysis) - RTE/RTRH

135

Protocol 2 (LSB - Standard Il lysis) - Environmental products

139

Protocol 3 (LSB - Easy Il lysis) - Meat products

142

Protocol 3 (LSB - Easy Il lysis) - Dairy products

146

Protocol 3 (LSB - Easy Il lysis) - Seafood products

150

Protocol 3 (LSB - Easy Il lysis) Vegetable products

155

Protocol 3 (LSB - Easy Il lysis) - RTE/RTRH

156

Protocol 3 (LSB - Easy Il lysis) - Environmental products

159

Protocols 4 and 5 (LSB — With or without FDRS - Easy Il lysis) - Environmental samples
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IPL (2005-2006)

AC: artificial contamination

Amount of flora;

Flora repartition:

ISHA (2017)

RM:
AM:
ST:
SN:
se:
+:

[
O&A:
()
PA:
NA:
PD:
ND:
FN:
FP:
A:

P:
0/1/2/3/4:
SILIMMH:
L.m.:
L.w:
L.in:
L.iv:

ADRIA

&: no colonies
L: low

M: medium

H: high

A: pure culture of expected colonies

Bio-Rad

B: mix with majority of expected colonies and a minority of expected colonies

C: mix with a minority of expected colonies

D: mix with rare expected colonies

E: no expected colonies

(x): x characteristic colonies of Listeria if x <5

*: presence of 2 kinds of characteristic colonies (Listeria monocytogenes + others)

reference method
alternative method
sample type

sample number
seeding

positive result
negative result

test not realised
Ottaviani and Agosti
absence of colonies
positive agreement
negative agreement
positive deviation
negative deviation
false negative result
false positive result
absence

presence

level of typical flora, from absence to high
level of annex flora, from absence to high
Listeria monocytogenes

Listeria welshimeri
Listeria innocua
Listeria ivanovii
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ADRIA(2019)

(x):

number of colonies in the plate

Bio-Rad

H+: Typical colonies of Listeria with opaque halo

H-: Typical colonies of Listeria spp. without opaque halo

- no typical colonies but presence of background microflora

st: plate without any colony

d: doubtful result

PA: positive agreement

NA: negative agreement

ND: negative deviation

PD: positive deviation

PPNA: positive presumptive negative agreement

PPND : positive presumptive negative deviation

W: weak reaction

NC: non-characteristic colonies on TSYEA

iQ-Check:
Protocol 1 CtTX Ct value for the target DNA amplification
Ct Ct value for internal control DNA amplification
Protocols 2 and 3 Ct FAM Ct value for the target DNA amplification
CtCint Ct value for the control DNA amplification
Protocols 4 and 5 Ct FAM Ct value for the target DNA amplification
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Protocol 1 (Half Fraser - Standard Il lysis) - Meat products

Protocol 1 (Half Fraser - Standard Il lysis)

Initial validation (IPL 2005)

Bio-Rad

MEAT PRODUCTS
Reference method Alternative method
. Fraser 1/2 (10ul Fraser Pure DNA
Wz | G B ) PEHIEA BT (o Identifications Result Ct Ct | Result | RLM Identifications A
P1 A1 AL1 P2 A2 AL2 TEX | EAM
a 017 | PC | No |Bceuf haché %] %] %) %) %) %] - N/A | 34,0 a / =
a 021 | PC | No | Steak de cheval @ @ @ @ @ @ - N/A | 354 ) / =
a 035 | PC | No |Bceufhaché %] %] %] %] %] %] / - N/A 349 a / =
a 035 | PC | No |Bceufhaché %] %] %) %) %] %] / - N/A | 35,1 @ / =
a 054 | PC | No |Escalope de poulet @ @ @ @ @ @ / - N/A | 337 %] / =
a 058 | PC | No |Bceufhaché %) %) %) %) %) %) / - N/A 1320 %] / =
a A12 | PC | No | Steak haché surgelé %) %) %] -HE %] -LE / - N/A | 32,1 / / =
a A13 | PC | No |Viande hachée @ 9] %) 9] @ @ / - N/A | 321 / / =
a B9 | PC | No |Viande de boeuf -LE %) %) %) @ @ / - N/A | 321 / / =
a C12 | PC | No |Cuisses de poulet %] %] %] %] %] %] / - NA | 315 / / =
a C14 | PC | No |Pavé haché +LA +LA +LB +HA | +HA | +HA L.ivanovii - N/A |327 -LB L.ivanovii =
a E18 | PC | No | Steaks hachés surgelés %) %) 9] 9] %) %) / - N/A | 34,9 / / =
a I3 | PC | No |Steak haché surgelé -LE %) %] -HE | -ME | -ME / - N/A |36,2 -LE / =
a I8 | PC | No |Viande de cheval %) @ @ @ -LE -LE / - N/A | 33,8 / / =
a 111 | PC | No |Viande hachée %) %) %) %) %) %) / - N/A | 36,8 / / =
a 13 | PC | No |Viande hachée de cheval %] -LE -LE %] %] a / - N/A | 342 / / =
a J3 | PC | No |Viande de boeuf @ @ %) %) @ @ / - N/A | 36,4 / / =
a J23 | PC | No |Cuisses de poulet +MA -ME -ME +HA | -HE -HE / - N/A | 348 / / =
a L2 | PC | No |Magrets de canard -LE -LE -LE -HE -HE -HE / - N/A | 34,3 -LE =
a B3 | PC | No |Haché tartare -LE @ -LE %) @ @ / - N/A | 32,7 - / / =
a 07 | PC | No |Viande de beeuf +LA +LB -LE +MA | +MC | +MC | L.monocytogenes + 343 1325 + +MC | L.monocytogenes =
a 020 | PC | No |Cuisse de poulet +LA %] +LA +HA | +MA | +MA | L.monocytogenes + 325 | 347 + +LA | L.monocytogenes =
a 028 | PC | No |Cuisse de poulet +A +LA +LA +MA | +MA | +MA | L.monocytogenes + 245 1319 + +MA | L.monocytogenes =
a B8 | PC | No |Filetde poulet +MB +MB +MB +HB | +MC | +HC* | L.monocytogenes + 289 |321 + +MB | L.monocytogenes =
a 5 | pc | N . . L.monocytogenes
o | Filet de poulet -La +LC +LC +HA | -HE | +HC “L_innocua(5) + N/A | 339 +MC | L.monocytogenes ND
a 114 | PC | No |Viande hachée de cheval +LA +LA +LA +HA | +HA | +HA | L.monocytogenes + 31,8 337 + +LA | L.monocytogenes =
a J4 | PC | No |[Viande de porc +LB +LA +LA +HB | +HA | +HA | L.monocytogenes i 256 | 357 + +MA | L.monocytogenes =
a J5 | PC | No |[Viande de porc +MB +MB +MB +HB | +HB | +HB | L.monocytogenes + 241 38,0 + +HA | L.monocytogenes =
a L3 | PC | No |Magrets de canard +MB +MB +MB +HB | +MB | +MB | L.monocytogenes + 252 | 346 + +MB | L.monocytogenes =
a L18 | PC | No |Magrets de canard +HB +HB +HB +HB | +HB | +HB | L.monocytogenes i 218 | 354 + +LB | L.monocytogenes =
b A11 | PC | No |Rissolette de veau %) @ %) %) @ @ / - N/A | 32,6 / / =
b 424 | 347
E17 | PC | No |Rissolette de veau surgelée a a a a a a / - 40,8 | 34,1 + a / PPNA
NA |344
b E20 | PC | No |Rissolette de veau surgelée %) %) %) %) @ %) / - N/A | 34,9 / / =
b 018 | PC | No |Veaupané +MA -ME -ME +HA | -ME | -ME L.innocua - N/A | 37,3 -ME L.innocua =
b 037 | PC | No |Saucisse au thym 9] 9] -LE @ @ @ / - N/A | 35,1 ] / =
b 051 | PC | No |Veaupané %] %] %) %) %] %) / - N/A 322 -LE / =
b A14 | PC | No |Nuggets de poulet surgelés %] %] %] %] %] %] / - N/A |328 / / =
b B5 | PC | No |Merguez 9] -LE -LE @ @ @ / - N/A | 32,0 / / =
b B7 | PC | No |Chaira saucisse 9] @ @ @ @ @ / - N/A | 314 / / =
b B10 | PC | No |Haché bolognaise -LE -LE -LE -ME | -LE -LE / - N/A |325 / / =
b B11 | PC | No |Burger oignons %) %) %) %) @ @ / - N/A 328 / / =
b D18 | PC | No |Burger tomates %) %) %) %) @ @ / - N/A | 32,7 / / =
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Protocol 1 (Half Fraser - Standard Il lysis)

Initial validation (IPL 2005)

Bio-Rad

MEAT PRODUCTS
Reference method Alternative method
. Fraser 1/2 (10ul Fraser Pure DNA
Wz | G B ) PEHIEA BT (o Identifications Result Ct Ct | Result | RLM Identifications A
P1 A1 AL1 P2 A2 AL2 TEX | EAM
b E19 | PC | No |Boulettes crues de bceuf, facon tunisienne %] %] %] %] %] %] / - N/A | 36,7 / / =
b 9 | PC | No |Haché bolognaise +LA -LE -LE +HA | -ME | -ME L.welshimeri - N/A | 34,0 / / =
b J24 | PC | No |Haché bolognaise +LA -LE -LE +HB -HE -HE L.welshimeri - N/A | 35,3 - / / =
b 2 | PC | No |Saucisses de Toulouse +HA +MA +MA +HA | +MA | +HA | L.monocytogenes + 17,3 | N/A + +HA | L.monocytogenes =
b 029 | PC | No |Paupiettes de dindonneau -La* -LE -LE +MA | -Mc* | +MD L*.Lmonocyt ogenes + 371 | 328 + +MD | L.monocytogenes =
.welshimeri (5)
b 055 | PC | No |Paupiettes de dindonneau +LC %] +LA +MA | +MA | +MA | L.monocytogenes + 32,7 336 + +LB | L.monocytogenes =
b 6 | PC | No |Merguez et chipolatas -La* +LC +LB(3) | +HB | +MC | +MC L'qlo;%%}g 32(95398 + 34,7 | 339 + +LC | L.monocytogenes =
b 110 | PC | No |Saucisses de Morteau +MA +MA +MA +HA | +HB | +HB | L.monocytogenes + 20,8 | 34,7 + +MA | L.monocytogenes =
b B6 | PC | No |Langue cuite +MA +MA +MA | +MB | +HA | +HA | L.monocytogenes + 2719 327 + +MA | L.monocytogenes =
c 02 | PC | No |Paté -LE / %] %] / %] / - NA | 31,7 @ / =
c 041 | PC | No |Lardons fumés -LE -LE -LE +LA | -ME | -ME L.welshimeri - N/A | 353 %] L.welshimeri =
c 059 | PC | No |Paté de téte @ @ @ @ @ @ / - N/A 1323 %) / =
c A9 | PC | No |Lardons nature %] %] %] %] -LE -LE / - N/A 1329 / / =
c A10 | PC | No |Lardons fumés -LE -LE -LE +HB -HE -HE L.innocua - N/A | 32,2 / L.innocua =
c B4 | PC | No |Salami @ @ @ @ @ @ / - N/A 318 / / =
c E21 | PC | No |Jambon de Parme %] %] %] %] %] %] / - N/A | 34,1 / / =
c 11 PC | No |Lardons +LB -LE -LE +HB | -ME | -ME L.welshimeri - N/A | 337 / / =
c l4 | PC | No |Salami @ @ @ @ @ @ / - N/A |334 / / =
c 115 | PC | No |Paté de foie %] %] %] %] %] %] / - N/A |34,0 - / / =
c J2 | PC | No |Lardcrusalé +MA +LA +LA +HA | +HA | +HA | L.monocytogenes i 242 | 38,0 + +MA | L.monocytogenes =
¢ | J6 | PC| No |Lardcrusalé +MB | +B | +LB | +HB | +HB | +HB L'”Zovcgﬁsfﬁgges + | 217|357 + | +MB | L.monocytogenes =
c 060 | PC | No |Lardons fumés +LD -LE -LE +HA | -ME | -ME | L.monocytogenes + 32,6 |343 + -ME / = (sf RLM)
c A7 | PC | No |Rillettes de canard +MA +MA +MA | +MA | +MA | +MA | L.monocytogenes + 256 | 326 + +MA | L.monocytogenes =
c A8 | PC | No |Jambon blanc LE(2) %) %) %) %) % / - 418 | 34,7 + +LA(1) | L.monocytogenes PD
c B1 | PC | No |Cervelas +LB +LB +MB +HB | +HB | +HB | L.monocytogenes + 341 1323 + +MB | L.monocytogenes =
c B2 | PC | No |Jambon blanc +LA +MA +MA +HA | +HA | +HA | L.monocytogenes + 29,3 1329 + +MA | L.monocytogenes =
c C11 | PC | No |Pété de téte +LA +LA +LA +HA | +HA | +HA | L.monocytogenes + 30,8 | 324 + +LA | L.monocytogenes =
c 12 | PC | No |Saucisses de Strashourg +HA +MA +MA +HA | +HB | +HB | L.monocytogenes + 18,9 |359 + +HA | L.monocytogenes =
c J1 | PC | No |Lardons +MB +LB +MB +HB | +HB | +HB | L.monocytogenes + 270 1365 + +MB | L.monocytogenes =
c K22 | PC | No |Paté de téte +LD(1) +LD +LD +HA | +HA | +HA | L.monocytogenes + 36,0 | 343 + +LB | L.monocytogenes =
c K23 | PC | No |Paté de téte +LA +MA +MA +HA | +HA | +HA | L.monocytogenes + 245 | 348 + +MA | L.monocytogenes =
c K24 | PC | No |Paté de téte persillé +MA +MB +MB +HA | +HB | +HB | L.monocytogenes + 20,0 | 36,6 + +HB | L.monocytogenes =
c L19 | PC | No |Langue en gelée +MB +LB +LB +HB | +HB | +HB | L.monocytogenes + 341 1347 + +LB | L.monocytogenes =
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Protocol 1 (Half Fraser - Standard Il lysis)
Renewal study (ISHA 2017)

MEAT PRODUCTS
o . AM: iQ-Check
Contamination RM: NF EN ISO 11290-1 Half Fraser - Standard Il lysis Additional pathway of
ST| SN |Time Sample Half Fraser Fraser Confirmation . iQ-Check Confirmation a Confirmation b . confirmation ISO Concordance RM/AM
Strain | Type | Level N —ic | el 16140-2:2016
O&A | Palcam | O8A | Palcam | Identification | result e | am | Results RLM AL | RLM | Identification | result
b | 167 | TO | Pork muzzle with mayonnaise |LIS|4.30| se | 3,2 |4h+L| 4h-M |4h+L| 4h+L / + 32,61 | 26,21 + 4h+L 4h-M | 4h+L L.m + Cf. RM PA
e . AM: iQ-Check
Contamination 5L IFR LT Half Fraser - Standard Il lysis - Storage 72h at 5°C Additional pathway of
ST| SN |Time Sample Half Fraser Fraser Confirmation . iQ-Check Confirmation a Confirmation b . confirmation ISO Concordance RM/AM
. Final Final .
Strain | Type | Level o CtC. Ct o 16140-2:2016
O8A | Palcam | O8A | Palcam | Identification | result e | Eay | Results RLM AL |RLM | Identification | result
b | 167 | T72h| Pork muzzle with mayonnaise |LIS 4.30| se | 3,2 |4htL| 4h-M |4h+L| 4h+L / + 33,05 | 24,53 + 4h+L 4h-M | 4h+L L.m + Cf. RM PA
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Protocol 1 (Half Fraser - Standard Il lysis) - Dairy products

Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

DAIRY PRODUCTS

Bio-Rad

Reference method

Alternative method

Fraser 1/2 (10ul)

Fraser

Pure DNA

DEEREE PEHIEA BT Identifications Result Ct Ct | Result | RLM Identifications S
P1 A1 AL1 P2 A2 AL2 TEX | EAM
a A16 | PL | No |Munsterau lait cru -LE -LE -LE -LE %] %] / - N/A | 320 / / =
a 08 | PL | No |Chévre au lait cru @ @ %) @ ] @ / - N/A | 321 -LE / =
a O11 | PL | No |Chévre au laitcru %] %] %] %] a %] / - N/A |33,6 a / =
a | 024 | PL| No [fOmage fermieraulal i de 0 0 o | o | 9| o / ~ | NA [ 333 LE / -
a | 025 | PL | No | Fromegefermieraulailonde 0 0 o | 0| 0| o / - | NA | 335 0 / -
a 036 | PL | No |Chévre au lait cru %) %) %) %) ] %) / - N/A | 31,6 ) / =
a 040 | PL | No |Chévre au lait cru %] %) %) %] a %] / - NA |334 -LE / =
a J14 | PL | No |Fromage au lait cru de chévre %] %] %] %] %] %] / - N/A | 359 / / =
a 056 | PL | No |Chévre au lait cru %) %) -LE -LE ] @ / - N/A | 315 - -LE / =
a 04 | PL | No |Chévre aulaitcru +LA (1) / -LE(1) | +HA / +HA | L.monocytogenes + 350 | 31,7 + +LB(4) | L.monocytogenes =
a 012 | PL | No |Fromage au lait cru de chévre +LA +LA +LA +HA | +MA | +MA | L.monocytogenes i 242 1325 + +MB | L.monocytogenes =
a 013 | PL | No |Fromage au lait cru de chévre +LA +LA +LA +HA | +MA | +MA | L.monocytogenes + 254 1323 + +MB | L.monocytogenes =
a 014 | PL | No |Fromage au lait cru de chévre +LA +LA +LA +HA | +HA | +MA | L.monocytogenes + 21,3 1334 + +MA | L.monocytogenes =
a 038 | PL | No |Chévre au lait cru %] %] %] +A | -LE -LE L.monocytogenes + 312 | 348 + +LA | L.monocytogenes =
a 039 | PL | No |Chévre au lait cru +LA +LA +LA +MA | -LE -LE L.monocytogenes + 26,1 34,0 + +MB | L.monocytogenes =
a A15 | PL | No |Ossau lraty au lait cru -ME %] %] +HA | +MA | +HA | L.monocytogenes i 406 | 319 + +LA | L.monocytogenes =
a 136 | PL | No |Cheévre aulait cru +MA +MA +MA +HB | +HB | +HB | L.monocytogenes + 247 | 338 + +MA | L.monocytogenes =
a 137 | PL | No |Crottin de chévre -ME +L.C +L.C +HA | +HC | +HC | L.monocytogenes + 321 1326 + +LB | L.monocytogenes =
392 | 325 +
a 138 | PL | No |Roquefort -ME a a -ME a a / - 37,0 | 359 + a / PPNA
N/A | 356
b 069 | PL | No |Laitcru %] %) %] %] a %] / - NA |328 / / =
b 070 | PL | No |Laitcru %] %] %) %] a %] / - NA [339 / / =
b 071 | PL | No [Laitcru %) %) %) %] %] %) / - N/A 1343 / / =
b 072 | PL | No |Laitcru -LE -LE -LE -ME | -ME | -ME / - NA | 343 / / =
b 073 | PL | No |Laitcru %] %] %] -LE -LE -LE / - N/A | 34,0 / / =
b 074 | PL | No |Laitcru -LE -LE -LE -ME | -ME | -ME / - N/A |33,6 / / =
b J16 | PL | No |Laitcru %] %] %] %] a %] / - N/A | 34,7 / / =
b J17 | PL | No |Laitcru %] %] %) %] a %] / - N/A |338 / / =
b L15 | PL | No |Laitcru %) %] %) -LE -LE -LE / - N/A |332 / / =
c 09 | PL | No |Reblochon %] %] %] %] %) %] / - NA |328 -LE / =
c 010 | PL | No |Reblochon %] %] %] %] a %] / - NA 315 -LE / =
c A18 | PL | No |Carré +LB -LE -LE +HB -HE -ME L.innocua - N/A | 32,7 / L.innocua =
c A19 | PL | No |Carré %] %] -LE %] %) %] / - NA |32,7 / / =
c B12 | PL | No |Fromage crolte lavée %) %] %] -LE a %] / - NA |324 / / =
c B13 | PL | No |Carré -ME %) %) -ME %] -LE / - N/A | 321 / / =
c C2 | PL | No |Carré -LE %] %] -LE %] %] / - NA | 314 / / =
c C3 | PL | No [Reblochon %] %] %] %] a %] / - N/A |32,6 / / =
c C5 | PL | No |Camembert -LE 9] @ @ ] @ / - N/A | 325 / / =
c D10 | PL | No |Carré -LE %] %] %) %] %) / - N/A | 32,0 / / =
c D12 | PL | No |Epoisses %) -LE -LE %] a %] / - NA | 321 / / =
c D13 | PL | No |Fromage crolte lavée -LE 9] -LE -ME ] @ / - N/A | 31,6 / / =
c D15 | PL | No |Camembert -LE 9] @ @ ] @ / - N/A | 32,2 / / =
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Bio-Rad

Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

DAIRY PRODUCTS
Reference method Alternative method
. Fraser 1/2 (10ul) Fraser Pure DNA
REEN N G LT, Identifications Result Ct Ct | Result | RLM Identifications Agreement
P1 A1 AL1 P2 A2 AL2
TEX | FAM
c J13 | PL | No [Maroilles %] -LE %] %) a %) / - N/A |358 / / =
c J15 | PL | No |Maroilles fermier @ @ @ @ ) @ / - N/A | 35,8 / / =
c 043 | PL | No |Chévre fermier %] %] %] %) a %) / - NA | 342 ) / =
c J12 | PL | No |Chevrotin fermier +LC %] %] %) @ %) / - N/A |36,8 - / / =
c 052 | PL | No |Carré +MB +MA +MA | +MA | +MA | +MA | L.monocytogenes + 209 1324 + +HB | L.monocytogenes =
¢ |083|PL| No |Caré HA | +A | +B | +MA | +MA | +MA L”Z"I’r’,‘r’,gfﬁg?g)es + | 283|316 + | +MB | Lmonocytogenes -
c A17 | PL | No |Petitcarré -LE @ @ +MA | +MA | +MA | L.monocytogenes + 346 | 327 + +LA(5) | L.monocytogenes =
c A20 | PL | No |Camembert %) %) +LA(1) | +HA | +HA | +MA | L.monocytogenes + 37,7 1320 + +MA | L.monocytogenes =
c C4 | PL | No |Fromage de Bergues fermier +LB +HA +MA +HA | +HA | +HA | L.monocytogenes + 26,9 | 341 + +LC | L.monocytogenes =
c C6 | PL | No |Fromage crolte lavée +MA +MA +MA +HA | +HA | +HA | L.monocytogenes + 21,3 1330 + +MB | L.monocytogenes =
c C13 | PL | No |Munsterau lait cru +LB +LC +LC +HB | +HB | +HB | L.monocytogenes i 294 1330 + +LD | L.monocytogenes =
c D7 | PL | No |Camembert +LB +MA +MB +MB | +MB | +MB | L.monocytogenes i 250 | 32,7 + +MA | L.monocytogenes =
c D9 | PL | No |Camembert +LA +LA +LA +HB | +MA | +MA | L.monocytogenes + 28,7 1322 + +LB | L.monocytogenes =
c D11 | PL | No |Epoisses +HA +HA +HA +HA | +HB | +HA | L.monocytogenes + 176 354 + +HA | L.monocytogenes =
c D14 | PL | No |Carré +LB +LD | +MD(1) | +HB | +HA | +MB | L.monocytogenes + 30,2 | 318 + +(I\éI)D L.monocytogenes =
c 049 | PL | No |[Chévre fermier +LA +LA +LA +MA | +MA | +MA | L.monocytogenes + 30,9 329 + +MB | L.monocytogenes =
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Protocol 1 (Half Fraser - Standard Il lysis) - Dairy products

Bio-Rad

Protocol 1 (Half Fraser - Standard Il lysis)
RENEWAL STUDY (ISHA 2017)
DAIRY PRODUCTS
o : AM: iQ-Check Additional
Contamination RM: NF EN ISO 11290-1 Half Fraser - Standard Il lysis pathway of
ST| SN | Time Sample confirmation Concordance
_ Half Fraser Fraser Confirmation |  Final iQ-Check Confirmation a Confirmation b Final ISO 16140- RM/AM
Strain | Type | Level result result :
08A | Palcam | O&A [ Palcam | Identification CtC.int | CtFAM | Results RLM AL [ RLM | Identification 2:2016

a| 62 TO | Neuf Chatel raw milk / / / oL oL 0 0d / - 37,29 N/A - 09 00 | 0 / - Cf. RM NA
a| 64 TO | Camembert of Normandie raw milk / / / oL oL 09 09 / - 36,72 N/A - 09 00 | 00 / - Cf. RM NA
b | 90 TO | Raw milk / / / oL oM 0 0d / - 38,19 N/A - 09 00 | 00 / - Cf. RM NA
b| 75 TO | Raw milk LIS[459 | se 24 |2h+M| 3h-L |3h+@| 4h-@ L.m + 35,09 18,49 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b| 77 TO | Raw milk LIS|4.59 | se 24 [2h+tM| 3h-M | 3h+L | 4h-L L.m + 37,71 21,23 + 3h+L 3h+L | 3h+L L.m + Cf.RM PA
b | 79 TO | Raw milk LIS[459 | se 24 | 3htL | 3h-L |3h+tL | 4h-L L.m + 32,52 24,89 + 3h+@ 4h+@ | 3h+Q L.m + Cf. RM PA
b | 81 TO | Raw milk LIS[4.23 | se 32 | 3htL| 3h-L |4htL| 4h-@ L.m + 37,71 24,34 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 83 TO | Raw milk LIS|4.23 | se 32 [3h+tM| 3h-M | 3h+L | 4h-L L.m + 34,61 23,37 + 3h+L 3h+L | 3h+L L.m + Cf.RM PA
b | 85 TO | Raw milk LIS[4.23 | se 32 |4h+@| 3h-M | 3h+L | 4h-L L.m + 35,8 21,53 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 87 TO | Raw milk butter LIS|4.62 | se 26 |4htL | 3h-L | 4h+tL | 4h-@ L.m + 36,89 25,64 + 3h+L 3h+L | 3h+L L.m + Cf.RM PA
b | 89 TO | Raw milk butter LIS|4.62 | se 26 |3h+M| 3h-M |4h+@| 4h-@ L.m + 37,84 20,07 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 91 TO | Raw milk LIS|4.62 | se 26 [4h+@| 3h-M | 3h+L | 4h-L L.m + 35,32 20,33 + 3h+L 3h+L | 3h+L L.m + Cf.RM PA
b | 93 TO | Raw milk LIS|4.65 | se 22 |2h+tM| 3h-@ | 3h+L | 4h-@ L.m + 47,54 15,1 + 3h+M 4h+@ | 3h+M L.m + Cf.RM PA
bl 95 TO | Raw milk LIS[4.65 | se 22 |3h+M| 3h-@ |3h+L| 4h-L L.m + 34,36 16,92 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 97 TO | Raw milk LIS|4.65 | se 22 |3htM| 3h-@ | 3h+tL | 4h-L L.m + 35,25 19,18 + 3h+L 3h+L | 3h+L L.m + Cf.RM PA
b | 99 TO | Raw milk LIS |4.61 se 24 | 3h+L | 3h-L |4h+L| 4h-@ L.m + 35,41 23,46 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA

- _ AM: iQ-Check Additional
I o Contamination RM: NF EN IS0 11290-1 Half Fraser - Standard Il lysis - Storage 72h at 5°C pattWaY o | ¢ e

me amee svar | Tvoe | Lovel | TMFraser | Fraser | Confimaton | Fina 1Q-Check Confirmation a Confirmation b Final | 80 1040 | RWAM

w O&A | Palcam | O&A | Palcam | Identification result CtC.int | CtFAM | Results RLM AL | RLM | Identification result 2:2016
b | 75 | T72h | Raw milk LIS|4.59 | se 24 [2h+tM| 3h-L |3h+d| 4h-@ L.m + 33,78 18,58 + 3h+M 3h+L | 3h+M L.m + Cf.RM PA
b | 77 | T72h | Raw milk LIS{459 | se 24 |2h+tM| 3h-M | 3h+L | 4h-L L.m + 32,78 22,36 + 3h+M 3h+L | 3h+M L.m + Cf. RM PA
b | 79 | T72h | Raw milk LIS|4.59 | se 24 | 3htL | 3h-L |3h+tL | 4h-L L.m + 32,46 25,74 + 3h+d 4h+@ | 3h+Q L.m + Cf.RM PA
b | 81 | T72h | Raw milk LIS|4.23 | se 32 |3htL| 3h-L |4h+L | 4h-@ L.m + 33,56 19,56 + 3h+d 4h+@ | 3h+Q L.m + Cf.RM PA
b | 83 | T72h | Raw milk LIS[4.23 | se 3,2 [3h+tM| 3h-M | 3h+L | 4h-L L.m + 33,58 23,25 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 85 | T72h | Raw milk LIS|4.23 | se 32 |4h+@| 3h-M | 3h+L | 4h-L L.m + 33,69 24,18 + 3h+L 3h+L | 3h+L L.m + Cf.RM PA
b | 87 | T72h | Raw milk butter LIS[4.62 | se 26 |4h+tL | 3h-L |4h+L| 4h-@ L.m + 34,05 25,02 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 89 | T72h | Raw milk butter LIS|4.62 | se 26 [3htM| 3h-M |4h+@| 4h-@ L.m + 34,07 25,17 + 3h+L 4h+@ | 3h+L L.m + Cf.RM PA
b | 91 | T72h | Raw milk LIS[4.62 | se 26 |4h+@| 3h-M | 3h+L| 4h-L L.m + 33,74 18,45 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 93 | T72h |Raw milk LIS[4.65 | se 26 |2h+M| 3h-@ |3h+L| 4h-@ L.m + 32,01 19,54 + 3h+L 3h+L | 3h+L L.m + Cf. RM PA
b | 95 | T72h | Raw milk LIS|4.65 | se 22 [3htM| 3h-@ | 3h+tL | 4h-L L.m + 36,15 17,54 + 3h+L 3h+L | 3h+L L.m + Cf.RM PA
b | 97 | T72h | Raw milk LIS[4.65 | se 22 |3h+M| 3h-@ |3h+L| 4h-L L.m + 33,14 30,2 + 3h+L 3h+@ | 3h+tL L.m + Cf. RM PA
b | 99 | T72h | Raw milk LIS | 4.61 se 24 |3htL | 3h-L | 4h+L | 4h-@ L.m + 34,57 25,18 + 3h+L 3h+d | 3h+L L.m + Cf.RM PA
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Protocol 1 (Half Fraser - Standard Il lysis) - Seafood products

Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

SEAFOOD PRODUCTS
Reference method Alternative method
Type | Ref. | Cat | CA Product (in French) Fraser 1/2 (10pl) Fraser oniicat cesul %Ufe DNé cesutt | RL dontiicat Agreement
entifications esu t t esu entifications
P1 A1 AL1 P2 A2 AL2 TEX | EAM
a A2 | PP | No |Tartare de saumon @ @ a a a a / - N/A | 32,0 / / =
a A5 | PP | No |Tartare de saumon ] ) ) ] ] ] / - N/A | 32,7 / / =
a G18 | PP | No |Saumon -LE ] -LE ) ] -LE / - N/A | 34,9 / / =
a G19 | PP | No | Filets de saumon -ME ) -LE -LE ) -LE / - N/A | 32,2 @ / =
a G20 | PP | No |Saumon +MB -ME -LE +HA | -HE -HE L.innocua - N/A | 35,2 / L.innocua =
a G24 | PP | No |Filets de saumon frais +MB -LE -ME +LB -LE -ME L.welshimeri - N/A | 348 / L.welshimeri =
a G25 | PP | No | Filets de saumon frais +LB -LE -LE +LB -LE -ME L.welshimeri - N/A | 34,8 / L.welshimeri =
a G26 | PP | No |Filets de saumon frais +MB -LE -ME +LB -LE -ME L.welshimeri - N/A | 35,0 / L.welshimeri =
a G27 | PP | No |Lieu noir ] ] ] ) ] ) / - N/A | 35,2 / / =
a G28 | PP | No |Pavé de saumon @ a a a a a / - NA | 344 / / =
a H1 | PP | No |Escalope de saumon %] %] %] %] %] %] / - N/A |323 / / =
a L16 | PP | No |Filet de haddock -LE -LE -LE -HE | -ME | -ME / - N/A | 348 - / / =
37,8 | 345 +
a L17 | PP | No |Filetde sabre ] -LE -LE -LE ] ] / - 43,6 | 34,9 + -LE / PPNA
N/A | 34,0 -
a 027 | PP | No |Filet de saumon frais %] %] %] +HA | +MA | +MA | L.monocytogenes + 350 | 33,6 + +LA | L.monocytogenes =
a 044 | PP | No |Tartare de saumon %] +LA %] +HA | +MA | +HA | L.monocytogenes + N/A | 347 - +LA | L.monocytogenes ND
a 048 | PP | No |Tartare de saumon %) %] +LA +MA | +MA | +MA | L.monocytogenes + 346 | 317 + +LA | L.monocytogenes =
a C9 | PP | No |Tartare de saumon +LA +LA +LA +HA | +HA | +HA | L.monocytogenes i 314 | 329 + +LA | L.monocytogenes =
a C10 | PP | No |Tartare de saumon +LA(2) | +LA(2) | +LA(2) | +HA | +HA | +HA | L.monocytogenes + 36,6 |32,0 + +LA | L.monocytogenes =
a J11 | PP | No |Filet de poisson +MA +MA +MA +HB | +HB | +HB | L.monocytogenes + 16,9 | N/A + +MB | L.monocytogenes =
a J18 | PP | No |Poisson +MA +MA +MA +HB | +HB | +HB | L.monocytogenes + 21,8 1409 + +HB | L.monocytogenes =
a J19 | PP | No |Poisson +MB +LB +LB +HB | +HC | +HC | L.monocytogenes + 291 1359 + +HD | L.monocytogenes =
a D19 | PP | No |Filets de harengs doux -LE %) %) +HA | +MA | +HA | L.monocytogenes + 351 318 + +LA | L.monocytogenes =
b 05 | PP | No |Saumon fumé -LE a a a @ a / - N/A | 32,0 %] / =
b 023 | PP | No |Saumon fumé %) %] %) %] %] %] / - NA | 328 %) / =
b 026 | PP | No | Filetde marlin fumé ] ] ] ] ] ] / - N/A | 33,2 @ / =
b 030 | PP | No |Marlin fumé a a a a @ a / - NA |329 %] / =
b 031 | PP | No |Saumon fumé %] %] %] %) %) %) / - N/A | 33,0 @ / =
b 046 | PP | No |Saumon fumé %) %) %) %) %] %) / - NA | 344 @ / =
b 047 | PP | No |Marlin fumé a a a a @ a / - N/A | 335 %] / =
b 050 | PP | No |Saumon fumé a a a a @ a / - NA | 322 %] / =
b 045 | PP | No |Filetde hareng doux 0] 0] 0] 0] 0] 0] / - wﬁ ggg ] / ;
b A3 | PP | No |Filets de harengs marinés ] ) ) ] ] ] / - N/A | 324 / / =
b C7 | PP | No |Filets de harengs saurs ] ] ] ] ] ] / - N/A | 32,2 / / =
b C8 | PP | No |Filets de harengs marinés %] %] %] %] %] %] / - N/A | 321 / / =
b A1 | PP | No |Saumon fumé %] %) %) %] %] %] / - NA | 328 - / / =
b 01 | PP | No |Saumon fumé +HA / +HC +HA / +MC | L.monocytogenes + 209 1326 + +HB | L.monocytogenes =
b 016 | PP | No |Saumon fumé +MA +MA +MA +HA | +MA | +MA | L.monocytogenes i 206 | 36,1 + +MA | L.monocytogenes =
b 019 | PP | No |Saumon fumé +MA +MA +MA +LA | +MA | +HA | L.monocytogenes i 198 | 377 + +MA | L.monocytogenes =
b 022 | PP | No |Saumon fumé %) +LA +LA +HA | +HA | +HA | L.monocytogenes + 31,3 | 344 + +LA | L.monocytogenes =
b 032 | PP | No |Saumon fumé +MA +MA +LA +LA | +LA | +LA | L.monocytogenes i 247 | 345 + +MA | L.monocytogenes =
b 057 | PP | No [Saumon fumé d d d +MA | +MA | +MA | L.monocytogenes i N/A 1328 +LA | L.monocytogenes ND
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Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

SEAFOOD PRODUCTS
Reference method Alternative method
Type | Ref. | Cat | CA Product (in French) Fraser 1/2 (10pI) Fraser Pure DNA Agreement
Identifications Result Ct Ct | Result | RLM Identifications
P1 A1 AL1 P2 A2 AL2 TEX | EAM
b 061 | PP | No |Saumon fumé +LA +LA +LA +HB | +HA | +HA | L.monocytogenes + 31,2 | 32,0 + +LA | L.monocytogenes =
b 062 | PP | No |Saumon fumé +LA +MA +MA +HA | +MA | +MA | L.monocytogenes + 258 1323 + +MA | L.monocytogenes =
b 065 | PP | No |Saumon fumé +LA +LA +LA +HA | +HA | +HA | L.monocytogenes + 308 | 324 + +LA | L.monocytogenes =
b 067 | PP | No |Saumon fumé +MA +MA +MA +HA | +HA | +HA | L.monocytogenes + 30,2 | 32,6 + +MA | L.monocytogenes =
b 068 | PP | No |Truite fumée +HA +MA +MA +HA | +HA | +HA | L.monocytogenes + 17,5 | 36,1 + +HA | L.monocytogenes =
b A4 | PP | No |Thonfumé +LB +LA +MA | +MA | +MA | +MA | L.monocytogenes + 30,3 1323 + +MB | L.monocytogenes =
b E16 | PP | No |Brisures de saumon fumé +LA (5) @ +LA(2) | +MB | +MB | +MB | L.monocytogenes i 37,7 1335 + +LA | L.monocytogenes =
b J10 | PP | No |Brisures de saumon fumé +LA +MA +MA +HA | +HA | +HA | L.monocytogenes + 28,3 | 354 + +MA | L.monocytogenes =
b J8 | PP | No |Filets de harengs saurs +MA +LA +LA +HA | +MA | +MB | L.monocytogenes + 276 | 388 + +MA | L.monocytogenes =
c 03 | PP | No |Tarama de saumon -LE / -LE -ME / -LE / - NA | 314 - -LE / =
c H3 | PP | No |Paupiettes de saumon %] %] -LE %] %] -LE / - N/A |326 - %] / =
40,1 | 35,0 +

. . 355 | 334 + PPNA

c J20 | PP | No |Poisson, sauce citron ] ] ] ] ] ] / - 3.6 | 343 N -LE / Fraser
N/A | 356
c H5 | PP | No |Brochette de saumon a a a @ a -LE / - N/A | 321 - %] / =
c A6 | PP | No |Crevettes cuites +LB +LB +MA | +MB | +MB | +HB | L.monocytogenes + 330 1320 + +LB | L.monocytogenes =
c D20 | PP | No |Crevettes cuites +LA +LB +MB +HB | +MB | +MB | L.monocytogenes + 278 1325 + +LA | L.monocytogenes =
. N/A | 32,3 - ND
c H2 | PP | No |Paupiettes de saumon +LA(1) | +LA(1) ] +HA | +HA | +HA | L.monocytogenes + 147 | NIA N d L.monocytogenes Fraser
c H7 | PP | No |Brochette de poisson blanc +LB +LB +LB +HB | +HB | +HB L.mtzr;z%t gg:nes + 34,0 | 321 + +LB | L.monocytogenes =
c J7 | PP | No |Poisson bordelaise +HA +HA +HA +HB | +HB | +HB | L.monocytogenes + 16,6 | N/A + +HA | L.monocytogenes =
C J9 | PP | No |Poisson bordelaise +MA +MA +MA +MB | +MB | +MB | L.monocytogenes i 16,3 | N/A + +HA | L.monocytogenes =
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Protocol 1 (Half Fraser - Standard Il lysis) - Seafood products

Bio-Rad

Protocol 1 (Half Fraser - Standard Il lysis)
Renewal study (ISHA 2017)
SEAFOOD PRODUCTS
Contamination RM: NF EN ISO 11290-1 . Fra‘:eMr'_'gtac:::r‘; W ysis R
- . - - pathway of
ST!| SN | Time Sample Half Fraser Fraser Confirmation | iQ-Check Confirmation a Confirmation b ) confirmation | C°ncordance
Strain | Type | Level Final Final 1150 16140- RMIAM
yp result result
O&A | Palcam | O&A | Palcam | Identification CtC.int | CtFAM |Results RLM AL | RLM | Identification 2:2016
c | 74| TO |Stick with crab flavour / / / 00 00 00 00 / - 38,20 N/A - 09 09 | 00 / - Cf. RM NA
C |76 | TO |Rillette of sardines / / / 09 09 00 00 / - 38,61/33,7 | 39,81/N/A | +/- 00 00 | 00 / - Cf.RM PPNA
C | 78 | TO |Tarama with cod eggs / / / 09 09 09 09 / - 38,45 N/A - 00 00 | 00 / - Cf.RM NA
C | 80| TO |Rillette of salmon with garlic and sweet herbs / / / 09 09 09 09 / - 38,25 N/A - 0Q 0g | 0d / - Cf.RM NA
C | 82| TO [Rillette of St Jacques / / / 09 09 00 00 / - 39,46 N/A - 00 00 | 00 / - Cf.RM NA
C | 8 | TO [Tunawithfresh cheese and sweet herbs / / / 00 00 00 0g / - 37,8 N/A - 00 0g | 0Q / - Cf. RM NA
C |101| TO | Stick with crab flavour LIS 483| se | 28 |3h+@| 3h-@ |3h+D| 4h-O / t 35,69 23,58 + 3h+d 3h+d | 3h+d L.m + Cf. RM PA
C |103| TO |Rillette of sardines LIS 483 se | 28 |3h+@| 4h-@ |4h+@| 4h-O / + 33,95 21,47 + 4h+@ 3h+d | 4h+d L.m + Cf.RM PA
C |105| TO |Tarama with cod eggs LIS 483| se | 2,8 |3h+@| 4h-@ |4h+Q| 4h-O / + 34,76 26,17 + 4h+Q 4h+Q | 4h+@ L.m + Cf. RM PA
€ |107| TO |[Rillette of salmon with garlic and sweet herbs |LIS 4.15| se | 2,2 |3h+d| 3h-@ |3h+d| 4h-@ / + 33,8 20,17 + 4h+Q 4h+@ | 4h+@ L.m + Cf. RM PA
C |109| TO |[Rillette of St Jacques LIS 415| se | 22 |3h+@| 3h-@ |4h+@| 4h-O / t 36,34 18,93 + 4h+@ 4h+@ | 4h+Q L.m + Cf.RM PA
Contamination RM: NF EN ISO 11290-1 Half Fraser - Stamﬁm Ilﬂylcs?: (-:Igtorage 72h at 5°C :a(:ﬂw:; ?f
ST!| SN | Time Sample Half Fraser Fraser Confirmation | iQ-Check Confirmation a Confirmation b ) confirmation | Concordance
Strain | Type | Level — | el | | Final a0 16140- RWAM
O&A |Palcam | O8A | Palcam | Identification | result | CtC.int | CtFAM |Results RLM AL | RLM | Identification | result 2:2016
C | 101 | T72h | Stick with crab flavour LIS 483 se | 28 |3h+@| 4h-@ |4h+@| 4h-O / t 35,78 24,19 + 3h+d 3h+d | 3h+d L.m + Cf.RM PA
C | 103 | T72h | Rillette of sardines LIS 483| se | 2,8 [3h+@| 4h-@ |3h+d| 3h-O / + 36,04 17,96 + 4h+Q 3h+d | 4h+Q L.m + Cf. RM PA
C | 105 | T72h | Tarama with cod eggs LIS 483| se | 28 |3h+@| 4h-@ |4h+@| 3h-O / + 33,12 18,56 + 4h+@ 4h+@ | 4h+Q L.m + Cf.RM PA
¢ [ 107 | T72h | Rillette of salmon with garlic and sweet herbs | LIS 4.15| se | 2,2 |3h+@| 3h-@ |4h+@| 3h-0 / + 35,69 20,36 + 4h+Q 4h+Q | 4h+Q@ L.m + Cf. RM PA
C | 109 | T72h | Rillette of St Jacques LIS 415| se | 22 |3h+@| 3h-@ |4h+@| 4h-O / + 35,08 20,48 + 4h+@ 4h+@ | 4h+Q L.m + Cf.RM PA
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Protocol 1 (Half Fraser - Standard Il lysis) - Vegetable products

Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

Bio-Rad

VEGETABLE PRODUCTS
Reference method Alternative method
. Fraser 1/2 (10ul) Fraser Pure DNA
073 [RGe | Gt (2 HOE (I ACTE Identifications Result Ct Ct | Result | RLM Identifications AL
P1 A1 AL1 P2 A2 AL2 TEX | EAM
a D3 | PV | No |Courgettes surgelées %] %] %] %] %] %] / N/A |31,8| Neg / / =
a D1 | PV | No |Brocolis @ ] @ @ @ ] / N/A 1326 Neg / / =
344 | 334 +
a E24 | PV | No |Champignons a a a a a a / 319 | 338 + a / PPNA
34,6 |337 +
a H8 | PV | No |Champignons -LE -LE -LE -ME | -ME a / N/A [322| Neg %] / =
) N/A | 34,1 Neg =
a L7 | PV | No |Haricots verts @ ] @ @ @ ] / NA |363] Neg / / -
a J26 | PV | No |Brocolis +MA +MA +MA +HA | +MA | +HA | L.monocytogenes + 276 |36,2 + +MA | L.monocytogenes =
b J22 | PV | No |Macédoine de légumes non assaisonnée @ %) @ @ @ %) / N/A 358 | Neg / / =
b L5 | PV | No |Carottes rapées non assaisonnées -LE %] @ -ME @ %) / N/A 33,7 | Neg / / =
b L11 | PV | No |Mélange de salades -ME -ME -ME +MB | -ME | -ME / N/A 348 | Neg / / =
b D8 | PV | No |Poélée de légumes @ %) @ @ @ %) / N/A 324 | Neg / / =
b L12 | PV | No |Poélée forestiére %) -LE -LE -ME -ME -ME / N/A 1340 Neg / / =
b 16 | PV | Yes | Méache -ME -LE -LE -ME | -LE | -ME / N/A 1338 Neg -LE / =
b [17 | PV | Yes | Mélange de crudités %] a %] %] %) -LE / N/A 356 | Neg / / =
c E23 | PV | No |Pommes de terre rissolées surgelées -LE -LE -LE +MA | -ME | -HE L.innocua N/A 1351 Neg / L.innocua =
c B18 | PV | No |Pommes de terre rissolées surgelées %] %] %] %] %] %] / N/A 327 | Neg / / =
40,0 |32,2 +
, . . . 383 | 344 + PPNA
c B19 | PV | No |Epinards a la créme surgelés @ @ @ -LE @ -LE / 38.7 | 343 N @ / Fraser
40,8 | 34,6 +
c J28 | PV | No |Chou-fleur en gratin -LE ) %) -ME d ) / N/A |136,2| Neg / / =
c L8 | PV | No |Chou cuit %] %] %] %] %] %] / N/A 1340 Neg / / =
c L9 | PV | No |Chou-fleur cuit %) ] %) %) @ ] / N/A 1339 Neg / / =
c L13 | PV | No |Salade de lentilles +LA -ME -ME %) @ ) / - N/A 1339 Neg / / =
c B15 | PV | No |Pommes de terre rissolées surgelées +LB +LA +LA +MA | +HA | +HA | L.monocytogenes i 33,2 | 324 + +MA | L.monocytogenes =
c C1 | PV | No |Pommes de terre rissolées surgelées @ %) @ @ @ %) / - N/A 1323 | Neg / / =
c D4 | PV | No |Pommes de terre rissolées surgelées +MB +LA +MA +HB | +MB | +MB | L.monocytogenes + 256 325 + +MB | L.monocytogenes =
c D6 | PV | No |Epinards ala créme surgelés +LB +LA +LA +HB | +MB | +MB | L.monocytogenes i 301 | 319 + +LA(4) | L.monocytogenes =
c L1 | PV | No |Pommes rissolées surgelées +MA +MA +MA +HB | +MA | +MA | L.monocytogenes + 2477 | 3472 + +MA | L.monocytogenes =
c H9 | PV | No |Mélange de légumes @ %) -LE @ -ME | -ME / - N/A 1330 Neg @ / =
c H6 | PV | No |Purée d'épinards +LA +LA +LA +HB | +HB | +HB | L.monocytogenes i 31,2 1325 + +LB | L.monocytogenes =
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Bio-Rad

Protocol 1 (Half Fraser - Standard Il lysis) - Vegetable products
Renewal study (ISHA 2017)
VEGETABLE PRODUCTS
o . AM: iQ-Check Additional
Contamination L ] BTz Half Fraser - Standard Il lysis pathway of Concordance
ST| SN | Time Sample ‘ Half Fraser Fraser Confirmation Final iQ-Check Confirmation a Confirmation b Final confirmation RM/AM
Strain | Type | Level| hen | paicam | 08A | Palcam| Identification | result CtC. int CtFAM | Results RLM AL | RLM | Identiicatin | result | '°0 518
a | 106 | TO |Banana / / / 0L 0L 09 09 / - 37,91 N/A - 0L OL | OL / - Cf. RM NA
a | 108 | TO |Grape / / / 00 09 0g 09 / - 33,91 N/A - 0g 09 | 00 / - Cf. RM NA
a | 110 | TO0 |Tomato / / / 00 09 0g 09 / - 37,81 N/A - 0g 09 | 00 / - Cf. RM NA
a| 112 | T0 |Plums red / / / 0L 0L 09 09 / - 38,18 N/A - 0L OL | OL / - Cf. RM NA
a| 114 | TO |Pear / / / 00 090 00 00 / - 38,39 N/A - 00 00 | 00 / - Cf. RM NA
b | 116 | TO | Julienne of vegetables / / / 00 09 0g 09 / - 34,02 N/A - 0g 09 | 00 / - Cf. RM NA
b | 118 | TO | Grated carrot / / / 00 09 00 09 / - 33,67 N/A - 00 09 | 00 / - Cf. RM NA
b |120 | TO | Sliced cucumber / / / 09 09 09 09 / - 33,7 N/A - 00 09 | 00 / - Cf. RM NA
c | 128 | TO |Waxbean / / / 0L OL 0g 09 / - 33,81 N/A - 0L OL | oL / - Cf.RM NA
c | 130 | TO |peas steamed / / / oL oL 09 09 / - 33,6 N/A - oL OL | OL / - Cf.RM NA
¢ | 132 | TO | Green lentils cooked / / / 09 00 09 00 / - 33,56 N/A - 09 00 | 00 / - Cf. RM NA
a| 111 | TO |Banana LIS 410| se | 1,6 |3h+M| 3h-L |3h+L| 4h-L / + 34,78 20,31 + 2h+M 3h-L | 2h+M L.m + Cf. RM PA
a | 13| T0 |Grape LIS 410] se | 16 |3htL | 4h-L |4htL| 4h-L / + 37,93 15,33 + 3h+L 4h-L | 3h+L L.m + Cf. RM PA
a| 115 | T0 |Tomato LIS 410| se | 16 |3nh+@| 4h-@ |4h+L | 4h-@ / + 35,02 19,27 + 2h+Q 4h-@ | 2h+@ L.m + Cf. RM PA
a | 117 | T0 |Plums red LIS 435| se | 20 |3nh+@| 4h-@ | 4h+L | 4h-@ / + 36,44-34,39 N/A-23,74 [V/+** 2h+Q 4h-@ | 2h+@ L.m + Cf. RM PA
a| 119 | TO |Pear LIS 435| se | 2,0 |3h+M| 4h-L | 3h+l | 4h-L / + 33,8 21,45 + 3h+M 4h-L | 3h+M L.m + Cf. RM PA
a | 121 | T0 |Yellow plum LIS 4.35] se | 20 |3h+@| 4h-@ | 3h+l | 4h-L / + N/A 19,02 + 3h+d 4h-@ | 3h+@ L.m + Cf. RM PA
a | 123 | TO |Estarapple LIS 4.17| se | 1,8 |3h+M| 4h-L |4h+L| 4h-L / + 33,06 27,26 + 3h+M 4h-L | 3h+M L.m + Cf. RM PA
a | 125 | T0 |Canada grey apple LIS 4.17| se | 1,8 |3h+M| 4h-L |4h+L| 4h-L / + 33,41 22,28 + 3h+M 4h-L | 3h+M L.m + Cf. RM PA
a | 127 | TO |Granny apple LIS 4.17| se | 1,8 |3h+M| 4h-L |4h+L| 4h-L / + N/A 28,23 + 3h+M 4h-L | 3h+M L.m + Cf. RM PA
a | 129 | T0 |Reine-Claude plum LIS 480| se | 3,0 |3h+M]| 4h-M | 4h+L | 4h-L / + 34,71 24,83 + 3h+M 4h-M | 3h+M L.m + Cf. RM PA
a | 131 | TO |Golden apple LIS 480| se | 3,0 |3h+@| 4h-@ | 3h+L | 4h-@ / + 34,21 20,09 + 3h+d 4h-@ | 3h+@ L.m + Cf. RM PA
b | 133 | TO |Julienne of vegetables LIS 480| se | 3,0 |3h+M| 4h-L |3h+L| 4h-L / + 33,51 20,15 + 3h+L 4h-L | 3htL L.m + Cf. RM PA
b | 135 | TO | Grated carot LIS 481] se | 26 |3htM]| 4h-L |3htL| 4h-L / + 33,67-33,82-34,15 | NJA-N/A-N/A | VIV -** 2h+L 4h-L | 2h+L L.m - Cf. RM ND
b | 137 | TO | Sliced cucumber LIS 481| se | 26 |3nh+@| 4h-@ |4h+@| 4h-O / + 32,14 19,07 + 3h+d 4h-@ | 3h+@ L.m + Cf. RM PA
b | 139 | TO |Prepared lettuce heart LIS 481| se | 26 |3h+@| 3h-L |4h+@| 4h-L / + 37,45 15,25 + 3h+d 3h-L | 3h+@ L.m + Cf. RM PA
b | 141 | TO | Mix of young sprouts LIS 420] se | 1,8 |3h+tM]| 4h-L |3htL| 4h-L / + 35,54 19,18 + 3h+L 4h-L | 3h+L L.m + Cf. RM PA
b | 143 | TO |Sliced leek LIS 420| se | 1,8 |3h+@| 4h-@ | 3h+l | 4h-@ / + 35,92 23,54 + 3h+@ 4h-@ | 3h+@ L.m + Cf. RM PA
b | 145 | TO | Grated carrot LIS 420| se | 1,8 |3h+@| 4h-@ |4h+@| 4h-O / + 33,38 31,25 + 3h+d 3h-@ | 3h+@ L.m + Cf. RM PA
b | 147 | TO |White cabbage LIS 45| se | 22 |3h+@| 4h-@ |4h+@| 4h-O / + 33,15 26,88 + 3h+d 3h-@ | 3h+@ L.m + Cf. RM PA
b | 149 | TO |Red cabbage LIS 45| se | 22 |3h+@| 4h-@ |4h+@| 4h-O / + 34,14 20,05 + 3h+d 4h-@ | 3h+@ L.m + Cf. RM PA
b | 1561 | TO | White cabbage LIS 45| se | 22 |3nh+@| 4h-@ |4h+@| 4h-O / + 34,28 20,33 + 4h+d 4h-@ | 4h+@ L.m + Cf. RM PA
b | 153 | TO |Red cabbage LIS 4.18| se | 2,0 |3h+@| 3h-@ |4h+@| 4h-O / + 33,1 15,15 + 3h+d 3h-@ | 3h+@ L.m + Cf. RM PA
b | 155 | TO |Batavia salad LIS 4.18] se | 20 |3h+@| 3h-@ |4h+@| 4h-@ / + 35,65 18,84 + 3h+@ 3h-@ | 3h+@ L.m + Cf.RM PA
b | 157 | TO | Frisée salad LIS 418] se | 2,0 |3h+@| 4h-@ |4h+@| 4h-O / + 34,92 23,6 + 3h+@ 4h-@ | 3h+@ L.m + Cf. RM PA
c | 159 | TO |Waxbean LIS 4.78| se | 3,2 |3h+@| 3h-@ |4h+@| 4h-O / + 34,24 21,45 + 4h+d 4h-@ | 4h+@ L.m + Cf. RM PA
c | 161 | TO |peas steamed LIS 4.78| se | 3,2 |3h+@| 3h-@ |4h+@| 4h-O / + 35,22 26,23 + 4h+d 4h-@ | 4h+@ L.m + Cf. RM PA
¢ | 163 | TO | Green lentils cooked LIS 478| se | 32 |3h+td| 3h-@ |4h+d| 4h-@ / + 33,61 23,03 + 4h+Q 4h-@ | 4h+@ L.m + Cf. RM PA
c | 165 | TO | Green beans LIS 479| se | 26 |3h+@| 3h-@ |4h+@| 4h-O / + 33,67 28,04 + 4h+d 4h-@ | 4h+@ L.m + Cf. RM PA
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Protocol 1 (Half Fraser - Standard Il lysis) - Vegetable products
Renewal study (ISHA 2017)
VEGETABLE PRODUCTS
Contamination RM: NF EN ISO 11290-1 AM: iQ-Check Fraser 1/2-Standard Il lysis-Storage 72h at 5°C Additional

ST!| SN | Time Sample . Half Fraser Fraser Confirmation Final iQ-Check Cc;g:]rn;a- Confirmation b Final c%itfli‘:vmaayti%fn Concordance

Strain | Type| Level result result | 1SO 16140- RWAM

O8A | Palcam | O&A | Palcam | Identification CtC.int Ct FAM Results RLM AL | RLM | Identification 2:2016

a | 111 | T72h | Banana LIS|4.10| se | 16 |3h+M| 3h-L | 3h+l | 4h-L / + 34,55 20,45 + 2h+M | 3h-L | 2h+M L.m + Cf. RM PA
a | 113 | T72h | Grape LIS|4.10| se | 16 |3h+tL | 4h-L |4h+L| 4h-L / + 33,69 16,54 + 4h+L 4h-L | 4h+L L.m + Cf. RM PA
a | 115 | T72h | Tomato LIS[410| se | 1,6 |4h+@| 4h-L |4h+L | 4h-@ / + 33,54 21,08 + 2h+@ | 4h-@ | 2h+@ L.m + Cf.RM PA
a | 117 | T72h | Plums red LIS[4.35| se 2 |3h+@| 4h-@ | 3h+l | 4h-@ / + 33,87 24,78 + 2h+@ | 4h-@ | 2h+@ L.m + Cf.RM PA
a | 119 | T72h | Pear LIS|4.35| se 2 |3h+tM| 4h-@ |4h+L| 4h-L / + 33,12 19,45 + 4h+M | 4h-L | 4h+M L.m + Cf.RM PA
a | 121 | T72h | Yellow plum LIS|4.35| se 2 |3h+@| 4h-@ |4h+L| 4h-L / + 34,05 22,36 + 4h+@ | 4h-@ | 4h+Q L.m + Cf. RM PA
a | 123 | T72h | Estar apple LIS[417| se | 1,8 |3h+M| 4h-L |4h+L| 4h-L / + 33,54 28,18 + 4h+M | 4h-L | 4h+M L.m + Cf.RM PA
a | 125 | T72h | Canada grey apple LIS|4.17| se | 1,8 |3h+@| 4h-@ |4h+L| 4h-L / + 33,87 28,22 + 4h+M | 4h-L | 4h+M L.m + Cf.RM PA
a | 127 | T72h | Granny apple LIS|4.17| se | 1,8 |3h+M| 4h-@ |4h+L | 4h-@ / + 33,06 27,45 + 4h+M | 4h-L | 4h+M L.m + Cf. RM PA
a | 129 | T72h | Reine-Claude plum LIS|4.80| se 3 | 3h+L | 4h-M |4h+L | 4h-L / + 33,25 25,04 + 4h+M | 4h-M | 4h+M L.m + Cf.RM PA
a | 131 | T72h | Golden apple LIS[4.80| se 3 |3h+@| 4h-@ | 3h+L | 4h-L / + 34,08 17,84 + 4h+@ | 4h-@ | 4h+Q L.m + Cf.RM PA
b | 133 | T72h | Julienne of vegetables LIS|4.80| se 3 |3h+M| 4h-L |3h+L| 4h-L / + 34,25 23,56 + 4h+L 4h-L | 4h+L L.m + Cf.RM PA
b | 135 | T72h | Grated carrot LS [481| se | 26 [3n+M| 4hL |3n+L| 4hL / * %ﬁ%ﬁ%@ﬂ% N/A";'\I//‘XN/A' V- | 2hal | 3hL | 2hel Lm : Cf.RM ND
b | 137 | T72h | Sliced cucumber LIS|481| se | 2,6 |3h+L| 4h-L |4h+@| 4h-@ / + 31,89 21,87 + 3h+@d | 3h-@ | 3h+@D L.m + Cf.RM PA
b | 139 | T72h | Prepared lettuce heart LIS|481| se | 26 |3htL | 4h-L |4h+@| 4h-L / + 32,98 18,79 + 4h+@ | 4h-L | 4h+Q L.m + Cf. RM PA
b | 141 | T72h | Mix of young sprouts LIS| 42| se | 1,8 |3h+M| 4h-L |3h+L| 4h-L / + 33,05 25,34 + 4h+L 4h-L | 4h+L L.m + Cf. RM PA
b | 143 | T72h | Sliced leek LIS| 42| se | 1,8 |4h+@| 4h-@ |3h+L | 4h-@ / + 33,01 20,45 + 3h+@d | 4h-@ | 3h+@D L.m + Cf.RM PA
b | 145 | T72h | Grated carrot LIS| 42| se | 1,8 |4h+@| 4h-@ | 3h+l | 4h-@ / + 32,87 28,36 + 4h+@ | 4h-@ | 4h+Q L.m + Cf. RM PA
b | 147 | T72h | White cabbage LIS| 45| se | 22 |3h+@| 4h-@ |4h+@| 4h-@ / + 34,54 25,47 + 3h+@ | 3nh-@ | 3h+Q L.m + Cf. RM PA
b | 149 | T72h | Red cabbage LIS| 45| se | 22 |4h+@| 4h-@ |4h+@| 4h-O / + 33,28 21,08 + 4h+@ | 4h-@ | 4h+@ L.m + Cf.RM PA
b | 151 | T72h | White cabbage LIS| 45| se | 22 |3h+@| 4h-@ |4h+@| 4h-O / + 33,49 21,45 + 3h+@d | 4h-@ | 3h+@D L.m + Cf.RM PA
b | 153 | T72h | Red cabbage LIS|4.18| se 2 |4h+@| 3h-@ |4h+@| 4h-O@ / + 33,2 14,78 + 4h+@ | 4h-@ | 4h+Q L.m + Cf. RM PA
b | 155 | T72h | Batavia salad LIS|4.18| se 2 |3h+@| 3h-@ |4h+@| 4h-@ / + 32,87 19,54 + 4h+@ | 4h-@ | 4h+Q L.m + Cf. RM PA
b | 157 | T72h | Frisée salad LIS|[4.18| se 2 |3h+@| 4h-@ |4h+@| 4h-O / + 34,21 2457 + 4h+@ | 4h-@ | 4h+@ L.m + Cf.RM PA
¢ | 159 | T72h | Wax bean LIS|4.78| se | 32 |4h+@| 3h-@ |4h+@| 4h-O@ / + 34,98 22,45 + 3h+@ | 4h-@ | 3h+Q L.m + Cf. RM PA
c | 161 | T72h | peas steamed LIS|4.78| se | 32 |4h+@| 3h-@ |4h+@| 4h-@ / + 34,07 25,36 + 4h+@ | 4h-@ | 4h+Q L.m + Cf. RM PA
¢ | 163 | T72h | Green lentils cooked LIS|4.78| se | 3,2 |4h+@| 3h-@ |4h+@| 4h-@ / + 34,52 23,09 + 3h+@ | 3h-@ | 3h+@D L.m + Cf.RM PA
c | 165 | T72h | Green beans LIS[479| se | 2,6 |4h+@| 3h-@ |4h+@| 4h-O / + 33,12 28,97 + 4h+@ | 4h-@ | 4h+Q L.m + Cf.RM PA
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Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

RTE - RTRH
Reference method Alternative method
. Fraser 1/2 (10pl Fraser Pure DNA
U || it ) s (2 G LT, o Identifications Result Ct Ct | Result | RLM Identifications Agreement
P1 A1 AL1 P2 A2 AL2 TEX | EAM
a 033 | PP | No |Tartare de saumon a %] a a a %) / - N/A | 333 - %) / =
a J21 | PV | No |Taboulé %) @ %) %) %) @ / - N/A 1359 - / / =
a 06 | PP | No |Tartare de saumon a +LA a +MA | +MA | +MA | L.monocytogenes + 293 | 31)9 + +LA(4) | L.monocytogenes =
b L6 | PV | No |Pomme de terre et tomates -LE %] -LE -LE a -LE / - NA |339 - / / =
b H4 | PP | No |Millefeuille de saumon +LA +LA +LA +HB | +HB | +HB | L.monocytogenes + 30,7 1320 + +LB | L.monocytogenes =
b I7 | PC | No |Jambon croustillant +MA +LA +LA +HA | +HA | +HA | L.monocytogenes + 249 1339 + +MA | L.monocytogenes =
b D5 | PV | No |Farfalles fraiches crues +LA +LA +LA +MB | +MB | +MB | L.monocytogenes i 292 | 31,6 + +LA | L.monocytogenes =
b J25 | PV | No |Tagliatelles fraiches crues +LB +LA +LA +HA | +MA | +HA | L.monocytogenes + 36,8 |357 + +LB | L.monocytogenes =
b B16 | PV | No |Riz auxlégumes +MA +HA +MA | +MA | +HA | +HA | L.monocytogenes + 23,7 1333 + +HA | L.monocytogenes =
b E22 | PV | No |Riz cantonais +MA +MA +MA +MA | +MA | +MA | L.monocytogenes + 28,0 | 351 + +MA | L.monocytogenes =
b [ L10 [PV | No tsofn”:t’gée couscous et +MB | -LE | -LE | +MB | -ME | -ME / - | NA [342] - / / =
c B14 | PL | No | Profiteroles chocolat +MA +MA +HA +HA | +HA | +HA | L.monocytogenes i 222 |352 + +HB | L.monocytogenes =
c D16 | PL | No | Chou chantilly +HB +HA +HA +MB | +MB | +MB | L.monocytogenes + 18,9 |35,0 + +HA | L.monocytogenes =
c D17 | PL | No |Tarte tropézienne +MA +MA +MA +HB | +HB | +MB | L.monocytogenes + 21,7 1327 + +MA | L.monocytogenes =
c E25 | PL | No |Profiteroles chantilly +MB +MB +MB +HB | +MB | +MB | L.monocytogenes + 18,5 | N/A + +HB | L.monocytogenes =
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Protocol 1 (Half Fraser - Standard Il lysis) - RTE/RTRH

Protocol 1 (Half Fraser - Standard Il lysis)
Renewal study (ISHA 2017)
RTE - RTRH
i AM: iQ-Check it Concordance
Contamination RM: NF EN 1SO 11290-1 Half Fraser - gtan dard Il Iysis ;c:gw:;lzlf RM/AM
ST | SN | Time Sample confirmation
. Half Fraser Fraser Confirmation |  Final iQ-Check Confirmation a Confirmation b Final ISO 16140- ,
Strain | Type | Level result result 2:2016 Final result
O&A |Palcam | O&A | Palcam | Identification CtC.int | CtFAM | Results RLM AL RLM | Identification
a | 2 | TO |Tabouleh with chicken / / / 0L 0L 0L 0L / - 34,18 N/A - 0L 0L 0L / - Cf. RM NA
a| 4 | TO |Strabourgeoise salad / / / oL oL 00 00 / - 35,18 N/A - 09 09 09 / - Cf. RM NA
a| 6 | TO |Piemontaise with ham / / / 00 00 00 00 / - 34,01 N/A - 00 0g 00 / - Cf. RM NA
a | 8 | TO |Sandwich with salmon and chives / / / oM oM 09 oM / - 33,85 N/A - 00 00 00 / - Cf.RM NA
a |10 | TO |Sandwich with ham and Emmental / / / oM oM oM oM / = 34,14/34,52 | 38,69/N/A|  +/- oM oM oM / - Cf. RM PPNA)
a | 12| TO |Sandwich with tuna and crudities / / / 00 00 00 00 / - 34,34 N/A - oM oM oM / - Cf. RM NA
a | 14| TO |Sandwich with ham and butter / / / OL 00 00 00 / - 34,48 N/A - 00 00 00 / - Cf. RM NA
a |16 | TO |Sandwich with rosette and butter / / / oL oL 00 09 / - 33,5 N/A - 0Q 0Q 09 / - Cf. RM NA
a| 1| TO |Tabouleh with chicken LIS46 | se | 2,2 |4h+M| 4h-M |4h+M| 4h-M L.m + 35,55 23,48 + 3h+L 4h+L | 3h+L L.m + Cf. RM PA
a| 3| TO |Strabourgeoise salad LIS46 | se | 22 |3h+@| 2h-@ |3h+D| 3h-@ L.m + 35,05 21,37 + 3h+d 4h+@ | 3h+Q L.m + Cf.RM PA
a| 5 | TO |Piemontaise with ham LIS4.6 | se | 22 |4h+@| 4h-@ |4h+@| 4h-O L.m + 35,09 25,83 + 3h+d 4h+@ | 3h+d L.m + Cf. RM PA
a | 7 | TO |Sandwich with salmon and chives LIS424| se | 2,8 [3ht@| 4h-M |3h+d| 3h-O L.m + 35,85 19,65 + 3h+L 4h+M | 3h+L L.m + Cf.RM PA
a | 9| TO |Sandwich with ham and Emmental LIS4.24| se | 28 |4h+@| 4h-M |3h+@| 4h-@ L.m + 35,09 20,3 + 3h+L 4h+M | 3h+L L.m + Cf. RM PA
a8 | 11| TO |Sandwich with tuna and crudities LIS424| se | 28 [3ht@| 3h-@ |4h+d| 4h-O L.m + 36,66 23,62 + 3h+d 4h+@ | 3h+d L.m + Cf. RM PA
a | 13| TO |Sandwich with ham and butter LIS486| se | 1,8 [2h+tL| 3h-@ |3h+d| 3h-O L.m t 33,86 20,9 + 3h+M 4h+L | 3h+M L.m + Cf.RM PA
a | 15| TO |Sandwich with rosette and butter LIS4.86| se | 1,8 |3h+d| 4h-@ |4h+@| 4h-@ L.m + 34,11 22,33 + 2h+d 2h+@ | 2h+@ L.m + Cf. RM PA
a | 17 | TO |Sandwich with chiken and crudities LIS4.86| se | 1,8 |3h+d | 4h-@ |4h+@| 4h-O L.m + 35,3 19,38 + 2h+@ 2h+@ | 2h+Q L.m + Cf.RM PA
a |19 | TO |Sandwich with ham and cheddar LIS488| se | 22 [3ht@| 4h-@ |3h+d| 4h-O L.m + N/A 15,62 + 2h+d 2h+@ | 2h+@ L.m + Cf. RM PA
a | 21| TO |Sandwich with ham and cheddar LIS4.88| se | 22 |3h+d| 4h-@ |3h+@| 3h-B L.m + 38,2 17,22 + 4h+d 4h+@ | 4h+Q L.m + Cf.RM PA
b | 22| TO |Pizzawith three cheeses / / / oL oL 00 00 / - 33,59 N/A - oL oL oL / - Cf.RM NA
b |24 | TO |Pizzawith hamand cheese / / / oL 09 0d 0d / - 33,48 N/A - oL OL oL / - Cf.RM NA
b |26 | TO |Pizza with three melting cheeses / / / 09 09 09 00 / - 33,4 N/A - 0Q 09 09 / - Cf. RM NA
b |28 | TO [Pizzawith comté, emmental and lardons / / / 0d 09 0d 09 / - 33,61 N/A - 09 09 09 / - Cf. RM NA
b |30 | TO [Pizzawith ham and mushroom / / / oL oL 00 00 / - 41,27 N/A - oL oL oL / - Cf.RM NA
b | 32| TO [Flammekueche with smoked lardons / / / oL oL 0d 09 / - 42,59 N/A - oL OL oL / - Cf.RM NA
b | 34| TO [Croissantwith ham / / / oL oM oL oL / - 40,33 N/A - oL oL oL / - Cf. RM NA
b | 36| TO |Lorrain quiche / / / oL oL 00 00 / - 33,57 N/A - oL oL oL / - Cf.RM NA
b | 38| TO [Flakygoatcheese / / / 09 00 09 09 / - 41,94 N/A - 00 00 00 / - Cf.RM NA
b |40 | TO |Provencal pastry / / / oM oM oM oM / - 40,14 N/A - 0g 00 00 / - Cf. RM NA
b |23 | TO |Pizza with three cheeses LIS4.88| se | 22 |3h+@d| 3h-@ |4h+@| 4h-O L.m + 36,58 19,16 + 4h+d 3h+@ | 4h+Q L.m + Cf.RM PA
b | 25| TO [Pizza with hamand cheese LIS4.89| se | 26 |3h+d| 4h-@ |3h+@| 4h-@ L.m + 34,72 23,35 + 3h+d 3h+@ | 3h+Q L.m + Cf.RM PA
b |27 | TO [Pizza with three melting cheeses LIS4.89| se | 26 |3h+d| 4h-@ |3h+@| 3h-B L.m + 36,11 21,23 + 2h+@ 2h+@ | 2h+Q L.m + Cf.RM PA
b {29 | TO |Pizza with comté, emmental and lardons |LIS4.89| se | 2,6 [3h+@| 4h-@ |3h+@ | 4h-O L.m + 38,31 20,04 + 4h+Q 3h+@ | 4h+Q L.m + Cf. RM PA
c | 42| TO |Raspberries tart / / / 00 0Q 00 00 / - 38,39 N/A - 09 09 09 / - Cf. RM NA
C |44 | TO |Apples tart / / / 09 00 09 09 / - 38,97/33,6 |4189INJA|  +/- oL oL oL / - Cf.RM PPNA
C |46 | TO |Mile-feuilles / / / oL oL 00 00 / - 33,39 N/A - oL oL oL / - Cf.RM NA
C |48 | TO |Donuts with pastry cream / / / oL 09 0d 0d / - 38,08 N/A - OL OL OL / - Cf.RM NA
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Protocol 1 (Half Fraser - Standard Il lysis)
Renewal study (ISHA 2017)
RTE - RTRH
i AM: iQ-Check i Concordance
Contamination RM: NF EN S0 112901 Half Fraser - Standard Il lysis oty of | RWAN
ST | SN | Time Sample confirmation
. . ; S N . ISO 16140-
Strain | Type | Level Half Fraser Fraser Confirmation ,-E:::t iQ-Check Confirmation a Confirmation b ,-ZI:::t 8(2):2:160 Final resut
0O&A |Palcam | O&A | Palcam | Identification CtC.int | CtFAM | Results RLM AL RLM | Identification

C |50 | TO |Pudding / / / 00 00 00 09 / - 38,44 N/A - oL oL oL / - Cf. RM NA

C | 52| TO |Stickwith pastry cream / / / 09 09 00 00 / - 38,51 N/A - 0Q 09 0Q / - Cf. RM NA

C | 54| TO |Strawberries tart / / / oL oL 00 00 / - 38,65 N/A - oL oL oL / - Cf.RM NA

C |56 | TO |Savarinwith rhum and pastry cream / / / oL oL 09 09 / - 38,52 N/A - oL OL oL / - Cf.RM NA

C | 58 | TO |Choux with pastry cream / / / oL oL 00 00 / - 38,31 N/A - oL oL oL / - Cf.RM NA

C | 60| TO |Pudding / / / oL oL 09 09 / - 38,27 N/A - oL oL oL / - Cf. RM NA

c | 35| TO |Raspberries tart LIS446| se | 20 |3h+d| 4h-@ |3h+@| 4h-@ L.m + 36,2 19,97 + 4h+d 3h+@ | 4h+@ L.m + Cf. RM PA

C | 37| TO |Apples tart LIS47 | se | 2,8 |3h+@| 4h-@ |3h+@| 4h-O L.m + 35 20,35 + 4h+d 3h+@ | 4h+@ L.m + Cf. RM PA

c | 39| TO |Mile-feuille LIS47 | se | 2,8 |4h+M| 4h-M |4h+M| 4h-M L.m + 38,14 15,71 + 3h+M 4h+M | 3h+M L.m + Cf. RM PA

C | 41| TO |Savarinwith rhum and pastry cream LIS47 | se | 28 |[4h+@| 4h-@ |3h+@| 4h-@ L.m + 36,96 17,05 + 3h+d 3h+d | 3h+@ L.m + Cf.RM PA

C| 43| TO |Pudding LIS4.93| se | 32 |4h+@| 4h-@ |3h+@| 4h-@ L.m + 38,1 19,36 + 3h+d 3h+@ | 3h+@ L.m + Cf. RM PA

C | 45| TO |Choux with pastry cream LIS4.93| se | 3,2 |3h+d| 4h-@ |4h+@| 4h-O@ L.m + 34,93 23,27 + 3h+d 4h+@ | 3h+d L.m + Cf. RM PA

C | 47 | TO |Strawberries tart LIS493| se | 3,2 |3h+d| 3h-@ |3h+d| 3h-O L.m + 36,63 15,54 + 3h+d 3h+d | 3h+Q L.m + Cf.RM PA

C |49 | TO |Savarinwith rhum and pastry cream LIS491| se | 1,6 |3h+d| 3h-@ |3h+d| 3h-O L.m + 36,07 16,55 + 3h+d 4h+@ | 3h+d L.m + Cf.RM PA

Protocol 1 (Half Fraser - Standard Il lysis)
Renewal study (ISHA 2017)
RTE - RTRH
- iQ- Additional
Contamination RM: NF EN 1SO 11290-1 Halt Fra':z'r'_'gt::::r':’ . pathway of COFF‘{WX‘EA”CG
ST | SN | Time Sample confirmation
Strain | Type | Level Half Fraser Fraser Confi.rrnatFon Final . iQ-Check Confirmation a Confirmation b _ Final Isg:;g:go' Final resuit
O8A | Palcam | O&A | Palcam | Identification |  result CtC.int | CtFAM | Results RLM AL RLM | Identification | result

al| 1 |T72h Taboulet with chicken LIS4.6 | se | 2,2 |4h+M| 4h-M |[4h+M| 4h-M L.m + 36,25 22,64 + 3h+M 3h+M | 3h+M L.m + Cf. RM PA

a| 3 |Tr2h strabourgeoise salad LIS46 | se | 22 |3ht@d| 2h-@ |3h+Qd| 3h-O L.m + 34,58 23,01 + 4h+@ 3h+d | 4h+Q L.m + Cf.RM PA

a| 5 |Tr2h Piemontaise with ham LIS4.6 | se | 22 |4h+@| 4h-@ |4h+@| 4h-O L.m + 34,67 22,89 + 3h+d 3h+@ | 3h+@ L.m + Cf. RM PA

a| 7 |T72h Sandwich with salmon and chives LIS4.24| se | 2,7 |3h+d| 4h-M |3h+@ | 3h-0 L.m + 34,02 21,06 + 3h+M 4h+L | 3h+M L.m + Cf. RM PA

a| 9 |Tr2h Sandwich with ham and Emmental LIS4.24| se | 27 |4h+@| 4h-M |3h+@ | 4h-0 L.m + 33,65 21,54 + 3h+L 4h+L | 3h+L L.m + Cf. RM PA

a |11 |T72h Sandwich with tuna and crudities LIS4.24| se | 27 |3h+d| 3h-@ |4h+@| 4h-0 L.m + N/A 22,58 + 3h+d 4h+@ | 3h+Q L.m + Cf. RM PA

a |13 | T72h Sandwich with ham and butter LIS4.86| se | 1,8 |2h+L| 3h-@ |3h+@| 3h-0 L.m + 36,12 18,54 + 3h+M 4h+L | 3h+M L.m + Cf. RM PA

a | 15| T72h Sandwich with rosette and butter LIS4.86| se | 1,8 |3h+d| 4h-@ |4h+@| 4h-O L.m + 34,58 24,59 + 4h+d 3h+@ | 4h+@ L.m + Cf. RM PA

a | 17 | T72h |  Sandwich with chicken and crudities |LIS4.86| se | 1,8 |3h+d| 4h-@ |4h+@| 4h-@ L.m + 34,78 2417 + 4h+d 4h+@ | 4h+Q L.m + Cf. RM PA

a |19 | T72h Sandwich with ham and cheddar LIS4.88| se | 22 |3h+d| 4h-@ |3h+@| 4h-0 L.m + 33,69 25,06 + 4h+d 3h+@ | 4h+@ L.m + Cf. RM PA
a|21|T72h Sandwich with ham and cheddar LIS4.88| se | 22 |3h+d| 4h-@ |3h+@| 3h-0 L.m + 33,25 21,36 + 4h+d 4h+@ | 4h+@ L.m + Cf. RM PA

b |23 |T72h Pizza with three cheeses LIS4.88| se | 22 |3h+d| 3h-@ |4h+@| 4h-0 L.m + 33,14 25,28 + 4h+d 4h+@ | 4h+Q L.m + Cf. RM PA

b | 25| T72h Pizza with ham and cheese LIS489| se | 2,5 |3h+d| 4h-@ |3h+@| 4h-O L.m + 33,25 19,04 + 3h+Q 4h+@ | 3h+Q L.m + Cf. RM PA

b |27 | T72h Pizza with three melting cheeses LIS489| se | 25 |3h+d| 4h-@ |3h+d| 3h-O L.m + 34,06 20,15 + 2h+@ 2h+@ | 2h+d L.m + Cf. RM PA

b | 29 | T72h | Pizza with comté, emmental and lardons |LIS4.89| se | 2,5 |3h+@| 4h-@ |3h+@| 4h-O L.m + 34,89 24,36 + 4h+Q 3h+@ | 4h+@ L.m + Cf. RM PA
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Bio-Rad

Protocol 1 (Half Fraser - Standard Il lysis)
Renewal study (ISHA 2017)
RTE - RTRH
- iQ- Additional
Contamination RM: NF EN ISO 11290-1 Half Fra‘:‘(':"r'_'gtg:::rkd o pathway of Com;f\iﬂ”"e
ST | SN | Time Sample confirmation
, Half Fraser Fraser Confirmation | Final iQ-Check Confirmation a Confirmation b Final SO 16140- ,
Strain | Type | Level —— : — 2:2016 Final result
O&A |Palcam | O&A | Palcam | Identification | result CtC.int | CtFAM | Results RLM AL RLM | Identification | result
c | 35| T72h Raspberries tart LIS4.46| se | 1,9 |3h+d| 4h-@ |3h+D| 4h-O L.m + 35,06 22,39 + 4h+d 4h+@ | 4h+Q L.m u Cf. RM PA
c |37 |T72h Apples tart LIS47 | se | 28 |3h+@| 4h-@ |3h+Qd| 4h-O L.m + 34,87 25,61 + 3h+d 3h+@d | 3h+@ L.m u Cf. RM PA
C|39]|T72h Mille-feuille LIS47 | se | 28 |4h+M| 4h-M |4h+M| 4h-M L.m + 32,05 21,56 + 3h+L 3h+M | 3h+L L.m + Cf. RM PA
c|41|T72h Savarin with rum and pastry cream LIS47 | se | 28 |4h+@| 4h-@ |3h+@| 4h-@ L.m + 32,58 23,16 + 3h+Q 3h+@ | 3h+@ L.m + Cf. RM PA
c | 43| T72h Pudding LIS4.93| se | 3,1 |4h+Qd| 4h-@ |3h+@| 4h-O@ L.m + 33,69 24,02 + 2h+d 2h+@ | 2h+@ L.m + Cf. RM PA
c | 45| T72h Choux with pastry cream LIS4.93| se | 3,1 |3h+Qd| 4h-@ |4h+@| 4h-O L.m + 33,14 24,13 + 2h+d 2h+@ | 2h+@ L.m + Cf. RM PA
C | 47 | T72h Strawberries tart LIS4.93| se | 3,1 |3h+d| 3h-@ |3h+@| 3h-0 L.m + 35,12 25,04 + 3h+d 3h+@ | 3h+@ L.m + Cf. RM PA
C |49 | T72h Savarin with rum and pastry cream LIS491| se | 1,6 |3h+td| 3h-@ |3h+d| 3h-@ L.m + 33,48 26,31 + 3h+d 3h+d | 3h+d L.m + Cf.RM PA
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Protocol 1 (Half Fraser - Standard Il lysis) - Environmental products

Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

Bio-Rad

ENVIRONMENTAL PRODUCTS
Reference method Alternative method
. Fraser 1/2 (10ul Fraser Pure DNA
DEER PRI (0 A0 LE Identifications Result Ct Ct | Result | RLM Identifications A
P1 A1 AL1 P2 A2 AL2 TEX | EAM
a F21 | EN | No |Bac eau adoucie de ringage %] %] %] %] %] %] / N/A | 32,8 / / =
a F22 | EN | No |Bains ringage @ %) @ @ @ %) / N/A | 334 / / =
a F23 | EN | No |Bains de lavage %) ) %) %) %) ) / - N/A | 332 / / =
a E4 | EN | No |Eaubacs poissons blanc +HB +MA +MA +MB | +MB | +MB | L.monocytogenes i 154 | N/A + +HB | L.monocytogenes =
a E14 | EN | No |Eau égout siphon zone rincage +MA +MB +MC | +MB | +MB | +MB | L.monocytogenes + 20,9 1369 + +HD | L.monocytogenes =
b F1 | EN | No |Surface coffre avant lavage -LE -LE -ME +HA | -HE -HE L.innocua N/A | 33,7 / L.innocua =
b F2 | EN | No |Surface caisse -LE -LE -ME +MB | -ME | -HE L.welshimeri N/A | 322 / L.welshimeri =
b F3 | EN | No |Surface intérieure caisse poisson -ME -ME -HE +LB -LE -LE L.welshimeri N/A | 33,6 / L.welshimeri =
b F4 | EN | No |Ecouvillon languette sortie sécheur -LE @ -ME -ME -LE -ME / N/A | 32,7 / / =
b F5 | EN | No |Eponge bavette sortie caisson -LE -LE -ME -LE | -ME | -ME / N/A |332 / / =
b F6 | EN | No |Eponge bavette sortie ringage -HE -ME -HE -ME | -ME | -ME / N/A 33,0 / / =
b F8 | EN | No |Surface intérieure caisse poisson -LE -LE -ME -LE -LE -LE / N/A | 31,9 / / =
b F10 | EN | No |Caisse polystyréne -LE -LE -LE -ME | -HE | -HE / N/A | 326 / / =
b F11 | EN | No |Surface caisse neuve -LE -ME -ME -HE -HE -HE / N/A | 32,8 / / =
b F13 | EN | No |Surface conditionnement viande -ME -LE -ME -LE -LE -ME / N/A | 32,6 / / =
b F14 | EN | No |Surface couvercle conditionnement viande -LE -LE -LE %] -LE -LE / N/A | 32,6 / / =
b F15 | EN | No |Surface bac avant lavage +LA -ME -ME +HA | -HE -HE L.welshimeri N/A | 33,0 / L.welshimeri =
b F18 | EN | No |Surface intérieure caisse aprés lavage -ME -ME -ME @ -ME | -HE / N/A | 32,7 / / =
b G3 | EN | No |Surface tapis entrée passerelle -LE a %] -LE %] a / N/A | 348 / L.welshimeri =
b G8 | EN | No |Surface tapis sortie -ME ] @ -LE @ ] / N/A | 348 / / =
b G21 | EN | No | Surface intérieure caisse propre intergroupe -LE %) -LE @ -LE -LE / N/A | 345 / / =
b G22 | EN | No |Surface extérieure caisse propre intergroupe %] %] %] %] %] %] / - N/A | 33,7 - / / =
b E1 | EN | No |Surface filetage saumon +HB +MB +HB +MB | +MC | +MC | L.monocytogenes + 18,9 | 38,9 + +HB | L.monocytogenes =
b E2 | EN | No |Surface filetage poisson blanc +MA +MA +MA | +MA | +MC | +MB | L.monocytogenes + 15,0 | N/A + +HB | L.monocytogenes =
b E3 | EN | No |Surface tapis filets blancs +MA +MA +MA +MB | +MB | +MB | L.monocytogenes + 15,2 | N/A + +HB | L.monocytogenes =
b E6 | EN | No |Surface pesage +MB +MB +MB +HB | +MB | +MB | L.monocytogenes + 20,0 | 34,9 + +HB | L.monocytogenes =
b E7 | EN | No |Surface balance ligne poissons +HB +HB +MB +MB | +MB | +MB | L.monocytogenes + 159 | N/A + +HB | L.monocytogenes =
b E8 | EN | No |Surface tapis de passage saumon +HA +MA +MA | +MB | +MB | +MB | L.monocytogenes + 15,2 | N/A + +HB | L.monocytogenes =
b E9 | EN | No |Surface convoyeur saumons +HA +HA +HA +MB | +MB | +MB | L.monocytogenes + 15,6 | N/A + +HB | L.monocytogenes =
b E10 | EN | No | Surface range couteau fileteur +HA +MA +MA | +MB | +MB | +MB | L.monocytogenes + 15,0 | N/A + +HB | L.monocytogenes =
b E11 | EN | No | Surface intérieur caisse poissons +MA +LA +LA +MB | +HB | +MB | L.monocytogenes i 26,9 | 34,3 + +HB | L.monocytogenes =
b E12 | EN | No | Surface balance filets poissons blancs +HA +MA +MA +MB | +MB | +MB | L.monocytogenes + 17,3 | N/A + +HA | L.monocytogenes =
b E13 | EN | No | Surface tapis caissette avant peleuse +HA +MA +MA | +MB | +MB | +MB | L.monocytogenes + 176 | N/A + +HA | L.monocytogenes =
b E15 | EN | No |Ecouvillon gouttiere tapis a flipper +MB +LA +LA +MB | +MB | +MB | L.monocytogenes + 249 348 + +HB | L.monocytogenes =
b F7 | EN | No |Surface extérieure caisse blanche +LB +MB +MD +HA | +HA | +HA | L.monocytogenes i 285 | 321 + +MB | L.monocytogenes =
b | F19 | EN | No |Ecouvillon convoyeur +MB | +MB | +MB | +HB | +HB | +HB L'”Zongsfﬁggges + | 28 [339| + | +MB | Lmonocytogenes | =
b G2 | EN | No |Ecouvillon gouttiére tapis calibrage +LB +LA +LB +HA | +HA | +HA | L.monocytogenes + 293 | 34,2 + +MB | L.monocytogenes =
c F12 | EN | No |Résidus bac gris poisson -ME -ME -ME -LE | -ME | -ME / N/A | 328 - / / =
c F16 | EN | No |Déchets intérieur bac poisson -ME -LE -LE +HA | -HE -HE L.welshimeri N/A | 324 / / =
c F20 | EN | No |Déchets grenadiers -LE -LE -LE %] -ME | -ME / NA | 324 / / =
c G1 | EN | No |Résidus tapis calibrage +MC -LE -LE +LB -LE -LE L.welshimeri N/A | 34,1 / / =
c G4 | EN | No |Résidus filets poissons +MB -ME -ME +MC | -LE -ME L.welshimeri N/A | 35,3 / / =
c G9 | EN | No |Résidus flétan %] a -LE %] %] a / N/A | 342 / / =
c G10 | EN | No |Résidus lieu noir -LE -LE -LE -LE -LE | -ME / N/A | 346 / / =
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Protocol 1 (Half Fraser - Standard Il lysis)
Initial validation (IPL 2005)

ENVIRONMENTAL PRODUCTS
Reference method Alternative method
. Fraser 1/2 (10ul) Fraser Pure DNA
729 | G | G AT IIACTE) Identifications | Result | Ct | Ct | Result | RLM | Identificaions | ‘dreement
P1 A1 AL1 P2 A2 AL2 TEX | EAM

c G11 | EN | No |Résidus cutter inox sortie +MA -ME -ME +LC -ME -ME L.welshimeri N/A | 325 -ME L.welshimeri =
c G12 | EN | No | Déchets intérieur capot -LE ) -LE -LE %) -ME / N/A | 32,6 ] / =
c G13 | EN | No |Résidus lieu noir -LE ] -LE %) -LE -LE / N/A | 35,0 / / =
c G15 | EN | No |Résidus flétan -LE -LE -LE %] %] -LE / N/A | 34,0 / / =
c G16 | EN | No |Résidus lieu noir @ ] -LE @ 9] -LE / N/A | 35,0 / / =
c G17 | EN | No |Résidus saumon -ME -LE -ME +LB -ME | -ME L.welshimeri N/A | 33,8 / / =
c G23 | EN | No |Résidus saumon %] ] %] %] %] -LE / N/A | 35,1 / / =
c G6 | EN | No |Résidus matiéres premiéres lieu noir @ ] -LE @ %) ] / N/A | 34,1 / / =
T . L.monocytogenes _

c F17 | EN | No |Résidus intérieur bac grenadier avant lavage +LB +MB +MB +HA | +HA | +HA | welshimeri + 271 | 33,6 + +MB | L.monocytogenes =
E5 | EN | No |Résidus canon a déchets +MA +MA +MA +HB | +HB | +MB | L.monocytogenes + 19,3 1369 + +HB | L.monocytogenes =

c F9 | EN | No |Déchets intérieur bac poisson -LE -ME -HE +HA | +HA | +HA | L.monocytogenes + 335 326 + +MB | L.monocytogenes =
c G5 | EN | No |Résidus palette +MB +MB +MB +HB | +MB | +MB | L.monocytogenes + 242 | 351 + +MB | L.monocytogenes =
¢ | GT | EN | No |Résidus dessous tapis pesée HB | LE | ME | +MB | +MC | +MC | , Lwelshimer + | 348 |345| + |+LB@) | Lmonocytogenes | =

L.monocytogenes
c G14 | EN | No |Résidus filets poissons +MB -ME %] +MB | +MB | +HB | L.monocytogenes + 239 | 355 + +MA | L.monocytogenes =
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Protocol 1 (Half Fraser - Standard Il lysis) - Environmental samples

Bio-Rad

Protocol 1 (Half Fraser - Standard Il lysis)
Renewal study (ISHA 2017)
ENVIRONMENTAL SAMPLES
inati ] AM: iQ-Check Additional
. Contamination RM: NF EN ISO 11290-1 Half Fraser - Standard Il lysis patl]way .°f Concordance
ST | SN | Time Sample ‘ Half Fraser Fraser Confirmation | Final iQ-Check Confirmation a Confirmation b Final cl"s'g'qrg::':" RM/AM
Strain | Type | Level "¢ 2 T palcam | 08A | Palcam | Identification | result | CtC.int | CtFAM| Results RLM AL RLM | Identification | result | ' .0016

a |134| TO Processed water 1 / / / 00 00 09 00 / - 31,87 N/A - 09 09 09 / - Cf. RM NA

a |135| TO Processed water 2 / / / 00 00 00 00 / - 32,56 N/A - 00 00 00 / - Cf. RM NA

a [136] TO Processed water 3 / / / 09 09 09 09 / - 34,36 N/A - 09 09 09 / - Cf.RM NA

a [137] T0 Processed water 4 / / / 00 00 0d 00 / - 31,89 N/A - 0Q 0d 09 / - Cf.RM NA

a |138| TO Processed water 5 / / / 00 00 09 00 / - 31,56 N/A - 09 09 09 / - Cf. RM NA

a |139| TO Processed water 6 / / / 00 00 09 00 / - 32,06 N/A - 00 00 00 / - Cf. RM NA

a [140] TO Processed water 7 / / / 00 09 09 09 / - 35,06 N/A - 09 09 09 / - Cf.RM NA

a [179] T0 Processed water 1 LIS42 | se | 24 |3h+@| 4h-@ |3h+@| 4h-O / + 32,56 17 + 3h+d 3h+d 3h+@ L.m + Cf.RM PA

a [181] T0 Processed water 2 LIS42 | se | 24 |3h+@| 3h-@ |4h+@| 4h-O / + 33,89 18,23 + 3h+@ 3h+d 3h+@ L.m + Cf.RM PA

a |[183| T0 Processed water 3 LIS42 | se | 24 |3h+@| 3h-@ |4h+d| 4h-@ / + 33,59 18,27 + 3h+@ 3h+@ 3h+@ L.m + Cf. RM PA

a |185| T0 Processed water 4 LIS444| se | 3,0 [4h+@| 4h-@ |4h+@| 4h-@ / + 32,42 18,98 - 3h+@ 3h+@ 3h+@ L.m + Cf.RM PA

a [187] TO Processed water 5 LIS4.44| se | 3,0 |4h+@| 4h-@ |4h+@| 4h-O / + 32,06 17,99 + 2h+@ 3h+@ 2h+@ L.m + Cf.RM PA

a [189] TO Processed water 6 LIS4.44| se | 3,0 |3h+@| 4h-@ |3h+@| 4h-O@ / + 33,78 16,48 + 4h+Q 4h+Q 4h+Q L.m + Cf.RM PA

a |[191| T0 Processed water 7 LIS450| se | 1,8 |4h+@| 4h-@ |4h+@| 4h-@ / + 33,95 19,06 + 3h+@ 3h+@ 3h+@ L.m + Cf.RM PA

a [193] T0 Processed water 8 LIS450| se | 1,8 |4h+@| 4h-@ |4h+@| 4h-O@ / + 33,64/32,48 | N/A-N/A - 4h+Q 3h+@ 4h+Q L.m - Cf.RM ND

c [195| TO Residue LIS450| se | 1,8 |4h+@| 4h-@ |4h+@| 4h-O / + 33,18 20,15 + 3h+@ 3h+@ 3h+@ L.m + Cf.RM PA

o AM: iQ-Check Additional | Concordance
_ Contamination RM: NF EN SO 112901 Half Frase - Standard 1 lysis pathway of | RM/AM
ST | SN | Time Sample Half Fraser Fraser Confirmation | Final iQ-Check Confirmation a Confirmation b Final confirmation
Strain | Type | Level _ : _ ISO 16140- |  Final result
O&A | Palcam | O&A | Palcam | Identification | result CtC.int | CtFAM | Results RLM AL RLM | Identification | result |  2.9046

a [ 179 | T72h Processed water 1 LIS42 | se | 24 |3h+@| 4h-@ |3h+@| 4h-O / + 33,47 18,45 + 4h+Q 3h+d 4h+Q L.m + Cf.RM PA

a [ 181 T72h Processed water 2 LIS42 | se | 24 |3h+@| 3h-@ |4h+@| 4h-O / + 33,58 17,89 + 3h+@ 3h+d 3h+@ L.m + Cf.RM PA

a | 183 | T72h Processed water 3 LIS42 | se | 24 |3h+@| 3h-@ |4h+@| 4h-0 / + 32,96 17,62 + 3h+d 3h+d 3h+d L.m + Cf. RM PA

a | 185 | T72h Processed water 4 LIS444| se | 3,0 |4h+@| 4h-@ |4h+@| 4h-@ / + 34,06 17,84 + 4h+Q 4h+Q 4h+Q L.m 4 Cf.RM PA

a | 187 | T72h Processed water 5 LIS4.44| se | 3,0 |4h+@| 4h-@ |4h+@| 4h-O@ / + 33,25 18,56 + 3h+d 3h+d 3h+d L.m + Cf.RM PA

a | 189 | T72h Processed water 6 LIS444| se | 3,0 |3h+@| 4h-@ |3h+@| 4h-O / + 33,78 16,89 + 3h+@ 3h+@ 3h+@ L.m + Cf. RM PA

a | 191 ]| T72h Processed water 7 LIS450| se | 1,8 |4h+@| 4h-@ |4h+@| 4h-@ / + 33,49 20,13 + 3h+d 3h+d 3h+d L.m + Cf. RM PA

a [ 193] T72h Processed water 8 LIS450| se | 1,8 |4h+@| 4h-@ |4h+@| 4h-O / + 34,12/33,16 | N/A-N/A 4h+Q 4h+Q 4h+Q L.m - Cf.RM ND

c [195| T72h Residue LIS450| se | 1,8 |4h+@| 4h-@ |4h+@| 4h-O@ / + 32,99 19,01 3h+d 3h+d 3h+@ L.m + Cf.RM PA
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Protocol 2 (LSB - Standard Il Lysis) - Meat products

Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

MEAT PRODUCTS
: . Alternative method - LSB,
Reference method Alternative method - LSB, Standard Il lysis(T0) Standard Il lysis after 72 h
Type Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct |ysis Confirmations Agreement Agreement
Identifications | Result | DNA | ¢t Ct | Result | Streaking on Identifications | Result Result | Identifications | Result
P1 AL1 P2 | AL2 .
C.int | FAM RLM
a A8 | PC1| No |Emincé de porc ] 4] ] d / pur | 28,04 | N/A - / / = / =
a B7 | PC1| No |Escalope de veau ] 4] ] d / pur | 3001 | N/A - @ (Fraser : @) / = / =
a E4 | PC1| No | Viande de boeuf hachée -LE -ME | -LE | -LE / pur | 3074 | N/A - a / = / =
a K5 | PC1 | No |Haché de bceuf ] -LE ] ] / pur | 2217 | N/A - -LA L.welshimeri = L.welshimeri =
a K8 | PC1| No | Magretde canard a 4} +MB | +MB L.innocua pur | 2279 | 4179 i -MA L.innocua PPNA + / PPNA
a M9 | PC1| No | Viande de cheval ] -LE | +LB | -LB L.innocua pur | 2515 | N/A - / / = / =
a M10 | PC1 | No |Haché tartare de boeuf d 9] d d / pur | 2558 | N/A - / / = / =
a M12 | PC1 | No | Foie de porc a -LE +LA | -LA L.welshimeri pur | 2467 | N/A - / / = / =
a N28 | PC1| No | Viande hachée de cheval ] 4] ] d / pur | 2222 | N/A - / / = / =
a | C5|PC1| No |Viande hachée @ | @ |+HB | +Hp | Lmonocytogenes |l i aqqq | NA | - | +LA@sh) | Lmonocytogenes ND / ND
L.innocua L.innocua
a | U1 |Pct| No |Entrecote de beeuf HA | +LAB) | +HA | +MA | Lmonocytogenes | o oaqy | 3108 | 4 s | Lmonocylogenes | = 4+ | L:monocytogenes R -
L.innocua L.innocua L.innocua
a | 13 |PC1| No |Escalope de volaille +B | +LB | +MB | +mp | Lmonocytogenes |l | oaqg | 2353 |+ smgs | Lmonocytogenes | = 4 | Lmonocytogenes | -
L.welshimeri L.welshimeri L.welshimeri
a | Me |PC1| No |Viande de boeuf +[B* | +LB* | +MBr | +Lp* | Lmonooytogenes | | o | osea | o469 | sMps | Lmonocytogenes |, = 4+ | Lmonocytogenes | -
L.innocua L.innocua L.innocua
a |M11|PC1| No | Joue de beeuf +[B* | +LB* | +LB* | +Mpr | Lmonocytogenes | o osoq | o608 |+ s | Lmonocylogenes | = 4 | Lmonocytogenes | -
L.innocua L.innocua L.innocua
a | N3 |PC1| No |Steak surgelé +MA | +LB* | +MB* | +MC* L"”‘Z"’iz%tggae”es + | pur | 2378 | NA | - -MA L.innocua ND L.innocua ND
. . " L.monocytogenes - L.monocytogenes -
a N22 | PC1| No | Viande hachée +LB +LB | +LB | +MA | L.monocytogenes + pur | 2305 | 2229 + +HB L innocua + = + L innocua + =
a | 07 |PC1| No | Viande hachée de beeuf +[B* | +LB* | +HB* | +Mpr | Lmonocytogenes | | | a705 | 3950 |+ s+ | Lmonocylogenes | - 4+ | L:monocytogenes | =
L.welshimeri L.welshimeri L.welshimeri
a | 011|PC1| No |Manchons de canard +LB* | +LB* | +MB* | +Mpr | L-monocytogenes |l o448 | 9209 |+ sMps | Lmonocytogenes |, = + | Lmonocytogenes | =
L.welshimeri L.welshimeri L.welshimeri
a | 012|PC1| No |Escalope de volaille sLA | LA | +HA | -MA |  Lwelshimeri pur | 2417 | 2441 | + +MB* Lmonocytogenes | PD + | Lmonocytogenes | PD
L.welshimeri L.welshimeri
a |013|PC1| No | Cuisse de poulet sMB* | +MB* | +MB* | +mcr | Lmonocytogenes | | oagg | 2206 |+ sMps | Lmonocytogenes | = 4 | Lmonocytogenes | -
L.innocua L.innocua L.innocua
a | 014 |PC1| No |Cuisse de dinde AE | +B | -ME | -Mg | Lmonocylogenes |t | 93g7 | 0038 | 4 +HB* L.monocytogenes | = 4 | Lmonocytogenes | =
L.welshimeri L.welshimeri L.welshimeri
a Q14 | PC1 | No | Viande hachée +LA +LA | +MA | +MA | L.monocytogenes + pur | 3225 | 3031 + +LA L.monocytogenes + = + L.monocytogenes + =
b M23 | PC1 | No | Sauté de porc @ 4} @ @ / pur | 2434 | N/A - / / = / =
b K7 |PC2 | No |Chipolatas a 14} a -LE / pur | 2250 | N/A - a / = / =
b 016 | PC2 | No | Cuisse de poulet crue marinée a la provengale | @ -LE @ @ / pur | 2523 | N/A - / / = / =
L i pur | NA | NA | o _
b S8 | PC2 | No | Tripes a la provengale ] ] LE / 110 13122 | NJA inh @ (Fraser : @) / inh =
b U2 | PC2| No |Merguez ] ] d / pur | 3379 | N/A - / / =
b U4 | PC2| No |Boudin blanc -LE -LE ME | ME / pur | 3294 | N/A - / / =
b R13 | PC3 | No | Emincé de poulet curry ] 4] ] d / pur | 2499 | N/A - / / =
b R14 | PC3 | No |Emincé de poulet curry -LE -LE | -ME | -ME / pur | 2527 | N/A - / / =
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Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

MEAT PRODUCTS
. . Alternative method - LSB,
Reference method Alternative method - LSB, Standard Il lysis(T0) Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
Identifications | Result | DNA Result i Identifications | Result Result | Identifications | Result
P1 AL1 P2 | AL Qt Ct Streaking on
C.int | FAM RLM
b R17 | PC3 | No | Tripes au calvados a 9] d d pur | 2523 | N/A - / / =
b T4 | PC3 | No |Cote de porc cuisinée ] 4] ] d pur | 3317 | N/A - / / =
b T7 | PC3 | No | Mouton aux haricots d 9] d d pur | 3117 | N/A - / / =
b | B6 |PC1| No |Sauté de porc LE | -LE | +MB | -MA L.innocua pur | 2836 | 2636 | + +MB Lmonocytogenes | PD 4+ | L:monocytogenes | PD
L.innocua L.innocua
b A9 | PC2| No | Chair a saucisse +LA(3) | +LA(5) | +HA | +MA | L.monocytogenes + pur | 2772 | N/A - ] / ND / ND
b | K& [PC2| No |Merguez crue sMB | +MB* | +HB | +HB* | Lmonocytogenes | ol o14a | 1569 |+ sHp | Lmonocytogenes | -, = 4+ | L-monocytogenes B -
L.welshimeri L.welshimeri L.welshimeri
b M8 | PC2 | No | Merguez +LB* | +LB* | +LB* | +MB* L'nzomegliﬁzg:ges + pur | 2658 | 2279 + +MB L.monocytogenes + = + L.monocytogenes + =
b N1 | PC2 | No [ Chipolatas ] 4] ] d / pur | 2474 | 3480 + +LA L.monocytogenes + PD + L.monocytogenes + PD
b N2 | PC2 | No |Rdti de veau Orloff +LA +LA | +HA | +MA | L.monocytogenes + pur | 2389 | 3073 i +LA L.monocytogenes + = + L.monocytogenes + =
b |[N23|PC2| No |Chipolatas +LA(2) | +LA(1) | +HA | +MA | L.monocytogenes | + | pur | 2207 | 2963 | + +MB Lmonocytogenes | = + | L:monocytogenes | =
L.welshimeri L.welshimeri
b 04 |PC2| No |Merguez ] -LE ] -LE / pur | 2526 | 2784 + +LB L.monocytogenes + PD + L.monocytogenes + PD
b | 015|PC2| No |Saucisses de veau +LB | LB | +HB | -MA | Lwelshimeri pur | 2486 | 2776 | + +LB* L.monocytogenes | PD 4+ | L:monocytogenes | PD
L.welshimeri L.welshimeri
b | 017 |PC2| No |Ailes de poulet marinées au curry sMA | LA | +HA | -MA L.innocua pur | N/A | 2124 | + +MB* L.monocytogenes | -, PD 4+ | L:monocytogenes | PD
L.innocua L.innocua
b P6 |PC2 | No | Chipolatas aux herbes @ 4} +LA | +MA | L.monocytogenes + pur | 2761 | 2613 + +MB* L.monocyt ogenes + = + L.monocytggeqes + =
L.welshimeri L.welshimeri
b | P7 [PC2| No |Merguez #B | +LB | +HB* | +mp | Lmonocytogenes | o og7s | o662 | 4 sHpr | Lmonocytogenes |, = 4+ | L:monocytogenes R -
L.welshimeri L.welshimeri L.welshimeri
b | P8 |PC2| No |Hamburger a cuire sMB | +MB | +HC* | +1B | Lmonocytogenes | o oges | 2175 | 4 sHpr | Lmonocytogenes |, = 4+ | L-monocytogenes R -
L.welshimeri L.welshimeri L.welshimeri
b |R15|PC2| No |Merguez SMA | +MA | +MB* | +mpr | Lmonocytogenes | o oges | 0384 | 4 smgr | Lmonocytogenes | = 4 | Lmonocytogenes | -
L.welshimeri L.welshimeri L.welshimeri
b | S9 |PC2| No |Chipolatas +LB* | +LB* | +MB* | +Mpr | Lmonocytogenes | o | a3gq | 3465 | 4 sA | Lmonocylogenes |, = + | L:monocytogenes | =
L.welshimeri L.welshimeri L.welshimeri
b | T5 |PC2| No |Saucisse fumée a cuire sMB* | +MB* | +HB* | +HB+ | Lmonocytogenes | o | oggg | o146 |+ +HB* Lmonocytogenes | -, = 4+ | Lmonocytogenes | =
L.innocua L.innocua L.innocua
b T6 | PC2 | No |Boulettes beeuf et porc a cuire +LB | +MC | +HA | +MA | L.monocytogenes + pur | 3038 | N/A - ] / ND / ND
K9 |PC3 | No |Sauté de cheval a lindienne 2] @ | +MB | +mpr | Lmonocytogenes | | o009 | 2006 | +MB* Lmonocytogenes | = + | L:monocytogenes | =
L.welshimeri L.welshimeri L.welshimeri
c A11 | PC3 | No | Saucisson au poivre 9] -LE | -LE / pur | 2814 | N/A - a / = / =
o K6 | PC3 | No |Foie gras ] -LE ] -LE / pur | 2230 | N/A - ] / = / =
c L4 | PC3 | No |Noix de jambon aux herbes @ +B | -LE | -ME Bacillus pur | 2422 | N/A - -LB Bacillus = / =
o L5 |PC3| No |Lardons +LB +LA | +HB | +HA L.welshimeri pur | 2434 | N/A - LA L.welshimeri = / =
c L6 | PC3 | No |Paté al'échalote d 4} d -LE / pur | 2297 | N/A - d / = / =
c L7 |PC3| No |Potjevlesh -LE -LE | -LE | -ME / pur | 2401 | N/A - J / = / =
o L9 | PC3| No |Paté de campagne -ME -ME | -ME | -ME / pur | 2343 | N/A - -ME / = / =
¢ | 05 |PC3| No |Paté de campagne +LA | +LB* | +MB | +MA ff""’”""” pur | 2411 | NA | - 4] / = / =
Jinnocua
o 06 | PC3| No |Jambon fumé ] 4] ] d / pur | 2463 | N/A - / / = / =
c 08 |PC3| No |Bacon a 4} -ME | -LE / pur | 2587 | 3685 i -LA L.welshimeri PPNA + L.welshimeri PPNA
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Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

MEAT PRODUCTS
. . Alternative method - LSB,
Reference method Alternative method - LSB, Standard Il lysis(T0) Standard Il ysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
Identifications | Result | DNA Result i Identifications | Result Result | Identifications | Result
P1 AL1 P2 | AL Qt Ct Streaking on
C.int | FAM RLM
c 09 | PC3 | No |Lardons tLA@2)| @ +HB | -MA L.welshimeri pur | 2550 | N/A - -LB L.welshimeri = / =
L.monocytogenes +LA(T) (Fraser L.monocytogenes L.monocytogenes
c L2 | PC3 | No |Rosette de porc @ | +LA(1) | +HB | +HB* | N + pur | 2426 | 3826 + : ' Nl + = + i o + =
L.welshimeri +MBY) L.welshimeri L.welshimeri
c M7 | PC3 | No |Jambon fumé @ 4} @ @ / pur | 2748 | 2755 + +LB L.monocytogenes + PD + L.monocytogenes + PD
o M13 | PC3 | No | Chorizo -LE -LE | tHA | -LA L.innocua pur | 2432 | 3440 + +LB L.monocytogenes + PD + L.monocytogenes + PD
c N24 | PC3 | No |Rétide veau 7} 14} +LA | -MA L.welshimeri pur | 2339 | 3601 i +LA L.monocytogenes + PD + L.monocytogenes + PD
o 010 | PC3 | No | Poitrine fumée +LA -LA | +MB* | +MB* L'nzov’;glcs};]t/%gsges + pur | 2430 | 2892 + +MB* L.monocytogenes + = + L.monocytogenes + =
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Bio-Rad

Protocol 2 (LSB - Standard Il lysis) - Meat products

Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
MEAT PRODUCTS
o . : AM: iQ-Check Additional pathway of confirmation
Contamination RLELIR BT LSB - Standard Il lysis ISO 16140-2:2016
. irmati Concordance
ST| SN | Time Sample Half Fraser Fraser Confirmation | _. iQ-Check o o Confirmation b . Fraser Confirmation . RM/AM
. Final a Final Final
Strain | Type | Level result | CtC. | Ct result result
O&A | Palcam | O&A | Palcam | Identification intl EAM Results RLM AL | RLM | Identification O&A | Placam | Identification
c |169| TO |Cooked ham high quality LIS|4.26| se | 24 |4h+@| 4h-@ |4h+@D| 4h-0 L.m + 138,29 14,04 + 4h+Q 4h+@ | 4h+Q L.m + |4h+@| 4h-O0 L.m + PA
c |171| TO |Auvergne Ham LIS|426| se | 24 |4h+@| 4h-@ |4h+QD| 4h-O L.m + [3453| 18,7 + 4h+@ 4h+@ | 4h+Q L.m + | 4h+@| 4h-@ L.m + PA
¢ |173| TO |Cooked and derinded ham high quality | LIS [4.26 | se | 24 | 00 09 09 09 / - 13349(21,74 + 4h+Q 4h+@ | 4h+Q L.m + | 4h+@| 4h-@ L.m + PD
¢ [175| TO |Cooked ham LIS|427| se | 28 |4h+@| 4h-@ |4h+@D| 4h-0 L.m + |33,35|25,89 + 4h+Q 4h+@ | 4h+Q L.m + |4h+@| 4h-O0 L.m + PA
¢ [177| TO |Serrano ham LIS|427| se | 28 |4h+@| 4h-@ |4h+@D| 4h-0 L.m + |33,78|21,74 + 4h+Q 4h+@ | 4h+Q L.m + |4h+@| 4h-O0 L.m + PA
o . : AM: iQ-Check Additional pathway of confirmation
Contamination RLELIR BT LSB - Standard Il lysis after storage 72h at 5°C ISO 16140-2:2016
| — C d
ST| SN | Time Sample Half Fraser Fraser Confirmation | . iQ-Check Confirmation Confirmation b . Fraser Confirmation . oréc,\(;/rAi/lnce
. Final a Final Final
Strain | Type | Level
. . |result|ctc. | ct ... | result L result
O&A | Palcam | O&A | Palcam | Identification int | EAM Results RLM AL | RLM | Identification O&A | Placam | Identification
C | 169 | T72h | Cooked ham high quality LIS 426| se | 24 |4h+@| 4h-@ |4h+@D| 4h-0 L.m +  132,58|15,06 + 4h+Q 4h+@ | 4h+Q L.m +  |4h+@| 4h-O0 L.m + PA
C | 171 T72h | Auvergne Ham LIS 426| se | 24 |4h+@| 4h-@ |4h+@D| 4h-0 L.m +  137,85|18,25 + 4h+Q 4h+@ | 4h+Q L.m +  |4h+@| 4h-O0 L.m + PA
C | 173 | T72h | Cooked and derinded ham high quality LIS 4.26| se | 2,4 | 00 09 09 09 / - 133,56 23,05 + 4h+@ 4h+@ | 4h+Q L.m t  [4h+d| 4h-0 L.m + PD
C [175| T72h | Cooked ham LIS 427| se | 28 |4h+@| 4h-@ |4h+@D| 4h-0 L.m +  133,69|19,36 + 4h+Q 4h+@ | 4h+Q L.m +  |4h+@| 4h-O0 L.m + PA
C [177 | T72h | Serrano ham LIS 427| se | 28 |4h+@| 4h-@ |4h+@D| 4h-0 L.m t  13512|22,35 + 4h+Q 4h+@ | 4h+Q L.m t  |4h+@| 4h-O0 L.m + PA
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Protocol 2 (LSB - Standard Il lysis) - Dairy products

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

Bio-Rad

DAIRY PRODUCTS
Reference method Alternative meth_od Alternative mt_ethod
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
p1 ALT po | AL Identifications | Result | DNA C(i:] t F%\A Result stregmg on Identifications | Result Result | Identifications | Result

a N26 | PL1 | No | Palet de Bourgo (au lait cru) a -LE a a / pur | 23,03 | N/A - -LE / = / =
a P5 | PL1 | No | Maroilles au lait cru -LE -LE | -ME | -LE / pur | 2878 | N/A - / / =

a R3 | PL2 | No | Valengay (fromage de chévre) @ 4} @ @ / pur | 2425 | N/A - / / =

a R4 | PL2 | No | Selles sur Cher d 9] d d / pur | 2450 | N/A - / / =

a R6 | PL2 | No | Selles sur Cher ] 4] -LE ] / pur | 2374 | N/A - / / =

a P3 | PL1 | No | Maroilles au lait cru +LB +LB | +MB | +MA | L.monocytogenes + pur | 3044 | 3919 i +LB* L.monocytogenes + = + L.monocytogenes + =
a P4 | PL1 | No | Maroilles au lait cru ] -LE | +MA | +LA | L.monocytogenes + pur | 2969 | 3276 + +LA L.monocytogenes + = + L.monocytogenes + =
a Q24 | PL2 | 7,2 | Rocamadour au lait cru a +LA | +LA | L.monocytogenes + pur | 3297 | 2687 i +LA L.monocytogenes + = + L.monocytogenes + =
b | c8 |PL3| No |Laitcru +LA(1) sHA | LA | Lwelshimeri e 22/ :\5 m inh - 1B Lwelshimeri | inh - - inh - / inh - -
b 019 | PL3 | No |Laitcru %} -LE %} / pur | 2481 | N/A - / / = / =
b B15 | PL3 | No |Laitcru +LA +LA | +HA | +MA | L.monocytogenes + pur | 3092 | 2773 + +MA L.monocytogenes + = + L.monocytogenes + =
b [B16|PL3 | No |Laitcru +MA | +MA | +MB | +MA | L.monocytogenes | + | pur | 3150 | 1827 | + +MB L"”‘if’,‘,’,‘,’,{f;’ﬁ:”“ ¥ = + L""‘Zf’izz}gggae”es ¥ =
b E7 | PL3 | No |Laitcru ] 4] -LE | -LE / pur | 2445 | 1611 + +HA L.monocytogenes + PD + L.monocytogenes + PD
b 027 | PL3 | 10,8 | Lait cru +LA +LA | +HA | +MA | L.monocytogenes + pur | 2432 | 2185 + +LA L.monocytogenes + = + L.monocytogenes + =
b 028 | PL3 | 13,5 | Lait cru +LA +LB | +MA | +MB | L.monocytogenes + pur | 2443 | 2027 + +LA L.monocytogenes + = + L.monocytogenes + =
c A2 | PL1 | No |Camembert d 9] d d / pur | 2575 | N/A - d / = / =
o A3 | PL1 | No |Munster ] 4] d -LE / pur | 2702 | N/A - +HB / = / =
c B2 | PL1 | No | Epoisses -LE -LE -LE | -LE / pur | 2972 | N/A - a / = / =
c B5 | PL1 | No | Munster a -LE d a / pur | 2893 | N/A - / / = / =
o M24 | PL1 | No |PontI'Evéque ] 4] ] d / pur | 2412 | N/A - / / = / =
c M25 | PL1 | No | Livarot d 9] d d / pur | 2385 | N/A - / / = / =
o 03 | PL1 | No |Rond du vinage ] 9] d -LE / pur | 2706 | N/A - / / = / =
c Q27 | PL1 | No |StPaulin d 4} d d / pur | 3236 | N/A - / / =

o Q28 | PL1 | No | Munster pasteurisé 7} LE a 7} / pur | 3370 | N/A - / / =

o Q29 | PL1 | No | Brie pasteurisé 7} -LE a 7} / pur | 3343 | N/A - / / =

c Q30 | PL1 | No |Fromage a raclette pasteurisé d -LE d d / pur | 3244 | N/A - / / =

o A1 | PL2 | No |Fromage de chévre Ste Maure 4] 9] d d / pur | 2369 | N/A - / / = =
c A4 | PL2 | No |Féta nature d 9] d d / pur | 2528 | N/A - / / = =
o A6 | PL2 | No | Fromage de chévre Chabichou ] 4] d -LE / pur | 2399 | N/A - / / = =
c Q18 | PL2 | No |Biche de chévre -LE -LE -LE | -LE / pur | 3217 | N/A - / / =

c R5 | PL2 | No | Pigouille (fromage de chévre) -LE -LE @ -LE / pur | 2466 | N/A - / / =

o R7 | PL2 | No | Pigouille (fromage de chévre) ] 1] -LE d / pur | 2521 | N/A - / / =

c S1 | PL3 | No |[Laitinfantile en poudre a 4} a a / pur | 3416 | N/A - / / =

o S2 | PL3 | No |[Laitinfantile en poudre ] 4] d -LE / pur | 3453 | N/A - / / =

c A10 | PL1 | No |Maroilles +LB +LA | +MB | +MA | L.monocytogenes + pur | 2491 | 2308 + +HA L.monocytogenes + = + L.monocytogenes + =
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Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

DAIRY PRODUCTS
Reference method Alternative method Alternative method
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
Identifications | Result | DNA Result i Identifications | Result Result | Identifications | Result
P1 AL1 P2 | AL Qt Ct Streaking on
C.int | FAM RLM

c B1 | PL1 | No | Epoisses +LA | +MA | +MA | +MA | L.monocytogenes + pur | 3011 | 2503 i +MB L.monocytogenes + = + L.monocytogenes + =
c B3 | PL1 | No | Reblochon a -LE 7} a / std | 2863 | 2666 + +MA L.monocytogenes + PD + L.monocytogenes + PD
c C2 | PL1 | No | Munster +MA | +MA | +MB | +MA | L.monocytogenes + f/% 3,;1/'22 2,;]/?6 inh + +MA L.monocytogenes | inh + = inh + | L.monocytogenes | inh+ =
c C4 | PL1 | No |Maroilles +LB(2) 4} +LB | +MA | L.monocytogenes + pur | 3040 | 27,48 | + +MA L.monocytogenes + = + L.monocytogenes + =
o N18 | PL1 | No | Cceur de Neufchatel -LE -LE -LE | -LE / pur | 2217 | 2264 + +MA L.monocytogenes + PD + L.monocytogenes + PD
c P20 | PL1 | 6 |SaintPaulin +LA +LA | +MA | +MA | L.monocytogenes + pur | 2269 | 2031 + +HA L.monocytogenes + = + L.monocytogenes + =
c Q15 | PL1 | 5,4 | Brie de Meaux 7} -LE | +MA | +MA | L.monocytogenes + pur | 3607 | 3336 + +LA L.monocytogenes + = + L.monocytogenes + =

« | L.monocytogenes L.monocytogenes - L.monocytogenes -
c E6 | PL2 | No |Ossau Iraty +LA | +LA | +HB | +MB L innocua + pur | 2625 | 1886 | + +HB L innocua + = + L innocua + =
c E8 | PL2 | No | Fromage de chévre +MB | +MB | +MB | +MB | L.monocytogenes + pur | 2410 | 1518 + +HB L.monocytogenes + = + L.monocytogenes + =
c 023 | PL2 | 5,4 |Biche de chevre +LA | +MC* | +HA | +MA | L.monocytogenes + pur | 2604 | 2467 + +MB L.monocytogenes + = + L.monocytogenes + =
c 024 | PL2 | 10,8 | Crottin de Chavignol -LE | +LA(1) | -ME | +LB | L.monocytogenes + pur | N/A | 3493 + +LA L.monocytogenes + = L.monocytogenes ND
c P21 | PL2 | 9 |Fromage de chévre +LB +MD | +HB | +MA | L.monocytogenes + pur | 2181 | 2093 + +MB L.monocytogenes + = + L.monocytogenes + =
c Q9 | PL2 | 8,8 |Biche de chévre +LB +LB | +MC | +MB | L.monocytogenes + pur | N/A | 3516 + +LB L.monocytogenes + = + L.monocytogenes + =
c Q13 | PL3 | 3,6 | Glace chocolat +LC +LC | +HB | +MB | L.monocytogenes + 1p/l116 32/'10‘4 22/94 inh + +MA L.monocytogenes | inh + = inh + | L.monocytogenes | inh + =
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Protocol 2 (LSB - Standard Il lysis) - Dairy products

Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
DAIRY PRODUCTS
R 150 11201 R e

ST| SN | Time Sample _ . Gl o - — Concordance

Strain | Type | Level Half Fraser Fraser Confirmation | Final iQ-Check 3 Confirmation b Final Fraser Confirmation | Final RM/AM

— result : —— result — result
O&A | Palcam | O&A | Palcam | Identification CtC.int | CtFAM |Results RLM AL | RLM | Identification O&A | Placam | Identification

a | 62 | TO |Neuf Chéatel raw milk / / / 0L 0L 00 00 / - 38,05 N/A - 0L oL | OL / - 0L 0L / / NA
a | 64 | TO |Camembert of Normandie raw milk / / / oL 0L 00 00 / - 37,71 N/A - 0L oL | OL / - 0L oL / / NA
a | 66| TO |Coulommiers raw milk / / / 0L OL 00 00 / - 37,46 N/A - 0L oL | OL / - 0L 00 / / NA
a | 68| TO |Comtéraw milk / / / 0L OL 00 00 / - 38,4 N/A - 0L oL | OL / - 0L 00 / / NA
a |70 | TO |Comté raw milk / / / 0L 0L 00 00 / - 38,37 N/A - 0L oL | OL / - 0L 0L / / NA
a | 72| TO |Morbier raw milk / / / 0L 0L 00 00 / - 33,34 N/A - 0L oL | OL / - 00 00 / / NA
a | 57 | TO |Neuf Chatel raw milk LIS 460| se | 22 | 3htL| 3h-L | 3htL | 4h-@ L.m + N/A-37,8 | N/A-18,97 | IH/+* 4h+@ 4h+d | 4h+d L.m + | 3htL | 4h-@ L.m + PA
a | 59 | TO |Camembertof Normandie raw milk |LIS 4.60| se | 22 [2h+M| 3h-L | 3h+tL | 4h-L L.m + N/A-37,77 | N/A-23,48 | IH/+* 4h+@ 3h+M | 4h+@ L.m +  |4h+@ | 4h-0 L.m + PA
a | 61| TO |Coulommiers raw milk LIS 460| se | 22 | 3htL| 3h-L | 3htL | 4h-@ L.m + 37,29 18,65 + 4h+L 3h+L | 4h+L L.m + |3htL | 3h-L L.m + PA
a | 63| TO |Comtéraw milk LIS 456| se | 1,8 | OM oM oL oM L.m - 37,82 28,19 + 3h+d 3h+L | 3h+Q L.m + [3h+@| 3h-0 L.m + PD
a| 65| TO |Comtéraw milk LIS 456| se | 1,8 |2h+M| 3h-L | 3h+L | 4h-@ L.m t 36,29 24,52 + 3h+M 3h+L | 3h+M L.m t [3h+@| 3h-0 L.m + PA
a | 67 | TO |Morbier raw milk LIS 456| se | 1,8 | 3htL| 3h-L | 3htL | 4h-@ L.m + 134,53-37,25 | NIA-20,27 | IV/+** 3h+L 3h+L | 3h+L L.m + |13h+@ | 4h-@ L.m + PA
a | 69| TO |Reblochon raw milk LIS 432 se | 3,0 | 3htL| 4h-L |3h+@| 4h-@ L.m + 37,28 355 + 3h+L 3h+L | 3h+L L.m + [ 3h+L | 3h-0 L.m + PA
a | 71| TO |Mountaintome cheese rawmilk |LIS 4.32| se | 3,0 [3h+L| 3h-M |3h+@| 4h-L L.m + 35,11 25,07 + 3h+L 3h+L | 3h+L L.m + |3htL | 3h-@ L.m + PA
a | 73| TO |Raclette raw milk LIS 432| se | 3,0 |4h+H| 3h-M |3h+M| 4h-L L.m + 35,67 29,04 + 3h+L 3h+L | 3h+L L.m + |4h+@ | 4h-0 L.m + PA
b |90 | TO |Raw milk / / / oL oM 00 00 / - 37,37 N/A - oL oL | OL / - oL oL / / NA
b 192| T0 |Rawmik / / / oL oL 00 00 / - [37,32-33,43 | 4719-N/A|  +/- oL oL | OL / - oL oL / / PPNA
b | 94| T0O |Raw milk / / / oL oL 00 00 / - 33,87 N/A - oL oL | OL / - oL 00 / / NA
b 96| TO |Rawmik / / / oL oL 00 00 / - 37,87 N/A - oL oL | OL / - oL oL / / NA
b |98 | TO |Raw milk / / / oL oL 00 00 / - 37,9 N/A - oL oL | OL / - oL 00 / / NA
b 1100| TO |Raw milk / / / oL oL 00 00 / - 38,29 N/A - oL oL | OL / - oL oL / / NA
b {102| TO |Raw milk butter / / / oM oM 00 00 / - 37,62 N/A - oL oL | OL / - oL 00 / / NA
b [104| TO |Raw milk butter / / / oM oL 00 00 / - 40,08 N/A - oL oL | OL / - oL oL / / NA
b | 75| TO |Raw milk LIS 459| se | 24 [2h+M| 3h-L |3h+d| 4h-@ L.m + 40,76 23,47 + 4h+@ 3h+L | 4h+@ L.m + |3htL | 3h-@ L.m + PA
b |77 | T0O |Raw milk LIS 459| se | 24 |2h+M| 3h-L |3h+@| 4h-@ L.m + 41,95 21,61 + 3h+L 3h+L | 3h+L L.m + | 3h+L | 4h-@ L.m + PA
b |79 | TO |Raw milk LIS 459| se | 24 [4h+H| 3h-M | 3h+L | 4h-L L.m + 40,52 25,65 + 3h+L 4h+@ | 3h+L L.m + |13h+@| 4h-0 L.m + PA
b |81 | T0O |Raw milk LIS 423 se | 32 |3htL| 3h-L |3h+@| 4h-@ L.m + 37,88 25,25 + 3h+L 3h+M | 3h+L L.m + |3h+@| 4h-0 L.m + PA
b | 83| T0O |Rawmik LIS 423| se | 3,2 |3h+tM| 3h-M |3h+M| 4h-L L.m + 33,22 19,69 + 3h+M 3h+L | 3h+M L.m + |13h+@| 3h-@ L.m + PA
b | 85| T0O |Rawmik LIS 423| se | 3,2 |3h+M| 3h-M | 3h+L | 4h-L L.m + 33,66 15,54 + 3h+L 3h+L | 3h+L L.m + |13htL | 3h-L L.m + PA
b | 87 | T0O |Raw milk butter LIS 462| se | 2,6 |3h+M| 3h-L | 3h+L | 4h-@ L.m t N/A 18,59 + 4h+@ 4h+L | 4h+d L.m + | 3h+L | 4h-@ L.m + PA
b | 89| TO |Raw milk butter LIS 462| se | 2,6 |3h+M| 3h-L | 3h+L | 4h-@ L.m + 38,34 23,95 + 4h+L 4h+L | 4h+L L.m t 14h+@ | 4h-@ L.m + PA
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Protocol 2 (LSB - Standard Il lysis) - Seafood products

Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

SEAFOOD PRODUCTS
Reference method Alternative meth_od Alternative mc_ethod
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
p1 ALT po | AL Identifications | Result | DNA Cﬁ;t F%\A Result stregmg on Identifications | Result Result | Identifications | Result

a B18 | PP1 | No |Filet de tilapia +LA LA | +MA | -MA L.innocua pur | 3112 | N/A - -MA L.innocua = L.innocua - =
a G16 | PP1 | No | Saumon frais ] 4] 4] d / pur | 4721 | N/A - ] / = / - =
a |G17|PP1| No | Saumon frais o / PO e | N | inh- / / inh - - inh - / inh - -
a | G18|PP1| No |Saumon frais 0 / PO | N | inh- / / inh - - inh - / inh - -
a G19 | PP1 | No | Saumon frais ] 4] ] d / pur | 3394 | N/A - / / = / - =
a R18 | PP1 | No |Filet de flétan -LE 4} -ME | -LE / pur | 2420 | N/A - / / =

a T11 | PP1| No |[Filetde sabre -LE -LE d d / pur | 3136 | N/A - / / =

a K2 | PP3 | No |Tartare de saumon ] -LE ] ] / pur | 2186 | N/A - ] / = / - =
a E3 | PP1 | No |Harengs -LE 4} -ME a / pur | 2808 | 3272 + +LB L.monocytogenes + PD + L.monocytogenes + PD
a G20 | PP1 | No | Saumon frais +LA +LA | +HB* | +MB* | L.monocytogenes + pur | N/A | 3211 + +HA L.monocytogenes + = + L.monocytogenes + =
a | H [PP1| No | Saumon frais HA | +LA | +HA | +up | Lmonooytogenes |y oy | o470 | 1602 |+ sHge | Lmonocylogenes | - ¢ | Lmonocylogenes | -

L.innocua L.innocua L.innocua

a H2 | PP1 | No |Saumon frais +LA +LA | +HA | +HA | L.monocytogenes + pur | 2229 | 2549 + +MA L.monocytogenes + = + L.monocytogenes + =
a H3 | PP1| No | Saumon frais +LA +LA | +HA | +MA | L.monocytogenes + pur | 2504 | 1908 it +HA L.monocytogenes + = + L.monocytogenes i =
a H4 | PP1 | No |Saumon frais +LA +LA | +HA | +MA | L.monocytogenes + pur | 2289 | 3767 + +LA L.monocytogenes + = + L.monocytogenes + =
a H5 | PP1 | No | Saumon frais +LA +LA | +HA | +MA | L.monocytogenes + pur | 2396 | 1517 it +HA L.monocytogenes + = + L.monocytogenes i =
a M20 | PP1 | No |Darnes de lieu noir +LA(4) | +LA | +LB | +LA | L.monocytogenes + pur | 2458 | 2832 + +LA L.monocytogenes + = + L.monocytogenes + =
a | N8 |PP1| No |Cocktail de fruits de mersurgelé | @ | -ME | +HA | +MB* L'mi’m}gggj”es + | pur | 2697 | 2008 | + +LB* L'mi’m}gggj”es + - + L'm‘Z’_’i‘r’,‘r’,}gggjnes + -
a | N19|PP1| No |Cocktail de fruits de mersurgelé | @ | +LB(2) | +LA | +MB | L.monocytogenes | + | pur | 2393 | 2613 | + +LB* L"”‘Z’f’iz%tggae”es ¥ = + L""‘Zf’if%ggae”es ¥ =
b | ct|PP2| No |Saumon fumé IE| 0| o / our | 3108 | NA | - |tE (FLr:)Se“' L innocua - / : -
b K10 | PP2 | No | Saumon fumé d 0] d -LE / pur | 2264 | N/A - a / = - =
b N9 | PP2 | No |Saumon fumé d'Irlande -LE 1] -ME | -ME / pur | 2379 | N/A - ] / = - =
b Q21 | PP2 | No | Truite fumée d 9] d -LE / pur | 3216 | N/A - / / =

b Q22 | PP2 | No | Sardines fumées a 14} a d / pur | 3245 | N/A - / / =

b Q23 | PP2 | No | Saumon fumé d 9] d a / pur | 3227 | N/A - / / =

b R19 | PP2 | No | Thon fumé d 4} d d / pur | 2454 | N/A - / / =

b T9 | PP2 | No |Saumon fumé ] 9] 4] d / pur | 3084 | N/A - / / =

b A15 | PP3 | No |Harengs marinés a 4} -ME a / pur | 2965 | N/A - -LE / = / - =
b C6 | PP3 | No |Harengs marinés ] 4] -LE ] / pur | 2952 | N/A - ] / = / - =
b M18 | PP1 | No |Haddock +LB +LB | +LB | +LA | L.monocytogenes + pur | 2581 | 2897 + +LB* L.monocytogenes + = + L.monocytogenes + =
b A13 | PP2 | No |Flétan fumé ] +LA | +HB | +MA | L.monocytogenes + pur | 2751 | 3050 + +HA L.monocytogenes + = + L.monocytogenes + =
b A14 | PP2 | No | Saumon fumé +LA +LB | +HA | +MB | L.monocytogenes + pur | 2744 | 31,11 + +HA L.monocytogenes + = / - ND
b B8 | PP2 | No |Saumon fumé +LA +LA | +HA | +HA | L.monocytogenes + pur | 2935 | 2764 + +MA L.monocytogenes + = + L.monocytogenes + =
b B9 | PP2 | No |Saumon fumé +LA(3) | +LA(2) | +HA | +MA | L.monocytogenes + pur | 2996 | 1917 + +HA L.monocytogenes + = + L.monocytogenes + =
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Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

SEAFOOD PRODUCTS
Reference method Alternative method Alternative method
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h

Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement

Identifications | Result | DNA Result i Identifications | Result Result | Identifications | Result

P1 AL1 P | AL Qt Ct Streaking on
C.int | FAM RLM
b C3 | PP2 | No |Lardons de saumon fumé +LA | +LB | +MB | L.monocytogenes + pur | 2862 | 2708 i +LA(48 h) L.monocytogenes + = + L.monocytogenes i =
b | L8 |PP2| No |Saumon fumé @ | @ |+HB|+HA|  Linnocua our | 2309 | 2520 |+ sMps | Lmonocytogenes |, PD + | L:monocytogenes | PD
L.innocua L.innocua

b M16 | PP2 | No |Eglefin fumé +B* | +LB* | +LB* | +LB* L.monpcytogenes + our | 2578 | 2084 + -LA (Fra*ser: L.monpcytogenes + - + L.monpcytogenes + -

L.innocua +MB*) L.innocua L.innocua
b M17 | PP2 | No | Sprats fumés +MA | +MA | +HA | +HA | L.monocytogenes + pur | 2367 | 1976 + +LB L.monocytogenes + = inh + | L.monocytogenes | inh + =
b R20 | PP2 | No | Saumon fumé d'Ecosse ] 4] ] ] / pur | 2395 | 3850 + +LA L.monocytogenes + PD + L.monocytogenes + PD

, . " L.monocytogenes L.monocytogenes

b S5 | PP2 | No | Eglefin fumé d -LE | -LE | -LE / pur | 3348 | 2726 + +MB L innocua + PD + | innocua + PD
b M19 | PP3 | No | Kippers +LA(2) | +LB(2) | +LA | +LA | L.monocytogenes + pur | 2403 | 3186 + +LA L.monocytogenes + = + L.monocytogenes + =
c T10 | PP1 | No | Miettes de crabe ] 4] -LE ] / pur | 3117 | 4092 + / / PPNA
c S3 [ PP2 | No |Canapés de saumon fumé -LE -ME | -LE | -ME / pur | 3361 | N/A - / / =
c S13 | PP2 | No | Nonnettes de poissons fumés -LE -LE -LE | -ME / pur | 3363 | N/A - / / =
c B10 | PP3 | No |Rillettes de thon d 9] a d / pur | 2950 | N/A - / / = / - =
c C7 | PP3| No |Tarama -LE -LE | -ME | -LE / pur | 3104 | N/A - a / = / - =
c M14 | PP3 | No |Filetde poisson a la provencale -LE -LE ] -LE / pur | 2354 | N/A - -LA L.innocua = L.innocua - =
c M21 | PP3 | No | Accras de morue d 9] -LE | -LE / pur | 2349 | N/A - / / = / - =
c S4 | PP3 | No | Tartare de saumon a la moutarde | -LE -LE | -ME | -ME / pur | 3310 | N/A - / / =
c T8 | PP3 | No | Coquilles de saumon frais d 9] d d / pur | 2983 | N/A - / / =
¢ | K3 |PP1| No |Crevettes cuites sMB | +LB* | +MB | +mMp* | Lmonocytogenes |0 | ogsg | 2181 |+ sMps | Lmonocytogenes | = 4 | Lmonocytogenes | -

L.innocua L.innocua L.innocua
¢ |M15|PP1| No |Crevettes cuites +LB* | +MB* | +MB* | +LB* L"”‘Z"’Ig%tggae”es + | pur | 2482 | 2733 | + +MA L.monocytogenes |+ = + | Lmonocytogenes |+ =
¢ | $19|PP2| No |Paniers au saumon fumé HLC | +LB* | +MB* | +pe | LmONOCYIogeNes |y by | 3095 | 2402 |+ sHg | Lmonocylogenes | - ¢ | Lmonocytogenes | -

L.innocua L.innocua L.innocua
c E2 | PP3 | No |Terrine langoustines +HA | +MB | +HB | +MB | L.monocytogenes + pur | 2365 | 1550 i +HA L.monocytogenes + = + L.monocytogenes i =
c K1 | PP3 | No |Accras de morue +MA | +MA | +HA | +HA | L.monocytogenes + pur | 2006 | 1311 + +HA L.monocytogenes + = + L.monocytogenes + =
c N7 | PP3 | No |Brochettes de saumon frais +LB +LA | +MA | +MA | L.monocytogenes + pur | 2356 | 3482 + QRI(_Z:)apS?ii-l?\) L.monocytogenes + = + L.monocytogenes + =
¢ |N20|PP3| No |Calamars ala romaine B | +LB | +LB* | +mp* | Lmonocytogenes |l | 0030 | 2133 |+ sMps | Lmonocytogenes | = 4 | Lmonocytogenes | -

L.innocua L.innocua L.innocua
¢ | N25|PP3| No |Poisson & la bordelaise +MD | +MB* | +HA | +MB* L"”‘Z"’Ig%tggae”es + | pur | 2261 | 2039 | + +MA L.monocytogenes |+ = + | Lmonocytogenes |+ =

ADRIA 130/225 16 November 2023

Summary report (Version 0)

iQ-Check Listeria monocytogenes Il



Protocol 2 (LSB - Standard Il lysis) - Seafood products

Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
SEAFOOD PRODUCTS
i : _ AM: iQ-Check Additional pathway of
Contamination e LSB - Standard Il lysis confirmation ISO 16140-2:2016
ST| SN |Time|  Sample HalfFraser |  Fraser | Confirmation| QCheck | “OMMAN | Gonfimation b _ Fraser | Confirmation Concardane
Strain | Type | Level rlt:al::IIt cie | ot rl:el::llt Final result
O&A | Palcam | O&A | Palcam | Identification intl EAM Results RLM AL | RLM | Identification O&A | Placam | Identification
a | 8 | TO |Salmon filet / / / 0 0 09 09 / - 3756 | N/A - 09 09 0 / - 00 0 / / NA
a| 8 | TO |Cod filed / / / 0 0 09 09 / - 37,711 | N/A - 09 09 0 / - 09 0 / / NA
c | 74 | TO | Stick with crab flavour / / / 09 09 00 00 / - 38,34 | N/A - 00 00 09 / - 00 09 / / NA
¢ [ 101 | TO | Stick with crab flavour | LIS [4.83| se | 28 |3h+@| 3h-@ |3h+d| 4h-@ L.m + 37,47 118,48 + 3h+@ 4h+@ | 3h+d L.m + 3h+@ | 4h-@ L.m + PA
¢ [ 103 | TO |Rillette of sardines LIS|483| se | 2,8 |3h+@| 4h-@ |4h+@d | 4h-0 L.m + 37,46 | 28,29 + 4h+@ 4h+@ | 4h+Q L.m + 3h+@ | 4h-@ L.m t+ PA
¢ |105| TO ngasmaw'thc"d LIS |4.83| se | 28 |3n+@| 4h-@ |4h+@| 4h-O L.m * 36,01 (2431 + 4@ |4h+@ | 4h+@ | Lm * | 4ng | 4ho L.m * PA
i : _ AM: iQ-Check Additional pathway of
Contamination HLE T B LSB - Standard Il lysis after storage 72h at 5°C confirmation ISO 16140-2:2016
: . Confirmation —— - : Concordance
ST!| SN | Time Sample Half Fraser Fraser Confirmation iQ-check Confirmation b Fraser Confirmation
. Final a Final . RM/AM
Strain | Type | Level Final result
o result | cic. | ct result
O&A | Palcam | O&A | Palcam | Identification intl EAM Results RLM AL | RLM | Identification O&A | Placam | Identification
¢ | 101 | T72h | Stick with crab flavour | LIS [4.83| se | 2,8 |3h+t@| 4h-@ |4h+@| 4h-@ L.m + 36,12 | 19,46 + 4h+@ 4h+@ | 4h+Q L.m + 4h+@ | 4h-@ L.m t+ PA
¢ | 103 | T72h | Rillette of sardines LIS|483| se | 28 |3h+t@| 4h-@ |3h+d| 3h-@ L.m + 33,65 | 25,13 + 3h+@ 3h+@ | 3h+Q L.m + 4h+@ | 4h-0 L.m t PA
¢ | 105 | T72h Z;;ma""'th cod LIS [4.83| se | 28 |3h+@| 4h-@ |4h+@| 3h-0 Lm * 3458 (2365 + A+@  |4h+@| 4h+@ | Lm | 3o | 3ho L.m * PA
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Protocol 2 (LSB - Standard Il lysis) - Vegetable products

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

Bio-Rad

VEGETABLE PRODUCTS
Reference method Alternative meth_od Alternative mc_ethod
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
p1 ALT po | AL Identifications | Result | DNA C(i:] t F%\A Result stregmg on Identifications | Result Result | Identifications | Result

a A7 | PV1 | No | Haricots verts surgelés a 4} @ a / pur | 2896 | N/A - / / = / =
a 021 | PV1 | No | Mélange de poivrons surgelés -LE -LE | -ME | -LE / pur | 2863 | N/A - / / = / =
a 022 | PV1 | No |Légumes pour potage surgelés a 4} a a / pur | 2844 | N/A - / / = / =
a J8 | PV2 | No |Epinards branches +LA LA | +MA | -MA L.welshimeri pur | 3057 | N/A - -LB L.welshimeri = L.welshimeri =
a Q16 | PV2 | No | Chou rouge 7} 14} 7} d / pur | 3328 | N/A - / / =

a S12 | PV2 | No | Carottes rapées -LE -LE | -ME | -ME / pur | 3406 | N/A - / / =

a R9 | PV3 | No [Haricots verts surgelés ] 4] ] d / pur | 2549 | N/A - / / =

a S17 | PV3 | No | Petits paniers de légumes surgelés ] -LE ] ] / pur gigg N/A - / / =

a N14 | PV1 | No | Champignons surgelés +LA +LA | +MA | +MA | L.monocytogenes + pur | 2491 | N/A - @ / ND / ND
a J4 | PV2 | No |Epinards branches +LA(3) | +LB(3) | +MA | +MA | L.monocytogenes + pur | 2966 | 2665 + +LA L.monocytogenes + = + L.monocytogenes + =
a J5 | PV2 | No |Epinards hachés +LB +LB | +MB | +MA | L.monocytogenes + pur | 2769 | 2619 + +LB L.monocytogenes + = + L.monocytogenes + =
a Q7 | PV2 | 5,2 | Carottes rapées +LB(2) 14} +HA | +MA | L.monocytogenes + pur | 2536 | 3172 i +LA L.monocytogenes + = + L.monocytogenes + =
b Q26 | PV2 | No | Salade composée a 9] d a / pur | 3249 | N/A - / / =

b S11 | PV2 | No | Mélange salade, mais, carottes a 4} a a / pur | 3374 | N/A - / / =

b M4 | PV3 | No |Pommes de terre précuites ] 4] ] ] / pur | 2758 | N/A - / / = / =
b R10 | PV3 | No | Courgettes précuites surgelées @ 4} -LE | -LE / pur | 2496 | N/A - / / =

b | J2 |PV2| No |Poslée de lgumes frais +LB | +MB* | +MB | +MB* L"”‘if’,‘,’,‘,’,{f;’ﬁ:”“ + | pur | 2430 | 2025 | + +MB* L"”‘if’,‘,’,‘,’,{f;’ﬁ:”“ + - + L""‘Z’_’izz}gggae”es + -
b Q1 | PV2| 10 | Salade 4éme gamme +LA +LA | +MA | +MA | L.monocytogenes + pur | 2506 | 2614 i +LA L.monocytogenes + = + L.monocytogenes + =
b M1 | PV3 | No |Poélée champétre +LA | +MB | +MA | +MA | L.monocytogenes + pur | 2769 | 2211 + +MB L.monocytogenes + = + L.monocytogenes + =
b M5 | PV3 | No | Pommes de terre précuites +LB +MA | +LB | +MB | L.monocytogenes + pur | 2418 | 1712 + +HA L.monocytogenes + = + L.monocytogenes + =
b 02 | PV3 | No | Pommes de terre précuites +MA | +MA | +HA | +MA | L.monocytogenes + pur | 2471 | N/A - @ / ND / ND
b 020 | PV3 | No | Pommes de terre précuites +MA | +MA | +HA | +MA | L.monocytogenes + pur | 2485 | 1909 + +HA L.monocytogenes + = + L.monocytogenes + =
b P9 | PV3 | 16 |Poélée romaine a -LE | +HA | +LA | L.monocytogenes + pur | 2664 | 2023 i +HA L.monocytogenes + = + L.monocytogenes + =
b Q8 | PV3 | 6,5 |Poélée de légumes +LB +LB | +MB | +MB | L.monocytogenes + pur | 2564 | 3163 + +LA L.monocytogenes + = + L.monocytogenes + =
o N15 | PV2 | No |Jardiniere de légumes ] 4] ] -LE / pur | 2148 | N/A - / / = / =
c R11 | PV2 | No |Fond de Pommes de terre & farcir +LA +LA | +LB* | +LB* L.innocua + pur | 2486 | N/A - @ (Fraser : @) / = / =
o L10 | PV3 | No | Mousse aux trois légumes -LE -LE | -ME | -ME / pur | 2333 | N/A - -ME / = / =
c N17 | PV3 | No | Coucous (semoule et légumes) -LE -LE -LE | -ME / pur | 2355 | N/A - / / = / =
o Q17 | PV3 | No | Salade de pennes napolitaine a 14} -LE | -ME / pur | 3319 | N/A - / / =

c Q19 | PV3 | No | Céleri rémoulade -LE -LE | -ME | -ME / pur | 3251 | N/A - / / =

c Q20 | PV3 | No | Concombre, carottes et chou en sauce a 9] d d / pur | 3234 | N/A - / / =

o R8 | PV3 | No | Tapenade Olives et Tomates ] 4] -LE | -LE / pur | 2529 | N/A - / / =

c S14 | PV3 | No |Légumes fagon paysanne -LE -LE @ | -ME / pur | 3239 | N/A - @ (Fraser : @) / =

o S16 | PV3 | No | Purée de légumes du soleil -LE -LE -LE | -ME / pur | 3408 | N/A - / / =

c T1 | PV3 | No |Pommes de terre et poivrons sauce curry a -LE -LE | -LE / pur | 3116 | N/A - / / =
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Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

VEGETABLE PRODUCTS
Reference method Alternative method Alternative method
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
Identifications | Result | DNA Result i Identifications | Result Result | Identifications | Result
P1 AL1 P2 | AL Qt Ct Streaking on
C.int | FAM RLM
¢ | J1 |PV2| No |Petits pois B | +LB* | +MB | +mp* | Lmonocytogenes |l o | o4g8 | 2120 |+ +MB* Lmonocytogenes | -, = 4 | Lmonocytogenes | =
L.innocua L.innocua L.innocua
o T3 | PV2 | No |Mélange quatre Iégumes a -LE a a / pur | 3159 | N/A - / / =
c P10 | PV3 | 16 | Purée chou-fleur, brocolis +LB +MA | +MB | +LB | L.monocytogenes + pur | 2629 | 2173 + +HA L.monocytogenes + = + L.monocytogenes + =
o Q2 | PV3 | 15 |Rizetlégumes en julienne +LA +LA | +MA | +MA | L.monocytogenes + pur | 2445 | 3116 i +MA L.monocytogenes + = + L.monocytogenes + =
c Q6 | PV3 | 3,9 | Gratin de chou-fleur +LA +LA | +MA | +MA | L.monocytogenes + pur | 2405 | 3238 + +MA L.monocytogenes + = + L.monocytogenes + =
o T2 | PV3 | No [ Carottes rapées sauce vinaigrette a -LE a a / pur | 3077 | N/A - / / =
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Protocol 2 (LSB - Standard Il lysis) - Vegetable products

Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
VEGETABLE PRODUCTS
o : AM: iQ-Check Additional pathway of
Contamination HIBLL BT Btz LSB - Standard Il lysis confirmation 1SO 16140-2:2016 Concordance
ST| SN | Time Sample Half Fraser |  Fraser | Confirmation | . iQ-Check Confirmation a Confirmation b Final Fraser | Confirmation | Final | RWAM
. Final result result
Strain | Type | Level result | CLC Ct
O&A | Palcam | O&A | Palcam | Identification int. EAM Results RLM AL | RLM | Identification O&A | Palcam | Identification
a [ 106 | TO |Banana / / / oL oL 0Q 09 / - 3799 | N/A - oL oL oL / - 09 09 / - NA
a | 108 | TO |Grape / / / 09 09 09 09 / - 33,27 | N/A - 09 09 | 00 / - 09 09 / - NA
b | 116 | TO |Julienne of vegetables / / / 090 00 00 00 / - 33,65 | NA - 00 00 | 00 / - 09 09 / - NA
b | 118 | TO | Grated carrot / / / 09 09 09 09 / - 33,93 | N/A - 09 0g | 0@ / - 09 09 / - NA
b | 120 | TO |Sliced cucumber / / / 00 00 09 09 / - 33,26 | N/A - 00 0g | 00 / - 09 09 / - NA
b | 122 | TO |Prepared lettuce heart / / / 09 09 09 0g / - 34,05 | N/A - 0 02 | 09 / - 09 09 / - NA
b | 124 | TO |Mixof young sprouts / / / oL oL 09 09 / - 33,73 | N/A - oL oL oL / - 09 09 / - NA
b | 126 | TO |Sliced leek / / / 00 00 0d 09 / - 3343 | N/A - 00 0g | 00 / - 09 09 / - NA
a|111| TO |Banana LIS 410| se | 16 |3h+M| 3h-L | 3h+l | 4h-L L.m + 36,73 | 20,38 + 3h+L 3h-L | 3h+L L.m + 4h+l | 4h-L L.m + PA
a | 113 | T0 |Grape LIS 410| se | 16 |3h+L | 4h-L |4h+L| 4h-L L.m + 33,9 | 19,84 + 2h+M 3h-L | 2h+M L.m + 3ht@ | 4h-@ L.m + PA
a|115| T0 | Tomato LIS 410| se | 1,6 |4h+@| 4h-L |4h+L| 4h-@ L.m + N/A | 14,83 + 3h+L 4h-@ | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
a | 117 | T0 |Plumsred LIS 435| se | 20 |3h+@| 4h-@ | 3h+Hl | 4h-0 L.m + 34,83 | 30,84 + 4h+L 4h-L | 4h+L L.m + 3h+@ | 3h-@ L.m + PA
a|119| TO |Pear LIS 435| se | 20 |3h+M| 4h-@ | 4h+L | 4h-L L.m + N/A | 13,75 + 3h+L 4h-L | 3h+L L.m + 4h+l | 4h-L L.m + PA
a | 121 ] T0 |Yellow plum LIS 435| se | 20 |3h+@| 4h-@ | 4h+L | 4h-L L.m + 4313 | 21,47 + 3h+L 3h-L | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
a | 123 | TO |Estarapple LIS 417| se | 1,8 |3h+M| 4h-L |4h+L| 4h-L L.m + 35,42 | 20,64 + 4h+L 4h-L | 4h+L L.m 4 4h+L | 4h-L L.m & PA
a | 125 | TO |Canada grey apple LIS 417| se | 1,8 |3h+@| 4h-@ | 4h+L | 4h-L L.m + 4208 | 24,92 + 3h+L 4h-L | 3h+L L.m + 4h+@ | 3h-@ L.m + PA
b | 133 | TO |Julienne of vegetables |LIS 4.80| se | 3,0 |3h+M| 4h-L | 3h+L | 4h-L L.m + 34,34 | 24,08 + 3h+L 4h-@ | 3h+L L.m + 4h+l | 4h-L L.m + PA
b | 135| TO | Grated carrot LIS 481| se | 26 |3h+M| 4h-L |3h+L| 4h-L L.m + 32,9 | 26,06 + 3h+L 4h-@ | 3h+L L.m + 4h+l | 4h-L L.m + PA
b | 137 | TO |Sliced cucumber LIS 481| se | 26 |3h+tL | 4h-L |4h+@| 4h-0 L.m + 38,78 | 15,63 - 3h+L 4h-L | 3htL L.m + 3h+@ | 3h-@ L.m + PA
c | 159 | TO |Waxbean LIS 478| se | 3,2 |4h+@| 3h-@ |4h+@| 4h-@ L.m + 38,06 | N/A - 09 09 | 00 / - / / / / ND
c | 161 | TO |peas steamed LIS 478| se | 3,2 |4h+@| 3h-@ |4h+@| 4h-0 L.m + N/A | 13,74 + 4h+@ 4h-@ | 4h+@ L.m + 3h+@ | 3h-@ L.m + PA
c | 163 | TO | Green lentils cooked LIS 478| se | 3,2 |4h+@| 3h-@ |4h+@| 4h-0 L.m + 34,91 18 + 4h+@ 4h-@ | 4h+@ L.m + 4h+@ | 4h-0 L.m + PA
c | 165 | TO |Greenbeans LIS 4.79| se | 2,6 |4h+@| 3h-@ |4h+@d| 4h-O L.m + 34,08 | 18,3 + 4h+Q 4h-@ | 4h+@ L.m + 4h+@ | 4h-@ L.m + PA
o : AM: iQ-Check Additional pathway of confirmation
Contamination itBbIF S LSB - Standard |l lysis after storage 72h at 5°C ISO 16140-2:2016 Concordance
ST| SN |Time Sample Half Fraser Fraser Confirmation . iQ-Check Confirmation a Confirmation b il Fraser Confirmation il RMIAM
. Final result result
Strain | Type | Level result | CLC Ct
O&A | Palcam | O&A | Palcam | Identification int. EAM Results RLM AL | RLM | Identification O&A |Palcam| Identification
a | 111 | T72h | Banana LIS 410| se | 16 |3h+M| 3h-L | 3h+l | 4h-L L.m + 33,18 | 24,36 + 3h+L 3h-L | 3h+L L.m + 3h+@ | 4h-L L.m + PA
a | 113 | T72h | Grape LIS 410| se | 16 |3h+L | 4h-L |4h+L| 4h-L L.m + 35,06 | 22,15 + 3h+L 3h-L | 3h+L L.m + 4h+l | 4h-L L.m + PA
a | 115 | T72h | Tomato LIS 410| se | 1,6 |4h+@| 4h-L |4h+L| 4h-@ L.m + 35,87 | 36,25 + 3h+L 4h-@ | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
a | 117 | T72h | Plums red LIS 435| se | 20 |3h+@d| 4h-@ | 3h+Hl | 4h-0 L.m + N/A | 183,54 + 4h+L 4h-@ | 4h+L L.m + 3h+@ | 4h-@ L.m + PA
a | 119 | T72h | Pear LIS 435| se | 20 |3h+M| 4h-@ | 4h+L | 4h-L L.m + 35,18 | 19,65 + 4h+L 4h-@ | 4h+L L.m + 4h+l | 4h-L L.m + PA
a | 121 | T72h | Yellow plum LIS 435| se | 20 |3h+@| 4h-@ | 4h+L | 4h-L L.m + 34,92 | 21,15 + 3h+L 3h-L | 3h+L L.m + 4h+@ | 4h-@ L.m + PA
a | 123 | T72h | Estar apple LIS 417| se | 1,8 |3h+M| 4h-L |4h+L| 4h-L L.m + 33,54 | 22,48 + 4h+L 4h-L | 4h+L L.m + 3h+@ | 4h-@ L.m + PA
a | 125 | T72h | Canada grey apple LIS 417| se | 1,8 |3h+@| 4h-@ | 4h+L | 4h-L L.m + 33,89 | 26,13 + 3h+L 4h-L | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
b | 133 | T72h | Julienne of vegetables | LIS 4.80| se | 3,0 |3h+M| 4h-L | 3h+L | 4h-L L.m + N/A | 15,23 + 4h+L 4h-@ | 4h+l L.m + 4h+@ | 4h-@ L.m + PA
b | 135 | T72h | Grated carrot LIS 481| se | 26 |3h+M| 4h-L |3h+L| 4h-L L.m + N/A | 16,45 + 3h+L 4h-@ | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
b | 137 | T72h | Sliced cucumber LIS 481| se | 26 |3h+tL | 4h-L |4h+@| 4h-@ L.m + 33,74 | 18,43 + 3h+L 4h-L | 3htL L.m + 3h+@ | 3h-@ L.m + PA
¢ | 159 | T72h | Wax bean LIS 478| se | 3,2 |4h+@| 3h-@ |4h+@| 4h-@ L.m + 32,12 | N/A - 09 09 | 00 / - / / / / ND
c | 161 | T72h | peas steamed LIS 478| se | 3,2 |4h+@| 3h-@ |4h+@| 4h-0 L.m + 33,78 | 18,56 + 4h+@ 4h-@ | 4h+@ L.m + 3h+@ | 4h-@ L.m + PA
¢ | 163 | T72h | Green lentils cooked LIS 478| se | 3,2 |4h+@| 3h-@ |4h+@| 4h-0 L.m + 33,84 | 18,96 + 4h+@ 3h-@ | 4h+@ L.m + 4h+@ | 4h-0 L.m + PA
¢ | 165 | T72h | Green beans LIS 4.79| se | 2,6 |4h+@| 3h-@ |4h+@d| 4h-O L.m + 33,76 | 25,18 + 3h+Qd 4h-@ | 3h+@ L.m + 4h+@ | 3h-@ L.m + PA
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Protocol 2 (LSB - Standard Il lysis) - RTE/RTRH

Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

Bio-Rad

RTE - RTRH
Reference method Alternative method Alternative method
LSB, Standard Il lysis(T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
Identifications | Result | DNA Result ' Identifications | Result Result | Identifications | Result
P1 AL1 P | AL Qt Ct Streaking on
C.int | FAM RLM

a S7 | PP3 | No | Crevettes en taboulé -LE -LE d -LE / pur | 3260 | N/A - / / - =

a N4 | PP3 | No | Faluche au thon +LA +LA | +HA | +MA | L.monocytogenes + pur | 2391 | 2451 + +HLA L.monocytogenes + = + L.monocytogenes + =
a N5 | PP3 | No | Faluche aux crevettes +LA | +LB | +HA | +MB | L.monocytogenes + pur | 2330 | 3109 + +LB L.monocytogenes + = + L.monocytogenes + =
a N6 | PP3 | No | Faluche aux crevettes +LB +LB | +HA | +MB | L.monocytogenes + pur | 2297 | 2592 + +LB L.monocytogenes + = + L.monocytogenes + =
b B14 | PC3 | No | Couscous (merguez cuites, légumes, semoule) | @ 4] ] 9] / pur | 3132 | N/A - -LE / - = / - =
b | S10 |PC2| No |Tomates farcies prétes a cuire @ | -LE | +HA | -MB L.innocua pur | 3359 | 2492 | + +MB* L.monocytogenes | PD + | L:monocytogenes | PD

L.innocua L.innocua
b | R16|PC3| No |Crépinettes au vin blanc #A | LA | +B | LB | Lwelshimeri pur | 2520 | 2662 | + +MB* L.welshimeri + PD inh | Lwelshimeri  [lly PD
L.monocytogenes + L.monocytogenes +
b B13 | PV3 | No |Pommes de terre rissolées ) ) @ ) / pur | 2998 | 2609 | + +MB L.mornocytogenes | -, PD + | Lmonocylogenes | PD
L.innocua L.innocua

b S15 | PV3 | No | Flans de chou-fleur -LE 4} -ME | -ME / pur | 3137 | N/A - @ (Fraser : @) / - =

b Q4 | PV3 | 25 |Gateau de céleri +LB +LB | +HA | +MA | L.monocytogenes + pur | 2391 | 3038 + +MA L.monocytogenes + = + L.monocytogenes + =
c E1 | PL3 | No | Tartelettes fruits +MA | -MA | +MA | -MA L.innocua pur | 2873 | N/A - -HB L.innocua - = / - =
c R1 | PL3 | No |Religieuses au café -LE -LE -LE | -ME / pur | 2373 | N/A - / / - =

o R2 | PL3 | No |Rizau lait 14} 14} 7} 14} / pur | 2253 | N/A - / / - =

c S18 | PP3 | No | Petits paniers au poisson -LE -LE | -ME | -ME / pur | 3230 | N/A - / / - =

o N10 | PL3 | No | Tartelette framboise +LB +LA | +HA | +MA | L.monocytogenes + pur | 2413 | N/A - 9] / - ND / - ND
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Protocol 2 (LSB - Standard Il lysis) - RTE/RTRH

Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
RTE - RTRH
- : AM: iQ-Check . . Concordance
Contamination RM: NF EN ISO 11290-1 LSB - Standard Il lysis Confirmation ISO 16140-2 RM/AM
ST|SN| Time Sample 5 ——
Half Fraser Fraser Conﬁr . iQ-Check Confirmation Confirmation b . Fraser Confirmation .
. mation | Final a Final Final .
Strain Type | Level Identif- | result result result Final result
0O&A | Palcam | O&A | Palcam ication CtC. int CtFAM | Results RLM AL | RLM | Identification O&A | Palcam | Identification
a | 2| T0 |Tabouleh with chicken / 7T 7 o] o | oL o / : 3386 | NA y oM oM | OM / T oL | o / / NA
a| 4| TO |Strabourgeoise salad / / / OL 0L 09 09 / - 334 N/A - 0L OL | OL / - 0L 0L / / NA
a | 6| T0 |Piemontaise with ham / T (oo | oo | 00 | oo / : 3341 | NA ; 02 00 | 02 / ~ | 0g | oo / / NA
als| T fﬁcgg""h"‘”th salmon and / Pl om | oM | oz | oM j : 3360 | NIA i oM oL | om / "ol | oL / / NA
a | 10| To |Sandwichwith ham and / 7 lom | om | om | om / : 336 N/A i 0 0z | 0o / |l om | om / / NA
Emmental
a 12| T f;r(‘j‘ljt‘l’!gh with tuna and / oo | oo | oo | oo j : 3348 | NIA i 02 00 | 0o / " | oz | oo / / NA
a [ 14| T0 | Sandwich with ham and butter / T oL | oo | 05| oo / : 3376 | NA g o oL | oL / oL | o / / NA
al16] TO Sj{;g;’”"‘h with rosette and / pllon | oL | oo | oo j : 3357 | NIA i 02 00 | 0o / " | oz | oo / / NA
a | 18| 7o | Sandwchwi chicken and / f o og [0z | 0B | | ssss | NA |- oL oL | oL / "ol | oo / / NA
al20| To fﬁ;‘i‘j’gfh with ham and / oo | oo | oo | oo j : 3330 | NA i o oL | oL / "ol | oL / / NA
a| 1| To |Taboulehwith chicken LIS 46 se | 22 4,0"' 4h-M 4,3'* M | Lm * 3606 | 2372 | + 3h+l 3,0"' s+l | Lm * 3&* 4h-M Lm * PA
a| 3| TO |[Strabourgeoise salad LIS4.6 se | 22 [3h+@| 2h-@ |3h+@| 3h-O L.m + 39,19 18,6 + 3h+d 3h+d | 3h+@ L.m + |[3h+d| 3h-@ L.m + PA
a | 5] T0 |Piemontaise with ham LIS46 se | 22 |4n+@| 4h@ |4n+@| 4h@ | Lm |+ 3703 | 2825 | + 3+@ | 2h@ [ 3hd | Lm + [4hid| 4ng Lm : PA
al 7] T0 aficg‘gmhw'th salmon and LS424 | se | 28 |3n+@| 4n-M |3n+@ | 3h@ | Lm * 3654 | 2436 | + shel | 3heL|3neL|  Lm * ol | 3no Lm * PA
alo]| 10 Eﬁ]”rﬂ‘é"ri]‘;zl""ith ham and LS424 | se | 28 |4n+@| 4h-M |30+@| 4@ | Lm | T | 3609 | 2024 | + 3hel (3@ |3heL|  Lm T sneL| 3nL L.m i PA
a|11] To ?iré?t‘i’gghwnht“”aa”d LS424 | se | 28 |3n+@| 3h-@ |4n+@| 4h@ | Lm * 83 | 2369 | + 3@ [3h+@|30+B|  Lm * o lsnel| 4nL Lm * PA
a [ 13| T0 | Sandwichwith hamandbutter | LIS486 | se | 18 | 2ntL| 300 |3h+@| 300 | Lm | + 3476 | 1778 | + il 200 2nil| L + 20| 3no D n PA
al15] T Sjt’:g;’““'h"‘”th rosefte and LS486 | se | 18 |3h@| 4h-@ |4ne@| 4o | Lm | T 3549 | 2587 | + 3@ |3he@|3hd|  Lm * lanes| ano Lm * PA
a | 17| To | Sandichwih chiken and LS486 | se | 18 |30 4n@ [4n@| 4hg | Lm | T | w8 | 24 | + | 3@ [3glme] Lm | T |4 4o | Lm ! PA
b [ 22| TO | Pizza with three cheeses / T 7 oL oL | 05| oo j : 3337 | NA ; 02 00 | 0o / ~ 05 | oo / / NA
b [ 24| TO | Pizza with ham and cheese / T 7 oL | 0@ | 0@ | 00 / : 3352 | NA g 07 07 | 00 / " oo | 0o / / NA
b|26| TO Egiiasgs'th three melting / i1l oo | oo | 0o | oo / : 3354 | NIA i 0 0z | 0o / " |og | oo / / NA
b 28| To |Fzzawihcomté, emmenta / )| 1 |og| o |0z | 0g | © | s | oNA |- o |0z |og| " | oo | oo / / NA
b 130 TO | Pizza with ham and mushroom / 7 oL | oL |02 | 00 / : 3803 | NA § 00 00 | 0o / oo | 0o / / NA
b |32] T Efd@nmsek“e“he with smoked / pllon | oL | oo | oo j : 3783 | NA i 02 00 | 0o / " | oz | oo / / NA
b [ 34| TO | Croissant with ham / T oL [ om oL | o / : 3785 | NA g o 00 | oL / oM | oM / / NA
b 36| TO |Lorain quiche / 7 oL | oo | 0@ | 00 / : 3344 | NA § 00 00 | 00 / oo | oo / / NA
b [38| TO | Flaky goat cheese / T/ oo | oo | 00| o2 / : 3767 | NA ; 02 00 | 00 / ~ [ 0g | oo / / NA
b [ 40| TO | Provencal pastry / T oM | oM | oM | oM / : 3809 | NA ; oL oL | oL / ~ oL | oM / / NA
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Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
RTE - RTRH
- : AM: iQ-Check . . Concordance
Contamination RM: NF EN ISO 11290-1 LSB - Standard Il lysis Confirmation ISO 16140-2 RM/AM
ST|SN| Time Sample 5 ——
Half Fraser Fraser Conﬁr . iQ-Check Confirmation Confirmation b . Fraser Confirmation .
. mation | Final a Final Final .
Strain Type | Level Identif- | result result result Final result
0O&A | Palcam | O&A | Palcam ication CtC. int CtFAM | Results RLM AL | RLM | Identification O&A | Palcam | Identification
b | 23| TO |Pizza with three cheeses LIS 4.88 se | 22 |3n+@| 3h-0 |4h+@| 4h-@ | Lm ¥ 3394 | 1976 | + oh@ | 3n+@|20+@|  Lm ¥ |[4h+Q| 4h-0 Lm n PA
b | 25| TO |Pizza with ham and cheese LIS 4.89 se | 26 |3n+@| 4h-@ |3n+@| 4h-@ | Lm n 3360 | 1535 | + 3@ | 2n+@ |3h+D | Lm ¥ [3n+Q| 4h-0 Lm " PA
b |27] TO Z']f;asl"s'th three melting LIS 4.89 se | 26 |3h+@| 4h-@ |3h+@| 3h-@ | Lm * 3743 | 1867 + 3h+@  |2n+@ |3h+@|  Lm ¥ |3n+g| 4ho L.m ¥ PA
bl20| TO E:]Zdzlaa‘r’g(t;g"mté' emmental LS489 | se | 26 |3n+@| 4@ |3n+@| 4h | Lm * 3619 | 1967 | + 3@ [3h+@|30+B|  Lm ol | 4o Lm * PA
b | 31| TO |Pizza with ham and mushroom | LIS 4.46 se | 2 |3n+@| 4h-0 |4ht@| 4h-@ | Lm ¥ 313 | 1932 | + 3@ |3n+@|3h+3|  Lm v |4n+@| 4h-0 Lm ¥ PA
b[33] TO ra'fd@z‘SGKUGCheW'th smoked LS446 | se | 2 |20+l | 2h-M |20+@| 20eM | Lim * 3815 | 2376 | + ohl 2&* ohil|  Lm * o loneL | 3hL Lm * PA
c |42 | TO |Raspberries tart / / / 09 09 09 09 / - 38,41 N/A - 09 02 | 00 / - 09 09 / / NA
c | 44| T0 | Apples tart / 7 oo | 00 | 00 | 0o / : 35 N/A : 02 07 | 0o / ~ oz | 02 / J NA
¢ 46| TO |Mille-feuiles / pllon | oL | o | oo j | 37,9337 40'16/'\” s o 0o | oL / "ol | oL / / PPNA
c |48 | TO |Donuts with pastry cream / / / OL 09 09 09 / - 37,82 N/A - 09 02 | 02 / - 0L 0L / / NA
¢ | 50| T0 |Pudding / 7 oo | 00 | 00 | 0o / : 3774 N/A : oL 00 | oL / oL | oL / J NA
c | 52| TO | Stick with pastry cream / I 7 oo | 00 | 0o | 02 / 3822 N/A : 00 00 | 02 / = oo | 02 / / NA
¢ | 35| T0 |Raspberies tart LIS 4.46 se | 2 |3n+@| 4h-@ |3n+@| 4h-0 | Lm n 3857 | 1863 | + 3@ |4h+@ |3h+D|  Lm ¥ [3n+0| 4h-0 Lm n PA
¢ 37| T0 |Applespie LIS 4.7 se | 28 |3n+@| 4h-@ |3n+@| 4@ | Lm * 35’6‘2/37’1 2";{’2'9 J 3@ |4h+@ (3@ | Lm - |3ng| ang Lm i ND
c|39] TO |Mile-feuile Lsa7 | se |28 | | anm | L anm | Lm | F | 397 | 2562 | ¢ M| L FLS L am | Lm i PA
¢ la1] T0 f;frg”‘””h rhum and pastry LIS 47 se | 28 |4n+@| 2h@ |3n+@| 4@ | Lm * 3724 | 2042 | + 3@ |4+ (3@ | Lm *l3heg| 4o Lm * PA
c | 43| T0 |Pudding LIS 4.93 se | 32 |4h+@| 4h-@ |3n+@| 2h-@ | Lm ¥ 3316 | 1992 | + 3@ |3n+@|3h+@|  Lm ¥ [3n+Q| 4h-0 Lm ¥ PA
c | 45| TO | Choux with pastry cream LIS 4.93 se | 32 |3n+@| 4h-@ |4h+@| 2h-@ | Lm n 3421 | 1562 | + 4@ |3nt@ 40| Lm ¥ [3n+0| 4h-0 Lm " PA
¢ | 47| T0 |Strawberries tart LIS 4.93 se | 32 |3n+@| 300 |3n@| 300 | Lm ¥ 359 | 1475 | + @ | 2n+@|20+@|  Lm + [3n+@] 3n0 Lm ¥ PA
¢ 49| T frae‘;ar;'”"‘”th rum and pastry LIS 4.91 se | 16 [3n+@| 3ho |3n+@| 3o | Lm | * 3597 | 1725 | + 3+@ | 3he@|3hed|  Lm * |shed| 3no Lm * PA
¢ | 51| T0 | Choux with pastry cream LIS 4.91 se | 16 |3n+@| 4h-Q |4n+@| 4h-@ | Lm 3866 | 1605 | + 3@ |3n+@ |3h+3|  Lm ¥ [3n+0| 4h-0 Lm " PA
c | 53] T0 |Pudding LIS 4.91 se | 16 |3n+@| 3h-0 |3n@| 4h-@ | Lm ¥ 3687 | 1625 | + 3@ |3n+@|3h+@|  Lm ¥ [3n+0| 4h-0 Lm ¥ PA
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Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
RTE - RTRH
- . AM: iQ-Check o Concordance
Contamination RM: NF EN ISO 11290-1 LSB - Standard Il lysis Confirmation ISO 16140-2 RM/AM
ST| SN | Time Sample T ™ =
P Half Fraser Fraser Con_flr . iQ-Check Co_n fir Confirmation b . Fraser Conﬂr .
. mation | Final mation a Final mation Final .
Strain | Type| Level identifi- | result identf- | result identifi- | result | "2 result
O&A | Palcam | O&A | Palcam . CtC.int CtFAM | Results RLM AL | RLM o O&A | Palcam .
+cation ication cation
a | 1 | T72h | Tabouleh with chicken LIS 4.6 se | 22 4,&* 4h-M 4,&* 4h-M | Lm 3 33,25 18,67 + 3h+L | 3h+L|3h+L|  Lm T oshel| 4hL Lm ¥ PA
a | 3 | T72h | strabourgeoise salad LIS 4.6 se | 22 |3h+@| 2h-@ |3h+@| 3h-@ L.m + 33,02 19,63 + 4h+Q 3h+@ | 4h+Q L.m + | 3h+@| 3h-0 L.m + PA
a | 5| T72h | Piemontaise with ham LIS 46 se | 2.2 |4n+Q@ | 4h-Q |4h+@| 4h-@ | Lm ¥ 32,69 21,06 ¥ 3h+@ | 3h+@|3h+@| Lm ¥ |4n+Q| 400 Lm ¥ PA
a|7|Tn f;ggg"’hw'thsa'm”a”d LS424 | se | 28 [3n+@| 4n-M |30+@| 3h-@ | Lm * 2401 | 1845 | + 3h+l | 3hel |3+l | Lm *olanel| sh | Lm * PA
a | 9 | T72n | Sanduich with ham and US424 | se | 28 |4h+@| 4nM (300 4h@ | Lm | F | 3354 | tes4 | o+ | shem | ML gt P bay | ! PA
Emmental M M M
a | 11| T72n fag?tﬁghw'tht“”aa”d LS424 | se | 28 [3n@| 300 |2h+@| 4h-@ | Lm * 3368 | 2531 | + 3@ |4h+@|30+@|  Lm *olsmeg| s | Lm * PA
a | 13 | T72h | Sandwich with ham and butter LIS 4.86 se | 1.8 | 2h+L | 3n-@ |3n+@| 3h@ | Lm ¥ 3347 18,54 ¥ 3h+@ | 4h+@|3h+@| Lm + | 20+0| 30 Lm ¥ PA
a | 15| T72h Ejtrt‘grw"’hw'th rosette and LIS 4.86 se | 18 |3n+@| 4h-@ |4h+@| 4h-@ | Lm * 33,22 19,65 + 3h+@  |4h+@ |3h+@|  Lm * 4@ 4no L.m ¥ PA
a [ 17| T72n f;g?tﬁghw'th“‘h""ke” and LIS486 | se | 18 [3n+@| 4h0 |[4h+@| 4h@ | Lm | + 3394 | 2484 | + 3h+@  |3h+@|3n+@|  Lm + |4n+@| 400 | Lm + PA
b | 23 | T72h | Pizza with three cheeses LIS 4.88 se | 22 |3n+@| 3n-0 |4h+@| 4h-@ | Lm ¥ 33.25 19,04 ¥ 3h+@ | 3h+@|3h+@| Lm ¥ |4n+Q| 400 Lm ¥ PA
b | 25 | T72h | Pizza with ham and cheese LIS 4.89 se | 26 |3n+@| 4h-0 |3h+@| 4h-@ | Lm 3 33,64 18,54 ¥ 3h+@ | 3h+@|3h+@| Lm Y Lm 5 PA
b | 27 | T72h E;]Zezezévs'ththreeme't'”g LIS 4.89 se | 26 |3h+@| 4h-@ [3h+@| 3h-G | Lm + 32,98 18,62 + oh+L  |2n+@|2h+L| Lm + |3h+@| 3hg L.m + PA
b | 29 | T72h Z:]Zdzfaﬂmgomté’ emmenta LIS489 | se | 26 [3+@| 4h0 [3h+@| 4h@ | Lm | + 3408 | 2103 | + 3h+@  |20+@|3h+@|  Lm + |3n+@| 400 | Lm + PA
b | 31 | T72h | Pizza with ham and mushroom LIS 4.46 se | 20 |3n+@| 4h-@ |4h+@| 4h-@ | Lm 3 33 81 21,65 ¥ 3h+@ | 3h+@|3h+@| Lm + |40+Q| 400 Lm 5 PA
b |33 | T72h :;'fdrgnmsek“e"hew'th smoked LIS446 | se | 20 | 2h+L| 4n-M |20+@ | 20-M | Lm + 3347 | 1752 | + 3h+M 3,3'* 3,3'* Lm + | 2neL| 3nL Lm + PA
¢ | 35 | T72h | Raspberries tart LIS 4.46 se | 20 |30+@| 4h-@ |3h+@| 4h-@ | Lm 3 33,96 24,23 ¥ ohil | 20+@ | 2h+L| Lm + | 20+0| 30 Lm ¥ PA
¢ | 37| T72h | Apple pie LIS 4.7 se | 28 |3n+@| 4hg |30+@| 4h@ | Lm |+ 32'1%/34'9 NA-NA | - ohtl  [2n+@|20eL|  Lm - || 3 | Lm + ND
¢ | 39| T72n | Mille feuille LIS 4.7 se | 28 4,&* 4h-M 4&* M | Lm + 3367 | 2198 | + 3h+l 4,&* shel | Lm + | 3nel| 3hl Lm s PA
¢ |41 | T72n f;‘;argnw'th rum and pasry LIS 4.7 se | 28 [4h+@| 4h@ [30+@| 4h0 | Lm |+ 3361 | 2758 | + 3h+@  |3h+@|3m+@|  Lm + |3n+@| 400 | Lm + PA
c | 43| T72h | Pudding LIS 4.93 se | 32 |4n+Q@| 4h-0 |3n+@| 4h-@ | Lm ¥ 33,02 2113 ¥ 3h+@ | 3h+@|3h+@| Lm + | 20+0| 400 Lm ¥ PA
¢ | 45 | T72h | Choux with pastry cream LIS 4.93 se | 32 |3n+@| 4h-0 |4h+@| 4h-@ | Lm 3 33,08 18,45 ¥ 3h+@ | 4h+@|3h+@| Lm + |3+Q| 4n0 Lm 5 PA
¢ | 47 | T72h | Strawberries tart LIS 4.93 se | 32 |3n+@| 3n-0 |3h+@| 3h-@ | Lm ¥ 32,84 16,23 ¥ 3h+@ | 3h+@|3h+@| Lm + |3n+Q| 30 Lm + PA
c | 49| T72h Srae"aanr]'”w'th rum and pastry LIS 4.91 se | 16 |3h+@| 3h-@ [3h+@| 3h-G | Lm + 33,56 16,87 + 3h+@  |4h+@|3h+@|  Lm + |3h+@| 3hg L.m + PA
¢ | 51| T72h | Choux with pastry cream LIS 4.91 se | 16 |3n+@| 4h-@ |4h+@| 4h-@ | Lm 3 33 84 22,01 ¥ 4h+@ | 4h+Q | 4h+@|  Lm + |3+Q| 4n0 Lm 5 PA
¢ | 53 | T72h | Pudding LIS 4.91 se | 1.6 |3n+@| 3n-0 |3h+@| 4h-@ | Lm ¥ 3342 18,46 ¥ 4h+@ | 4h+Q | 4h+@|  Lm + |3n+Q| 30 Lm ¥ PA
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Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

ENVIRONMENTAL PRODUCTS
Reference method Alternative meth_od Alternative mc_ethod
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
P1 ALY Py | AL Identifications | Result | DNA C(i:] t F%\A Result StreaRkB\g/;l onto | Identifications | Result Result | Identifications | Result

a D6 | EN1| No |Eau de process 14} d -LE | -LE / - pur | 3331 | N/A 4} / - = - / - =
a 13 | EN1| No | Condensation centrale eau glacée 4] ] 4] 4] / - pur | 2239 | N/A / / - = - / - =
a J9 | EN1| No |Eau retour transfert hydraulique 9] d -LE | -LE / - pur | 2708 | N/A 9] / - - / -
a J10 | EN1 | No | Eau débordement refroidisseur +LA LA | +LA | -MA L.innocua - pur | 2404 | N/A -LA L.innocua - = - L.innocua - =
a J11 | EN1 | No | Eau débordement glazurage Gyro 9] ] 9] 4] / - pur | 2707 | N/A -LE / - = - / - =
a J12 | EN1 | No | Eau débordement jacuzy 4} d -LE | -LE / - pur | 1695 | N/A 4} / - = - / - =
a | M9 |EN1| No |Eau stagnante vibrants dispatching +B* | +LB | +MB | +MB L""‘Zf’if%ggae”es + | pur | 2223 | 1904 | + +MB* L""‘Zf’if%ggae”es + - + L"”‘Z’f’iz%tggae”es + -
a | 120 |EN1| No |Eau en pierreur & contre courant L2 +B* | +LB | +MB | +MB L""‘Z’;%ggae”es + | pur | 2201 | 2001 | + +MB* L""‘Z’;%ggae”es + - + L"”‘Zf’,%%té’,?f”es + -
b C9 |EN2 | No | Surface hall déballage cartons -LE -LE | -ME 4} / - pur | 2628 | 3639 + -ME d - PPNA - / - =
b | C10 |EN2| No | Surface bac sale ME | LE | -HE | -E / S A TS Il B el (Eré‘)ser - 0 inh - - inh - / inh - -
b D1 [EN2 | No | Joint Chambre froide -LE d -ME | -LE / - pur | 3406 | N/A 9] / - = - / - =
b D4 | EN2 | No | Sol atelier découpe 0] d 9] 9] / - pur | 1944 | N/A 9] / - = - / - =
b E9 | EN2 | No | Surface atelier découpe poissonnerie +MB | -MA | +HA | -MA L.innocua - pur | 1926 | 4321 + -MB L.innocua - PPNA + L.innocua - PPNA
b G1 | EN2 | No | Surface ligne blanc machine table tournante | @ d 4} 4} / - pur | 3177 | N/A / / - = - / - =
b G4 | EN2 | No | Surface ligne filetage main Planche 4] ] 4] 4] / - pur | 3169 | N/A / / - = - / - =
b G5 | EN2 | No | Surface ligne filetage main Bac ringage 4} d 4} 4} / - pur | 2343 | 3856 + 4} / - PPNA + a - PPNA
b G6 | EN2 | No | Surface ligne saumon Darneuse Holac 4] ] 4] 4] / - pur | 3132 | N/A / / - = - / - =
b G7 | EN2 | No | Surface ligne saumon pont pesée saumons 4] ] 4] 4] / - pur | 4781 | N/A 9] / - = - / - =
b G9 | EN2 | No |Ligne saumon siphon ététeuse 9] d 9] 9] / - pur | 3573 | N/A / / - = - / - =
b G10 | EN2 | No | Surface ligne blanc machine bac ringage -LE -LE 4] -LE / - pur | 351 | N/A 4] / - = - / - =
b 12 | EN2 | No | Rouleau sous tapis sortie parage 4} -LA(1) | +LB | -MB L.welshimeri - pur | 2849 | N/A / / - = - / - =
b 10 | EN2 | No | Cloison tunnel 4 4] ] 4] -LE / - pur | 2309 | N/A / / - = - / - =
b 11 | EN2 | No |Pelle jaune entrée T4 4} @ -LE | -LE / - pur | 2271 | N/A / / - = - / - =
b [14 | EN2 | No | Aimant rouillé ligne 4 4} @ 4} 4} / - pur | 2244 | N/A / / - = - / - =
b [16 | EN2 | No | Tablier Fab 4] -LE 4] 4] / - pur | 2392 | N/A -MA L.innocua - = - L.innocua - =
b | 18 |EN2| No | Ventio refroidisseur 4 +B* | D) | +MB | B |  Linnocua - | P 5“3/% m inh - MB Linocua | inh- - inh / inh -
b 14 | EN1 | No | Surface humide tunnel 3 +MA | +MA | +MA | +MA | L.monocytogenes + pur | 2532 | 1510 + +MA L.monocytogenes + = + L.monocytogenes + =
b I5 | EN1| No | Caniveau zone fimeuse +MA | +LA | +MA | +MA | L.monocytogenes + pur | 2494 | 1893 + +MA L.monocytogenes + = + L.monocytogenes + =
b [12 | EN1| No | Tuyau arrosage entrée T4 +MA | +LA | +MB | +MB | L.monocytogenes + pur | 2896 | 2045 + +MB L.monocytogenes + = + L.monocytogenes + =
b | D3 |EN2| No | Surface table inox +B | +LB | +HB | +MA L""‘Zf’if%ggae”es + | pur | 3337 | 2500 | + +MB* L""‘Zf’if%ggae”es + - + L"”‘Z’f’iz%tggae”es + -
b | D7 |EN2| No |Surface sale accrochage +B | +LB | +LB | +MB L""‘Z”izggggae”es + | pur | 3590 [ 3672 | + | @ (Fraser:0) / - PPND - / - ND

G2 |EN2 | No | Surface ligne saumon pont pesée filets +MB* | +MA | +MB* | +MB* | L.monocytogenes | + pur | 3243 | 2426 | + +MA L.monocytogenes | + = + | L.monocytogenes |+ =

G3 |EN2 | No | Surface ligne saumon Booder 51 +LA +LA | +MB* | +MB* | L.monocytogenes + pur | 3005 | 1765 + +HA L.monocytogenes + = + L.monocytogenes + =
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Protocol 2 (LSB - Standard Il lysis)
Extension study (IPL 2006)

ENVIRONMENTAL PRODUCTS
Reference method Alternative method Alternative method
LSB, Standard Il lysis (T0) LSB, Standard Il lysis after 72 h
Type | Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
Identifications | Result | DNA Result i Identifications | Result Result | Identifications | Result
P1 AL1 P2 | AL Qt Ct Streaking onto
C.int | FAM RLM
b G8 | EN2 | No | Surface ligne saumon tapis bleu +MB* | +MA | +HB* | +MA | L.monocytogenes i pur | 2888 | 1606 + +HA L.monocytogenes i = + L.monocytogenes i =
b | G11|EN2| No |Ligne saumon siphon Boader 200 sMB* | +MB* | +1B | +Lpr | L:monocytogenes || A | 4563 |+ sHA | Lmonocytogenes | - 4+ | Lmonocytogenes | -
L.innocua L.innocua L.innocua
b | G12 [EN2| No |Ligne saumon tapis déchets sMB* | +MB* | +MB* | +Lpr | Lmonocytogenes | e | 1400 |+ +HA | Lmonocytogenes |, = 4+ | L:monocytogenes | -
L.innocua L.innocua L.innocua
b G13 | EN2 | No | Surface ligne saumon ététeuse 4} +LA(4) | +HA | +MA | L.monocytogenes i pur | 3515 | N/A 4} / - ND - / - ND
b G14 | EN2 | No |Ligne saumon tapis parage +LB* | +LA | +MB* | +MB* | L.monocytogenes + pur | N/A | 1479 + +HA L.monocytogenes + = + L.monocytogenes + =
. N . « | L.monocytogenes L.monocytogenes _ L.monocytogenes _
b G15 | EN2 | No | Surface ligne saumon Boader 200 +HB +MA | +MB* | +MB | innocua + pur | N/A | 1490 + +HA | innocua + = + | innocua + =
b | M |EN2| No |Rouleau sous tapis parage? +B* | +LB | +MB | +mB | L/monocytogenes |l o | 3308 | 007 |+ sMps | Lmonocytogenes | = 4 | Lmonocytogenes | -
L.innocua L.innocua L.innocua
b I3 | EN2 | No | Tapis tunnel 3 +MA | +MA | +MA | +MA | L.monocytogenes + pur | 2485 | 1691 + +MA L.monocytogenes + = + L.monocytogenes + =
b [7 | EN2 | No | Tapis parage zone mélange +MA | +MA | +MB | +MB | L.monocytogenes + pur | 2525 | 1747 + +HB L.monocytogenes + = + L.monocytogenes + =
b 19 | EN2 | No | Pelle zone mélange +MA | +MA | +MA | +MA | L.monocytogenes + pur | 2725 | 1899 + +HA L.monocytogenes + = + L.monocytogenes + =
b E11 | EN2 | No |Eponge plumeuse +LA(4) | +LA | +LB | +LA | L.monocytogenes + pur | N/A | 1696 + +HB L.monocytogenes + = + L.monocytogenes + =
b |E12 | EN2| No |Eponge salle daccrochage +B | +LB | +MB | +mB | L/monocytogenes |l N | 2114 | # +HB L.monocytogenes | = 4 | Lmonocytogenes | -
L.innocua L.innocua L.innocua
o B17 | EN3 | No |Résidus mais -HE -ME | -ME | -ME / - pur | 1883 | N/A - / / - = - / - =
- . i . . i pur | N/A | N/A inh i L.ivanovii souche | inh inh L.ivanovii souche | inh
c C11 | EN3 | No | Résidus table inox ME +MB | +HB | +MB L.ivanovii 110 | 26.96 | 38.30 + HC pure = nég : PPNA + pure = - i PPNA
c D2 | EN3 | No |Résidus poivrons 4} d -LE 4} / - pur | 1821 | N/A 4} / - = - / - =
o D5 | EN3 | No |Résidus sol +LB -LB | +MB | -MB L.welshimeri - pur | 3372 | N/A +HA(48 h) L.welshimeri - = - / - =
c E13 | EN3 | No |Résidus bac échaudoir -LE -LE -LE | -LE / - pur | 3631 | N/A 9] / - = - / - =
o F6 | EN3 | No |Déchets de parage de gorge de porc 4] ] 4] 4] / - pur | 2794 | N/A 9] / - = - / - =
o 115 | EN3 | No | Résidus tapis Mec Parma 4] ] 4] 4] / - pur | 2275 | N/A -ME / - = - / - =
c E10 | EN3 | No | Résidus poisson bac sale +LB(1) | +LA | +HA | +MB | L.monocytogenes i pur | 1947 | 2570 + +MB L.monocytogenes i = + L.monocytogenes i =
¢ | F1 |EN3| No |Résidus pour fabrication paté +MA | +MB | +HB | +HB | L.monocytogenes | + | pur | 2636 | 2546 | + +HB L""‘Z”."Cy"’ge”es + = 4+ | L:monocytogenes | =
.innocua L.innocua
L.monocytogenes L.monocytogenes L.monocytogenes
c F2 | EN3 | No | Résidus foie et coeur de porc +MB | +MB | +HB | +HB L.innocua + pur | 2274 | 1961 + +HB L.innocua + = + L.innocua + =
L.welshimeri L.welshimeri L.welshimeri
¢ | F3 |EN3| No |Résidus pour fabrication pété +B | +LB | +MB | +mp | L:monocytogenes | | | oggs | 9149 | sy | Lmonocytogenes | = + | Limonocylogenes [ -
L.innocua L.innocua L.innocua
¢ | F4 |EN3| No |Résidus gras de porc sMB | +MA | +HB | +mp | L:monocytogenes |l | 0303 | 1900 |+ sHp | Lmonocytogenes |-, = 4+ | Lmonocytogenes | =
L.welshimeri L.welshimeri L.welshimeri
c F5 | EN3 | No |Résidus crépinette +LA +LA | +HA | +MA | L.monocytogenes i pur | 2798 | 2906 + +HB L.monocytogenes i = + L.monocytogenes i =
c 16 | EN3 | No |Résidus caniveau zone mélange +MA | +MA | +MB | +MB L.mtzr;z%t ggaenes + pur | 4392 | 2057 + +MB L.monocytogenes + = + L.monocytogenes + =
¢ | 18 |EN3| No |Résidus trémie zone mélange +#B* | +LB | +MB | +mB | Lmonocytogenes |l o705 | 0361 |+ smgs | Lmonocytogenes | - 4 | Lmonocytogenes | -
L.innocua L.innocua L.innocua
¢ | 117 |EN3| No |Résidus bac déchets entrée Gyro sMB* | +LB | +MB | +mB | Lmonocytogenes |l | osg7 | 9517 |+ sMps | Lmonocytogenes |, = 4+ | Lmonocytogenes | -
L.innocua L.innocua L.innocua
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Protocol 2 (LSB - Standard Il lysis) - Environmental samples

Bio-Rad

Protocol 2 (LSB - Standard Il lysis)
Renewal study (ISHA 2017)
ENVIROMNENTAL SAMPLES
Contamination RM: NF EN ISO 11290-1 T e Confirmation ISO 16140-2
. — , — — Concordance
ST | SN | Time Sample Half Fraser Fraser Confirmation Final iQ-Check Confirmation a Confirmation b Final Fraser RM/AM
Stan | Type | Level] oga | paicam | 08A | Palcam | Identiication | result | < | C'|Resuts|  RLM | AL | RLM | identiication | result | OA | Paicam | 9entfeaton | Finalresult

a |134| TO |Processed water 1 / / / 00 09 00 00 / - 32,15 N/A - 00 00 | 00 / - 00 09 / - NA

a |135| TO |Processed water 2 / / / 00 0Q 00 00 / - 30,65 N/A - 00 00 | 00 / - 00 00 / - NA

a |136| TO |Processed water 3 / / / 00 00 00 00 / - 34,87 N/A - 00 00 | 00 / - 00 09 / - NA

a |137| TO |Processed water 4 / / / 00 09 00 00 / - 31,56 N/A - 00 00 | 00 / - 00 09 / - NA

a |179| TO |Processed water 1 LIS42 | se | 24 |3h+@| 2h-@ |3h+@| 2h-@ L.m + 30,98 | 18,45 + 3h+@ 3h+d | 3h+Q L.m + 3h+@ | 3h+@ L.m + PA

a |181| TO | Processed water 2 LIS42 | se | 24 |3h+@| 3h-@ |2h+@| 2h-O L.m + 30,65 | 19,45 + 3h+@ 4h+@ | 3h+QD L.m + | 3h+@| 3h+d L.m + PA

a |183| TO | Processed water 3 LIS42 | se | 24 |3h+@| 3h-@ |2h+@| 2h-@ L.m + 31,65 | 17,47 + 2h+@ 3h+@ | 2h+Q L.m + | 3h+@| 3h+d L.m + PA

a |185| TO |Processed water 4 LIS4.44| se | 3,0 |2h+@| 2h-@ |2h+@| 2h-O L.m + 33,59 | 16,98 + 3h+d 3h+@ | 3h+Q L.m + 3h+@ | 3h+@ L.m + PA

a |187| TO |Processed water 5 LIS4.44| se | 3,0 |2h+@| 2h-@ |2h+@d| 2h-@ L.m + 32,87 | 19,05 + 2h+@ 3h+d | 2h+@ L.m + 3h+@ | 4h+@ L.m + PA

a |189| TO | Processed water 6 LIS444| se | 30 |3h+td| 2h-@ |3h+d| 2h-0 L.m + 33,48 | 19,23 + 4h+@ 4h+@ | 4h+@ L.m + | 3h+@ | 4h+Q L.m + PA

a [191| TO |Processed water 7 LIS450( se | 1,8 |2h+@| 2h-@ |2h+@| 2h-O L.m + 33,67 | 16,23 + 3h+d 3h+@ | 3h+Q L.m + 3h+@ | 3h+@ L.m + PA

a |193| TO |Processed water 8 LIS450( se | 1,8 |2h+@| 2h-@ |2h+@| 2h-@ L.m + 33,05 | 18,69 + 4h+@ 4h+@ | 4h+@ L.m + 4h+@ | 3h+Q L.m + PA

¢ |145| TO |Residue 1 / / / 00 09 00 00 / - 32,45 N/A - 00 00 | 00 / - 00 09 / - NA

c | 147| TO |Residue 2 / / / 00 09 00 00 / - 32,69 N/A - 09 00 | 00 / - 09 09 / - NA

¢ |149| TO |Residue 3 / / / 09 00 09 09 / - 32,51 N/A - 09 00 | 00 / - 09 00 / - NA

c |195| TO |Residue LIS450( se | 1,8 |2h+@| 2h-@ |2h+@| 2h-@ L.m + 33,09 | 18,16 + 3h+d 3h+d | 3h+Q L.m + 3h+@ | 4h+@ L.m + PA

Contamination RM: NF EN ISO 11290-1 T e Confirmation SO 16140-2
. — , — — Concordance
ST | SN | Time Sample Half Fraser Fraser Confirmation Final iQ-Check Confirmation a Confirmation b Final Fraser RM/AM
Strain | Type | Level | e n | paicam | 0&A | Palcam | Identification |  result Citnf' F(/i}w Results|  RLM AL | RLM | Identiication | result | O8A | Palcam | 'deNtification | Final resuit

a |179|T72h | Processed water 1 LIS42 | se | 24 |3h+@| 2h-@ |3h+@| 2h-@ L.m + 34,7 18,96 + 4h+@ 3h+@ | 4h+Q L.m + 4h+@ | 4h+Q L.m + PA

a | 181 | T72h | Processed water 2 LIS42 | se | 24 |3h+t@| 3h-@ |2h+@| 2h-@ L.m + 30,87 | 18,46 + 2h+@ 3h+@ | 2h+@ L.m + 4h+@ | 4h+@ L.m + PA

a | 183 | T72h | Processed water 3 LIS42 | se | 24 |3h+@| 3h-@ |2h+@| 2h-0 L.m + 32,56 | 17,68 + 2h+@ 3h+@ | 2h+Q L.m + 3h+@ | 4h+@ L.m + PA

a | 185|T72h | Processed water 4 LIS4.44| se | 3,0 |2h+@| 2h-@ |2h+@| 2h-@ L.m + 32,49 | 18,23 + 4h+@ 4h+@ | 4h+@ L.m + 3h+@ | 4h+@ L.m + PA

a | 187 | T72h | Processed water 5 LIS444| se | 3,0 |2h+@| 2h-@ |2h+@| 2h-O L.m + 30,15 | 18,43 + 3h+@ 3h+@ | 3h+@ L.m + 3h+@ | 3h+d L.m + PA

a | 189 | T72h | Processed water 6 LIS444| se | 3,0 |3h+@| 2h-@ |3h+@| 2h-O L.m + 33,12 | 17,99 + 3h+@ 4h+@ | 3h+@ L.m + 4h+@ | 3h+d L.m + PA

a |191|T72h | Processed water 7 LIS450( se | 1,8 |2h+@| 2h-@ |2h+@| 2h-O L.m + 33,45 | 18,96 + 3h+d 4h+@ | 3h+Q L.m + 3h+@ | 4h+@ L.m + PA

a | 193 | T72h | Processed water 8 LIS450( se | 1,8 |2h+@| 2h-@ |2h+@| 2h-@ L.m + 32,65 | 17,01 + 4h+@ 4h+@ | 4h+@ L.m + 3h+@ | 3h+@d L.m + PA

¢ | 195 | T72h | Residue LIS450| se | 1,8 |2h+@| 2h-@ |2h+@| 2h-O L.m + 33,19 | 16,49 + 2h+@ 3h+@ | 2h+@ L.m + 3h+@ | 3h+d L.m + PA
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Protocol 3 (LSB - Easy Il lysis) - Meat products

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

Bio-Rad

MEAT PRODUCTS
. Alternative method
Reference method Lls\ge'g;astwﬁ Im:itsh?'lin) LSB, Easy Il lysis
T Ref | Cat |CA|  Product (in French = A t (after 72hat2-8°C) A t
ype ¢ a B e Fraser 1/2 Fraser Direct lysis Confirmations greemen greemen
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 : CtFAM Identifications
int onto RLM
a A8 PC1 | No | Emincé de porc ] 4] 4] d / - pur 2776 N/A / / = / =
a B7 PC1 | No | Escalope de veau d 0] 0] d / - pur 2633 4165 + @(ng)ser: / PPNA + / PPNA
a E4 PC1 | No | Viande de beeuf hachée -LE -ME -LE | -LE - pur 3146 N/A d / = / =
a K5 PC1 | No | Haché de boeuf ] -LE 4] ] - pur 2253 N/A -LA L.welshimeri = L.welshimeri =
a K8 PC1 | No | Magret de canard @ 4} +MB | +MB L.innocua - pur 2305 N/A -MA L.innocua = L.innocua =
a M9 PC1 | No | Viande de cheval a -LE +LB | -LB L.innocua - pur 2704 N/A / / = / =
a M10 PC1 | No | Haché tartare de boeuf ] 4] 9] d / - pur 2622 N/A / / = / =
a M12 PC1 | No | Foie de porc a -LE +LA | -LA L.welshimeri - pur 2577 N/A / / = / =
a N28 PC1 | No | Viande hachée de cheval ] 4] 4] d / - pur 2385 N/A / / = / =
a | 5 | PC1 | No |Viande hachée o @ | +HB | +HB | Lmonocytogenes |\ o o908 | NIA +LA@dgh) | Lmonocytogenes ND / ND
L.innocua L.innocua
a | L1 | PC1 | No |Entrecdte de boeuf +A | +LA() | +HA | +ma | Lmonocyogenes |l | oags | 3573 | 4 s g | Lmonocytogenes | = + L monocytogenes s -
L.innocua L.innocua L.innocua
a | 13 | PC1 | No |Escalope de volaille #B | +B |+MB| +mp | Lmonocytogenes || oas | 2500 | 4 sMgs | Lmonocytogenes |, - + | Lmonocytogenes | -
L.welshimeri L.welshimeri L.welshimeri
' ‘ . | tMB « | L.monocytogenes " L.monocytogenes _ L.monocytogenes _
a M6 PC1 | No | Viande de boeuf +LB +LB N +LB | innocua + pur 2700 2983 + +MB | innocua + = + | innocua + =
a | M1 | PC1 | No | Joue de beeuf B | +LB* | +LB*| +Mpr | Lmonocyogenes || o60g | 3134 |+ s g | Lmonocytogenes | = + L monocytogenes s -
L.innocua L.innocua L.innocua
a | N3 | PC1 | No |Steaksurgelé A | s [ M8 e L'm‘z”,‘,’,‘,’,{,’g’ﬁj”es + |pur | 219 | NA MA L innocua ND L innocua ND
a | N22 | PC1 | No |Viande hachée +B | +LB |+LB | +MA | L.monocytogenes | + | pur | 2390 | 2563 ¥ sHpr | Lmonocytogenes |, = + L.monocytogenes + =
L.innocua L.innocua
a | O7 | PC1 | No |Viande hachée de boeuf s | +p* | THB | sype | Lmonocytogenes |l 0| a605 | 3219 + s+ | Lmonocylogenes | = + L. monocytogenes + =
L.welshimeri L.welshimeri L.welshimeri
a | O11 | PC1 | No |Manchons de canard B | 4Bt | MB| g | Lmonocytogenes |l o743 | 205 |+ sMps | Lmonocytogenes |, - + | Lmonocylogenes |- -
L.welshimeri L.welshimeri L.welshimeri
a | 012 | PC1 | No |Escalope de volaille fLA | LA [ +HA| MA |  Lwelshimeri - | pur | 2766 | 3012 + vt | Lmonocylogenes |, PD + L.monocytogenes + PD
L.welshimeri L.welshimeri
a | 013 | PC1 | No |Cuisse de poulet sMBr | +mge | MB | yycx | Lmonooylogenes |y o g7 | ge12 |+ | empr | Lmonooyiogenes |, - + | Lmonooytogenes |, -
L.innocua L.innocua L.innocua
a | 014 | PC1 | No |Cuisse de dinde AE | +B |-ME| Mg | L/monocytogenes |l oges | o485 |+ sHpr | Lmonocytogenes |, = + L.monocytogenes (R -
L.welshimeri L.welshimeri L.welshimeri
a Q14 PC1 | No | Viande hachée +LA +LA | +MA | +MA | L.monocytogenes + pur 2809 2582 + +LA L.monocytogenes + = + L.monocytogenes + =
b M23 PC1 | No | Sauté de porc d 9] 9] d / - pur 2508 N/A / / = / =
b K7 PC2 | No | Chipolatas ] 4] 9] -LE / - pur 2222 N/A ] / = / =
b | of6 | pca | No|Cuissedepouleteremarince | o | p | g | g / ~ | pur | 2790 | N / / = / =
a la provengale
b | S8 | PC2 | No|Tripesala provencale o o | o | e / - o | 2401 | NA Q(Fg‘)se“ / -
b u2 PC2 | No | Merguez ] 4] 4] d / - pur 3348 N/A / / =
b U4 PC2 | No | Boudin blanc -LE -LE | -ME | -ME / - pur 3211 N/A / / =
b R13 PC3 | No | Emincé de poulet curry d 4} 4} d / - pur 2861 N/A / / =
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Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

MEAT PRODUCTS
. Alternative method
Alternative method ;
Reference method . LSB, Easy Il lysis
. iy . o oduct (i Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ 8l R e i) Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 ; CtFAM Identifications
int onto RLM
b R14 PC3 | No | Emincé de poulet curry -LE -LE | -ME | -ME / - pur 2906 N/A / / =
b R17 PC3 | No | Tripes au calvados ] 4] 4] d / - pur 3041 N/A / / =
b T4 PC3 | No | Cdte de porc cuisinée ] 4] 9] d / - pur 3116 N/A / / =
b T7 PC3 | No | Mouton aux haricots d 9] 9] d / - pur 3130 N/A / / =
b | B6 | PC1 | No |Sautéde porc LE | -LE |+MB| -MA L innocua - | opur | 2518 | 3205 | + smp | Lmonocytogenes | PD + | Lmonocytogenes | PD
L.innocua L.innocua
b A9 PC2 | No | Chair a saucisse +LA(3) | +LA(5) | +HA | +MA | L.monocytogenes + pur 2845 N/A a / ND / ND
b | K& | PC2 | No |Merguezcrue sMB | +MB* | +HB | +Hp+ | Lmonooytogenes |l o006 | 1985 |+ +Hp | Lmonocylogenes | = + L.monocytogenes [ -
L.welshimeri L.welshimeri L.welshimeri
b | M8 | PC2 | No |Merguez +LB* | +LB* |+LB* | +MB* L"Z"V’Jgfsfl‘l’f]’:ges + | pur | 2708 | 2640 ¥ +MB | Lmonocytogenes | + = + L.monocytogenes ¥ =
b N1 PC2 | No | Chipolatas d 4} 4} d / - pur 2317 3855 + +LA L.monocytogenes + PD + L.monocytogenes + PD
b N2 PC2 | No | Réti de veau Orloff +LA +LA | +HA | +MA | L.monocytogenes + pur 2280 3617 + +LA L.monocytogenes + = + L.monocytogenes + =
b | N23 | PC2 | No |Chipolatas +LA(2) | +LA(1) | +HA | +MA | L.monocytogenes | + | pur | 2368 | 3100 ¥ smp | Lmonocytogenes | = + L.monocytogenes + =
L.welshimeri L.welshimeri
b 04 PC2 | No | Merguez @ -LE 4} -LE / - pur 2591 3532 + +LB L.monocytogenes + PD + L.monocytogenes + PD
b | 015 | PC2 | No |Saucisses de veau #B | LB |+HB| -MA | Lwelshimeri - | pur | 2120 | 3289 | spr | Lmonocylogenes | PD + | Lmonocylogenes |, PD
L.welshimeri L.welshimeri
b 017 Pc2 | No Ailes de poulet marinées au MA LA | +HA | -MA L innocua i our 2737 2529 + +MB* L.monpcytogenes + PD N L.monpcytogenes + PD
curry L.innocua L.innocua
b P6 PC2 | No | Chipolatas aux herbes ] 4] +LA | +MA | L.monocytogenes + pur 2656 3208 + +MB* L.monocy tpgeqes + = + L.monocy tpgeqes + =
L.welshimeri L.welshimeri
b | P7 | PC2 | No |Merguez #B | +B | B | yyg | Lmonooytogenes | o 9609 | o782 | 4 sHpr | Lmonocytogenes |, - + | Lmonocylogenes | -
L.welshimeri L.welshimeri L.welshimeri
b | P8 | PC2 | No |Hamburgera cuire s | +mg |G| 4 | Lmonooytogenes | g0 | 9306 |+ +sHpr | L/monocytogenes | - + | Lmonocytogenes | -
L.welshimeri L.welshimeri L.welshimeri
b | R15 | PC2 | No |Merguez sMA | +MA | TMB yyps | Limonocytogenes | o7or | oao5 | 4 smgr | Lmonocytogenes | - + | Lmonocylogenes | -
L.welshimeri L.welshimeri L.welshimeri
b | s9 | PC2 | No |Chipolatas g | +pr |™MB| g | Lmonocytogenes |l 3sy | 3ge0 | 4 #A | Lmonocytogenes | - + | Lmonocylogenes | -
L.welshimeri L.welshimeri L.welshimeri
b T5 PC2 | No | Saucisse fumée a cuire +MB* | +MB* +|:|B +HB* L.monp cylogenes + pur 2953 2505 + +HB* L.monp cytogenes + = + L.monp cylogenes + =
L.innocua L.innocua L.innocua
b T6 PC2 | No | Boulettes boeuf et porc a cuire | +LB +MC | +HA | +MA | L.monocytogenes + pur 3122 N/A ] / ND / ND
b | K9 | PC3 | No |Sautéde cheval a lindienne @ | +MB | +mp+ | Lmonocytogenes | o as1g | 2620 + sMps | Lmonocytogenes |, = + L monocytogenes + =
L.welshimeri L.welshimeri L.welshimeri
c A11 PC3 | No | Saucisson au poivre 4] -LE | -LE / - pur 2913 N/A ] / = / =
c K6 PC3 | No | Foie gras a -LE 4} -LE / - pur 2245 N/A a / = / =
c L4 PC3 | No | Noix de jambon aux herbes ] +LB -LE | -ME Bacillus - pur 2365 N/A -LB Bacillus = / =
c L5 PC3 | No |Lardons +LB +LA | +HB | +HA L.welshimeri - pur 2341 N/A -LA L.welshimeri = / =
c L6 PC3 | No | Paté a I'échalote d 4} 4} -LE / - pur 2335 N/A d / = / =
c L7 PC3 | No | Potjevlesh -LE -LE -LE | -ME / - pur 2423 N/A %} / = / =
c L9 PC3 | No | Paté de campagne -ME ME | -ME | -ME / - pur 2368 N/A -ME / = / =
¢ | 05 | PC3 | No |Patéde campagne +LA | +LB* |+MB| +MA ff‘/a”o‘”’ - | pur | 3214 N/A 2 / = / =
.innocua
c 06 PC3 | No | Jambon fumé ] 9] 4] d / - pur 2602 N/A / / = / =
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Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

MEAT PRODUCTS
. Alternative method
Alternative method ;
Reference method . LSB, Easy Il lysis
. iy . o oduct (i Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ 8l e LD Ay Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 : CtFAM Identifications
int onto RLM
c 08 PC3 | No | Bacon a 4} -ME | -LE / - pur 2640 N/A -LA L.welshimeri = + L.welshimeri PPNA
c 09 PC3 | No |Lardons +LA(2) 4] +HB | -MA L.welshimeri - pur 2815 N/A -LB L.welshimeri = / =
+LA(1)
« | L.monocytogenes ) L.monocytogenes - L.monocytogenes -
c L2 PC3 | No | Rosette de porc @ +LA(1) | +HB | +HB | welshimeri + pur 2431 3802 + (Erlathi;. | welshimeri + = + L welshimeri + =
c M7 PC3 | No | Jambon fumé d 4} 4} d / - pur 2672 3134 + +LB L.monocytogenes + PD + L.monocytogenes + PD
c M13 PC3 | No | Chorizo -LE -LE | +HA | -LA L.innocua - pur 2535 3658 + +LB L.monocytogenes + PD + L.monocytogenes + PD
c N24 PC3 | No | Rdti de veau @ 4} +LA | -MA L.welshimeri - pur 2426 N/A +LA L.monocytogenes = + L.monocytogenes + PD
¢ | 010 | PC3 | No |Poitrine fumée HA | A | MBI e L”Z"V’ng‘;fﬁ:ges v | opur | 2136 | 3441 | o+ +MB* | Lmonocytogenes | + = + | Lmonocytogenes | + =
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Bio-Rad

Protocol 3 (LSB and Easy Il lysis) - Meat products

Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)
MEAT PRODUCTS
o . : AM: iQ-Check Additional pathway of confirmation
Contamination RM: NF EN ISO 11290-1 LSB - Easy Il lysis ISO 16140-2:2016
. — Concordance
ST | SN | Time Sample Half Fraser Fraser  |Confirmation | .. iQ-Check oty Confirmation b . Fraser | Confirmation| . RM/AM
. Final mation a Final Final
Strain | Type | Level result | CtC. | Ct result result
O&A | Palcam | O&A | Palcam | Identification int. EAM Results| RLM AL | RLM | Identification O&A | Palcam | ldentification
c |169| TO |Cooked ham high quality LIS 426| se | 24 |4h+@| 4h-@ |4h+@| 4h-@ L.m + [34,07]18,22 + 4h+@ | 4h+@ | 4h+QD L.m + 4h+@ | 4h-@ L.m + PA
¢ |171| TO |Auvergne Ham LIS 426| se | 24 |4h+@| 4h-@ |4h+@| 4h-O L.m + |36,18|27,52 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@| 4h-@ L.m + PA
¢ |173| TO |Cooked and derinded ham high quality LIS 4.26| se | 24 | 00 09 00 00 / - 33,25(26,18 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@ | 4h-0 L.m + PD
c |175| TO |Cooked ham LIS 427| se | 28 |4h+@| 4h-@ |4h+@| 4h-@ L.m + [3332] 315 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@ | 4h-@ L.m + PA
¢ |177| TO |Serrano ham LIS 427| se | 28 |4h+@| 4h-@ |4h+@| 4h-@ L.m + 34,7 124,08 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@ | 4h-@ L.m + PA
o . : AM: iQ-Check Additional pathway of confirmation
Contamination RLELIR BT LSB - Easy Il ysis after storage 72h at 5°C ISO 16140-2:2016
. = Concordance
ST | SN | Time Sample Half Fraser Fraser | Confirmation | _. iQ-Check Confir Confirmation b , Fraser | Confirmation| _. RM/AM
. Final mation a Final Final
Strain | Type | Level result [ CtC. | Ct result result
O&A | Palcam | O&A | Palcam | Identification int. EAM Results| RLM AL | RLM | Identification O&A | Palcam | Identification
¢ | 169 | T72h | Cooked ham high quality LIS 426| se | 24 |4h+@| 4h-@ |4h+@| 4h-O L.m +  131,98|19,56 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@| 4h-@ L.m + PA
¢ | 171 | T72h | Auvergne Ham LIS 426| se | 24 |4h+@| 4h-@ |4h+@| 4h-O L.m + 135,16 |22,76 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@| 4h-@ L.m + PA
¢ | 173 | T72h | Cooked and derinded ham high quality | LIS 4.26| se | 24 | 00 09 09 0d / - 34,56 | 18,45 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@ | 4h-@ L.m + PD
¢ [175|T72h | Cooked ham LIS 427| se | 28 |(4h+@| 4h-@ |4h+@| 4h-O L.m +  135,23]18,96 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@| 4h-@ L.m + PA
¢ | 177 | T72h | Serrano ham LIS 427| se | 28 |(4h+@| 4h-@ |4h+@| 4h-@ L.m +  [35,89]27,15 + 4h+@ | 4h+@ | 4h+Q L.m + 4h+@ | 4h-@ L.m + PA
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Protocol 3 (LSB - Easy Il lysis) - Dairy products

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

Bio-Rad

DAIRY PRODUCTS
Alternative method CHETTEAT methp d
: | Reference method LSB, Easy l lysis (T0) (al;tse?,_;a:);tllzlg-/séfc)
ype Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
P1 ALT Py | AL Identifications Result | ADN C.t C. CtEAM Result | Streaking Identifcations Result Result Identifications Result
int onto RLM

a N26 | PL1 | No | Paletde Bourgo (au lait cru) 4} -LE a a / pur 2362 N/A - -LE / - = - =
a P5 | PL1 | No | Maroilles au lait cru -LE -LE -ME | -LE / pur 2643 N/A - / / - =

a R3 | PL2 | No | Valengay (fromage de chevre) 4] ] ] d / pur 2861 N/A - / / - =

a R4 | PL2 | No | Selles sur Cher 9] d d a / pur 2827 N/A - / / - =

a R6 | PL2 | No | Selles sur Cher 1] ] -LE 4] / pur 2789 N/A - / / - =

a P3 | PL1 | No |Maroilles au lait cru +LB +LB | +MB | +MA | L.monocytogenes + pur 2594 4126 + +LB* L.monocytogenes + = + L.monocytogenes + =
a P4 | PL1 | No |Maroilles au lait cru 1] -LE +MA | +LA | L.monocytogenes + pur 2558 3301 + +LA L.monocytogenes + = + L.monocytogenes + =
a Q24 | PL2 | 7,2 | Rocamadour au lait cru 4} @ +LA | +LA | L.monocytogenes i pur 2916 3509 i +LA L.monocytogenes + = + L.monocytogenes + =
b C8 | PL3 | No |Laitcru +LA(1) @ +HA | -LA L.welshimeri pur 2911 N/A - -LB L.welshimeri - = L.welshimeri - =
b 019 | PL3 | No |Laitcru 14} 7} -LE a / pur 2598 N/A - / / - = / - =
b B15 | PL3 | No |Laitcru +LA +LA | +HA | +MA | L.monocytogenes + pur 2341 3079 + +MA L.monocytogenes + = + L.monocytogenes + =
b B16 | PL3 | No |Laitcru tMA | +MA |+MB| +MA | L.monocytogenes | + | pur | 2266 | 2163 ¥ +MB L"”‘if’,‘,’,‘,’,{f;’ﬁ:”“ + = + L"”‘Z’_”i‘r’;fc’fggj”es ¥ =
b E7 | PL3 | No |Laitcru 4] ] LE | -LE / pur 2953 2033 + +HA L.monocytogenes + PD + L.monocytogenes + PD
b 027 | PL3 | 10,8 |Laitcru +LA +LA | +HA | +MA | L.monocytogenes + pur 2809 2443 + +LA L.monocytogenes + = + L.monocytogenes + =
b 028 | PL3 | 13,5 | Laitcru +LA +LB | +MA | +MB | L.monocytogenes + pur 2692 2120 + +LA L.monocytogenes + = + L.monocytogenes + =
c A2 | PL1 | No |Camembert 9] d d d / pur 2882 N/A - 9] / - = / - =
o A3 | PL1 | No | Munster 4] ] d -LE / pur 2807 N/A - +HB / - = / - =
c B2 | PL1 | No |Epoisses -LE -LE LE | -LE / pur 2671 N/A - 4} / - = / - =
c B5 | PL1 | No |Munster 9] -LE d d / pur 2331 N/A - / / - = / - =
o M24 | PL1 | No |PontI'Evéque 4] ] d d / pur 2614 N/A - / / - = / - =
c M25 | PL1 | No |[Livarot 9] d d a / pur 2664 N/A - / / - = / - =
o 03 | PL1 | No |Rondduvinage 4] ] d -LE / pur 2650 N/A - / / - = / - =
c Q27 | PL1 | No [ StPaulin 4} d d d / pur 2962 N/A - / / - =

o Q28 | PL1 | No | Munster pasteurisé 4} -LE 7} d / pur 3225 N/A - / / - =

o Q29 | PL1 | No | Brie pasteurisé 14} -LE 7} d / pur 2858 N/A - / / - =

c Q30 | PL1 | No |Fromage a raclette pasteurisé 4} -LE @ @ / pur 3078 N/A - / / - =

o A1 | PL2 | No |Fromage de chévre Ste Maure 4] ] d d / pur 2546 N/A - / / - = - =
c A4 | PL2 | No |Féta nature 9] d a d / pur 2817 N/A - / / - = - =
o A6 | PL2 | No |Fromage de chévre Chabichou 4] ] d -LE / pur 2868 N/A - / / - = - =
c Q18 | PL2 | No |Buche de chévre -LE -LE LE | -LE / pur 2894 N/A - / / - =

c R5 | PL2 | No | Pigouille (fromage de chévre) -LE -LE @ -LE / pur 2820 N/A - / / - =

o R7 | PL2 | No | Pigouille (fromage de chévre) 4] ] -LE d / pur 2833 N/A - / / - =

c S1 | PL3 | No | Laitinfantile en poudre 4} a a a / pur 2382 N/A - / / - =

o S2 | PL3 | No | Laitinfantile en poudre 4] ] d -LE / pur 2291 N/A - / / - =

c A10 | PL1 | No | Maroilles +LB +LA | +MB | +MA | L.monocytogenes + pur 2795 27,04 + +HA L.monocytogenes + = + L.monocytogenes + =
c B1 | PL1 | No |Epoisses +LA +MA | +MA | +MA | L.monocytogenes i pur 3035 3810 i +MB L.monocytogenes + = + L.monocytogenes + =
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Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

DAIRY PRODUCTS
Alternative method CHETTEAT meth.od
i | Reference method LSB, Easy Il lysis (T0) (al;tse?,_llia:);tllzlg-/sslfc)
ype Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
P1 ALT Py | AL Identifications Result | ADN C.t C. CtEAM Result | Streaking Identifcations Result Result Identifications Result
int onto RLM

c B3 | PL1 | No | Reblochon 4} -LE @ @ / pur 2571 3714 + +MA L.monocytogenes + PD + L.monocytogenes + PD

c C2 | PL1 | No |Munster +MA +MA | +MB | +MA | L.monocytogenes + pur 2778 2469 + +MA L.monocytogenes + = + L.monocytogenes + =

o C4 | PL1 | No | Maroilles +LB(2) ] +LB | +MA | L.monocytogenes + pur 2918 31,17 + +MA L.monocytogenes + = + L.monocytogenes + =

c N18 | PL1 | No | Cceur de Neufchatel -LE -LE -LE | -LE / pur 2395 2492 + +MA L.monocytogenes + PD + L.monocytogenes + PD

c P20 | PL1 6 | Saint Paulin +LA +LA | +MA | +MA | L.monocytogenes + pur 2537 2386 + +HA L.monocytogenes + = + L.monocytogenes + =

c Q15 | PL1 | 54 |Brie de Meaux 4} -LE | +MA| +MA | L.monocytogenes + pur 2844 N/A - +LA L.monocytogenes - ND + L.monocytogenes + =

¢ | E6 | PL2 | No |Ossaulraty HLA | LA | +HB | 4wt | LTOmOOgeNSS |y oy | s00s | 2179 |+ wHp | Lmonooyiogenes | - v | bmonocylogenes |, -

c E8 | PL2 | No |Fromage de chevre +MB +MB | +MB | +MB | L.monocytogenes + pur 3010 1949 + +HB L.monocytogenes + = + L.monocytogenes + =

c 023 | PL2 | 5,4 |Blche de chévre +LA +MC* | +HA | +MA | L.monocytogenes + pur 2693 2722 + +MB L.monocytogenes + = + L.monocytogenes + =

o 024 | PL2 | 10,8 | Crottin de Chavignol -LE +LA(1) | -ME | +LB | L.monocytogenes + pur 3228 3836 + +LA L.monocytogenes + = L.monocytogenes - ND

c P21 | PL2 | 9 | Fromage de chéevre +LB +MD | +HB | +MA | L.monocytogenes + pur 2484 2238 + +MB L.monocytogenes + = + L.monocytogenes + =

c Q9 | PL2 | 8,8 |Biche de chévre +LB +LB | +MC | +MB | L.monocytogenes + pur 2925 2769 + +LB L.monocytogenes + = + L.monocytogenes + =

c Q13 | PL3 | 3,6 | Glace chocolat +LC +LC | +HB | +MB | L.monocytogenes + f/% 32{90 2?{93 inh + +MA L.monocytogenes | inh + = + L.monocytogenes + =

ADRIA 147/225 16 November 2023

Summary report (Version 0)
iQ-Check Listeria monocytogenes Il




Protocol 3 (LSB - Easy Il lysis) - Dairy products

Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)
DAIRY PRODUCTS
Contamination RM: NF EN ISO 11290-1 Lsglv[:ég;gt;r&iis AddItlonalls'z)agtg::g-g;c(;%ﬂrmatlon
ST| SN | Time Sample - . T — — Concordance
Strain | Type | Leve Half Fraser Fraser Confirmation | Final iQ-Check a Confirmation b Final Fraser Confirmation | Final RM/AM
08A | Palcam | 08 | Palcam | Identiication | """t | CtC.int | CtFAM |Resuis| RLM | AL | RLM |identication| o> | OBA | Palcam| Identiication | oo "
a | 62 | TO | Neuf Chatel raw milk ST 7ot o [0g] 00 / - | 3802 N/A i oL oL | oL - A o / / NA
a | 64 | TO |Camembertof Normandie raw milk / / / OL oL 00 00 / - 37,92 N/A - OL OL OL / - A OL / / NA
a | 66| TO |Coulommiers raw milk / / / OL oL 00 09 / - 35,64 N/A - OL OL OL / - A oL / / NA
a | 68| TO |Comté raw milk / / / OL oL 00 09 / - 35,65 N/A - oL oL oL / - A oL / / NA
a | 70 | T0 | Comté raw mik ST [ 7ot o [0g] 00 / - 379 N/A i oL oL | oL / - | A [ o / / NA
a | 72| TO |Morbier raw milk / / / oL oL 0d 00 / - 33,85 N/A - oL oL oL / - A 00 / / NA
a | 57 | TO |Neufchatel raw milk LIS 460| se | 22 | 3htL| 3h-L | 3htL | 4h-@ L.m + 3517 22,03 + 4h+@ 4h+@ | 4h+Q L.m + | 3h+L | 4h-O L.m + PA
a | 59 | TO |Camembertof Normandie rawmilk |LIS 4.60| se | 2,2 [2h+M| 3h-L | 3h+L | 4h-L L.m + | N/A-32,99 | N/A-21,52 | IH/+* 4h+Q 3h+M | 4h+Q L.m t (4h+@ | 4h-0 L.m + PA
a | 61| TO |Coulommiers raw milk LIS 460| se | 22 | 3htL| 3h-L | 3htL | 4h-@ L.m + 34,31 28,31 + 4h+L 3h+L | 4h+L L.m + | 3h+tL | 3h-L L.m + PA
a | 63 | T72h | Comté raw milk LIS 456| se | 1,8 | OM oM oL oM L.m - 344 26,3 + 3h+d 3htL | 3h+Q L.m t+ [3h+@d| 3h-0 L.m + PD
a | 65| TO | Comté raw milk LIS 456| se | 1,8 |2h+M| 3h-L | 3htL | 4h-@ L.m + 34,43 35,42 + 3h+M 3h+L | 3h+M L.m + |3h+d| 3h-O L.m + PA
a | 67 | TO |Morbier raw milk LIS 456| se | 1,8 | 3htL | 3h-L | 3htL | 4h-@ L.m + 35,19 31,5 + 3h+L 3h+L | 3h+L L.m + |3h+d| 4h-@ L.m + PA
a | 69| TO |Reblochon raw milk LIS 432| se | 3,0 |3h+tL | 4h-L |3h+d| 4h-@ L.m + 37,19 N/A - 3htL 3htL | 3h+tL L.m - 3htL | 3h-@ L.m + ND
a | 71| TO |Mountain tome cheese raw milk LIS 432| se | 3,0 |3htL| 3h-M |3h+t@| 4h-L L.m + 34,49 32,62 + 3h+L 3h+L | 3h+L L.m + | 3h+tL | 3h-O L.m + PA
a | 73| TO |Raclette raw milk LIS 4.32| se | 3,0 [4h+H| 3h-M |3h+M| 4h-L L.m + 38,08 39,12 + 3h+tL 3htL | 3h+tL L.m t |(4h+@ | 4h-0 L.m + PA
b {90 | TO |Raw milk / / / oL oM 0d 09 / - 37,04 N/A - oL oL oL / - A oL / / NA
b 92| TO |Rawmik / / / oL oL 0 09 / - 33,87 N/A - oL oL oL / - A oL / / NA
b |94 | TO |Rawmik / / / oL oL 0 09 / - 134,9-33,89 (42, 74-N/A|  +/- oL oL oL / - A oL / / PPNA
b |9 | TO |Rawmilk / / / oL oL 0d 09 / - 36,37 N/A - oL oL oL / - A oL / / NA
b |98 | TO |Rawmik / / / oL oL 0 09 / - 38,18 N/A - oL oL oL / - A oL / / NA
b 1100| TO |Raw milk / / / oL oL 09 09 / - 38,08 N/A - oL oL oL / - A oL / / NA
b 1102| TO |Raw milk butter / / / oM oM 0 09 / - 37,99 N/A - oL oL oL / - A oL / / NA
b |1104| TO |Raw milk butter / / / oM oL 09 09 / - 36,86 N/A - oL oL oL / - A oL / / NA
b 75| TO |Raw milk LIS 459| se | 24 |2h+M| 3h-L |3h+t@| 4h-@ L.m + 33,71 N/A - 3h+L 3h+L | 3h+L L.m +  |4h+d| 4h-@ L.m + PA
b |77 | TO |Rawmik LIS 459 se | 24 |2h+M| 3h-L |3h+d| 4h-@ L.m + 34,32 2517 + 3h+tL 3htL | 3h+tL L.m + [3h+L | 4h-0 L.m + PA
b |79 | TO |Rawmilk LIS 459| se | 24 |4h+tH| 3h-M | 3htL | 4h-L L.m + 35,35 28,72 + 3h+L 4h+@ | 3h+L L.m + |3h+d| 4h-@ L.m + PA
b|81| TO |Rawmik LIS 423| se | 32 | 3h+tL | 3h-L |3h+d| 4h-@ L.m + 35,6 29,48 + 3htL 3h+M | 3h+L L.m t+ [3h+d| 4h-0 L.m + PA
b |83 | TO |Rawmilk LIS 423| se | 32 |[3htM| 3h-M |3h+M| 4h-L L.m + 34,4 28,3 + 3h+M 3h+L | 3h+M L.m + |3h+d| 3h-O L.m + PA
b|85| TO |Rawmik LIS 423| se | 3,2 [3h+M| 3h-M | 3h+L | 4h-L L.m + 34,15 26,64 + 3htL 3htL | 3h+tL L.m + [3h+L | 3h-L L.m + PA
b |87 | TO |Raw milk butter LIS 462| se | 26 |[3h+M| 3h-L | 3h+L | 4h-O L.m + 35,1 22,16 + 4h+Q 4h+L | 4h+Q L.m + | 3htL | 4h-@ L.m + PA
b |89 | TO |Raw milk butter LIS 462| se | 26 |3h+tM| 3h-L | 3htL | 4h-@ L.m + 32,88 21,67 + 4h+L 4h+L | 4h+L L.m + |4h+d| 4h-@ L.m + PA
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Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)
DAIRY PRODUCTS
i : _ AM: iQ-Check Additional pathway of

Contamination HLE LT R e A LSB - Easy Il lysis after storage 72h at 5°C confirmation S0 161402:2016 |

ST | SN | Time Sample - . e — — oncordance
Strain | Type | Level Half Fraser Fraser Confirmation | Final iQ-Check a Confirmation b Final Fraser Confirmation | Final RM/AM
O&A | Palcam | O8A | Palcam | Identiication | *>“"t[ CtC.int | CtFAM |Results| RLM | AL | RLM |Identfication | " [ 08A [Palcam | Identiication | Ut

a | 57 | T72h | Neuf Chatel raw milk LIS 460| se | 22 |3htL | 3h-L | 3htL | 4h-@ L.m 34,56 19,45 + 3h+L 3h+L | 3h+L L.m t | 3h+d| 4h-0 L.m + PA
a | 59 | T72h | Camembert of Normandie raw milk | LIS 4.60| se 2,2 |2h+M| 3h-L |3h+L | 4h-L L.m N/A-31,09 | N/A-18,12 | [H/+* 4h+@ 3htL | 4h+Q L.m + |13h+@| 3h-O L.m + PA
a | 61 | T72h | Coulommiers raw milk LIS 460| se | 22 |3htL | 3h-L | 3htL | 4h-@ L.m + 30,25 18,67 + 4h+@ 4h+L | 4h+@ L.m +  |3h+d| 3h-L L.m + PA
a | 63 | T72h | Comté raw milk LIS 456| se | 1,8 | OM oM oL oM L.m - 33,26 20,36 + 4h+L 4h+l | 4h+L L.m +  |13h+@| 4h-@ L.m + PD
a | 65 | T72h | Comté raw milk LIS 456| se | 1,8 [2h+*M| 3h-L | 3h+L | 4h-@ L.m + 33,857 22,36 + 3h+@ 4h+@ | 3h+Q L.m +  |4h+@ | 4h-O L.m + PA
a | 67 | T72h | Morbier raw milk LIS 456| se | 1,8 [3htL | 3h-L | 3htL | 4h-@ L.m + 32,98 18,64 + 3h+M 3h+M | 3h+M L.m t | 3h+d| 4h-0 L.m + PA
a | 69 | T72h | Rebelochon raw milk LIS 432| se | 3,0 [3h+tL | 4h-L |3h+d| 4h-@ L.m + 34,06 N/A - 3h+L 3h+L | 3h+L L.m - 3h+@| 3h-L L.m + ND
a | 71 | T72h | Mountain tome cheese raw milk LIS 432| se | 3,0 [3htL | 3h-M |3h+d| 4h-L L.m + 34,59 18,21 + 3h+M 3h+L | 3h+M L.m + |3h+@| 3h-L L.m + PA
a | 73 | T72h | Raclette raw milk LIS 4.32| se | 3,0 [4h+H| 3h-M |3h+M| 4h-L L.m + 31,25 20,36 + 3h+L 3h+@ | 3h+tL L.m + 3htL | 4h-@ L.m + PA
b | 75 | T72h | Raw milk LIS 459 se | 24 (2h+M| 3h-L |3h+d| 4h-@ L.m + 31,25 20,36 + 3h+L 3h+@ | 3h+L L.m + 3htL | 4h-@ L.m + PA
b | 77 | T72h | Raw milk LIS 459| se | 24 [2h+tM| 3h-L |3h+@| 4h-@ L.m + 35,26 17,96 + 3h+M 3h+L | 3h+M L.m t  |4h+@| 3h-0 L.m + PA
b | 79 | T72h | Raw milk LIS 459| se | 24 [4h+H| 3h-M | 3h+L | 4h-L L.m + 32,58 1743 + 3h+@ 4h+@ | 3h+Q L.m + 3htL | 4h-@ L.m + PA
b | 81 | T72h | Raw milk LIS 423| se | 3,2 |3htL | 3h-L |3h+t@| 4h-@ L.m + 33,05 21,36 + 3h+@ 4h+@ | 3h+@ L.m + 3h+L | 4h-@ L.m + PA
b | 83 | T72h | Raw milk LIS 4.23| se | 3,2 [3h+M| 3h-M |3h+M| 4h-L L.m + 33,09 25,64 + 3h+L 3h+L | 3h+L L.m +  |4h+@ | 4h-0 L.m + PA
b | 85 | T72h | Raw milk LIS 423| se | 3,2 [3h+tM| 3h-M | 3h+L | 4h-L L.m + 34,56 2412 + 3h+L 3h+L | 3h+L L.m + 3h+L | 3h-L L.m + PA
b | 87 | T72h | Raw milk butter LIS 462| se | 26 [3htM| 3h-L | 3htL | 4h-@ L.m + 33,12 19,84 + 3h+L 3h+L | 3h+L L.m t  14h+@ | 4h-0 L.m + PA
b | 89 | T72h | Raw milk butter LIS 462| se | 26 [3htM| 3h-L | 3htL | 4h-@ L.m + 37,08 17,58 + 4h+@ 4h+L | 4h+@ L.m + 3h+L | 3h-L L.m + PA
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Protocol 3 (LSB - Easy Il lysis) - Seafood products

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

Bio-Rad

SEAFOOD PRODUCTS
Alternative method CHETTEAT methp d
i | Reference method LSB, Easy l lysis (T0) (al;tse?,_;a:);tllzlg-/séfc)
ype Ref | Cat | CA Product (in French) Fraser 1/2 Fraser Direct lysis Confirmations Agreement Agreement
p1 ALY po | AL Identifications Result | ADN C} C. CLEAM Result | Streaking Wdentifcations Result Result Identifications Result
int onto RLM
a B18 | PP1 | No | Filet de tilapia +LA LA | +MA| -MA L.innocua - pur 2818 N/A -MA L.innocua = / =
a G16 | PP1 | No | Saumon frais ] 4] 9] d / - pur 3176 N/A ] / = / =
a G17 | PP1 | No | Saumon frais ] 4] 9] d / - pur 3272 N/A / / = / =
a G18 | PP1 | No | Saumon frais d 9] 0] d / - pur 3051 N/A / / = / =
a G19 | PP1 | No | Saumon frais ] 4] 9] d / - pur 3240 N/A / / = / =
a R18 | PP1 | No | Filet de flétan -LE 0] -ME | -LE / - pur 2826 N/A / / =
a T11 | PP1 | No | Filet de sabre -LE -LE 4] ] / - pur 3118 N/A / / =
a K2 | PP3 | No | Tartare de saumon d -LE 0] d / - pur 2250 N/A d / = / =
a E3 | PP1 | No |Harengs -LE 4} -ME| @ / - pur 3129 3720 + +LB L.monocytogenes + PD + L.monocytogenes + PD
a G20 | PP1 | No | Saumon frais +LA +LA +|:|B +MB* | L.monocytogenes + pur 3002 2474 + +HA L.monocytogenes + = + L.monocytogenes + =
a | Hi [ PPt | No | Saumon frais HA | +LA | +HA| M | LMOnOCYIOgeNeS |l o | gggg | 2361 |+ | +He | Lmonooyiogenes |, - + | Lmonocylogenes | -
L.innocua L.innocua L.innocua
a H2 | PP1 | No |Saumon frais +LA +LA | +HA | +HA | L.monocytogenes + pur 2513 2505 + +MA L.monocytogenes + = + L.monocytogenes i =
a H3 | PP1 | No |Saumon frais +LA +LA | +HA | +MA | L.monocytogenes + pur 2414 2268 + +HA L.monocytogenes + = + L.monocytogenes + =
a H4 | PP1 | No |Saumon frais +LA +LA | +HA | +MA | L.monocytogenes + pur 2610 3492 + +LA L.monocytogenes + = + L.monocytogenes + =
a H5 | PP1 | No |Saumon frais +LA +LA | +HA | +MA | L.monocytogenes + pur 2415 2102 + +HA L.monocytogenes + = + L.monocytogenes + =
a M20 | PP1 | No | Darnes de lieu noir +LA4) | +LA | +LB | +LA | L.monocytogenes + pur 2598 3164 + +LA L.monocytogenes + = + L.monocytogenes + =
3 Ns | PP1 | No glj)rt;l;t?éil de fruits de mer g ME +HA | +MB* L.mtzzzz)gggaenes + our 2967 3239 + +LB* L.mtzzzz)gggaenes + _ + L.mtzﬁz%tggaenes + _
a | N9 | et | No |oocel ce s comer O | +LB(2) | +LA | +MB | Lmonocytogenes |+ | pur | 2445 | 3022 | + | eLmr | Lmonoovogenes - s | Lmonocyiogenss |, -
b 1 | PP2 | No | Saumon fumé IE | 20| o / - | opur | 2644 | NAA LE ff/rf;ser Y Linnocua - / -
b K10 | PP2 | No | Saumon fumé d 9] 9] -LE / - pur 3474 4108 + d / PPNA / =
b N9 | PP2 | No |Saumon fumé d'Irlande -LE 4] -ME | -ME / - pur 2443 N/A ] / = / =
b Q21 | PP2 | No | Truite fumée d 9] 9] -LE / - pur 2913 N/A / / =
b Q22 | PP2 | No | Sardines fumées a 4} 4} d / - pur 2946 N/A / / =
b Q23 | PP2 | No |Saumon fumé d 9] 9] d / - pur 2768 N/A / / =
b R19 | PP2 | No | Thon fumé d 9] 9] d / - pur 2996 N/A / / =
b T9 | PP2 | No |Saumon fumé ] 4] 4] d / - pur 3102 N/A / / =
b A15 | PP3 | No |Harengs marinés a 4} -ME a / - pur 3461 N/A -LE / = =
b C6 | PP3 | No |Harengs marinés ] 4] -LE d / - pur 2745 N/A ] / = =
b M18 | PP1 | No | Haddock +LB +LB | +LB | +LA | L.monocytogenes + pur 2593 3260 + +LB* L.monocytogenes + = + L.monocytogenes + =
b A13 | PP2 | No |Flétan fumé ] +LA | +HB | +MA | L.monocytogenes + pur 2806 3107 + +HA L.monocytogenes + = + L.monocytogenes + =
b A14 | PP2 | No | Saumon fumé +LA +LB | +HA | +MB | L.monocytogenes + pur 2871 N/A +HA L.monocytogenes ND / ND
b B8 | PP2 | No | Saumon fumé +LA +LA | +HA | +HA | L.monocytogenes + pur 2234 3667 + +MA L.monocytogenes + = + L.monocytogenes + =
b B9 | PP2 | No |Saumon fumé +LA(3) | +LA(2) | +HA | +MA | L.monocytogenes + pur 2085 2498 + +HA L.monocytogenes + = + L.monocytogenes + =
b C3 | PP2 | No |Lardons de saumon fumé a +LA | +LB | +MB | L.monocytogenes + pur 2528 28,64 + +LA(48 h) | L.monocytogenes + = + L.monocytogenes i =
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Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

SEAFOOD PRODUCTS
. Alternative method
Alternative method :
Reference method . LSB, Easy Il lysis
. ref | cat | ca roduct (in Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ 8l R e i) Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 ; CtFAM Identifications
int onto RLM
b L8 | PP2 | No |Saumon fumé o @ | +HB| +HA L innocua - | pur | 2324 | 2468 | + sMps | Lmonocytogenes |, PD + Lmonocylogenes [ PD
L.innocua L.innocua
b M16 | PP2 | No | Eglefin fumé +LB* +B* | +LB* | +LB* L.monpcytogenes + our 2663 3391 + -LA(Fra*ser: L.monpcytogenes + _ + L.monpcytogenes + _
L.innocua +MB*) L.innocua L.innocua
b M17 | PP2 | No | Sprats fumés +MA +MA | +HA | +HA | L.monocytogenes + pur 25% 2273 + +LB L.monocytogenes + = inh + L.monocytogenes inh + =
b R20 | PP2 | No | Saumon fumé d'Ecosse d 4} 4} d / - pur | 28,22 4512 + +LA L.monocytogenes + PD + L.monocytogenes + PD
b S5 | PP2 | No | Eglefin fumé o | LE |4E| 4E / - | pur | 2326 | ote1 | o+ sMps | Lmonocytogenes PD + Lmonocytogenes | PD
L.innocua L.innocua
b M19 | PP3 | No |Kippers +LA(2) | +LB(2) | +LA | +LA | L.monocytogenes + pur 2597 3709 + +LA L.monocytogenes + = + L.monocytogenes + =
c T10 | PP1 | No | Miettes de crabe d 9] -LE d / - pur 3111 N/A / / =
o S13 | PP2 | No | Nonnettes de poissons fumés -LE -LE -LE | -ME / - pur 2290 N/A / / =
c B10 | PP3 | No |Rillettes de thon d 9] 9] d / - pur 2131 N/A / / = =
c C7 | PP3 | No | Tarama -LE -LE -ME | -LE / - pur 3184 N/A a / = =
¢ | Mi4 | PP3 | No | Filetdepoissonala LE | 1E | @ | 4E / - | opur | 3519 | NA 1A L innocua - L innocua -
provencale
c M21 | PP3 | No | Accras de morue a 9] -LE | -LE / - pur 2506 N/A / / = / =
c s4 | Pp3 | No | Tartare desaumonala LE | 4E |-ME| -ME / - | pur | 2240 | NAA / / =
moutarde
o T8 | PP3 | No | Coquilles de saumon frais ] 4] 4] d / - pur 3144 N/A / / =
c S3 | PP2 | No | Canapés de saumon fumé -LE -ME -LE | -ME / - pur 2288 N/A / / =
c K3 | PP1 | No | Crevettes cuites sMB | +LB* | +MB | +mpr | Lmonooviogenes | o o070 | o529 | 4 sMgs | Lmonocytogenes |, - + | Lmonocytogenes | -
L.innocua L.innocua L.innocua
c M15 | PP1 | No | Crevettes cuites +LB* +MB* +'Y'B +LB* L.mczniz?(/)tgggnes + pur 2617 2839 + +MA L.monocytogenes + = + L.monocytogenes + =
¢ |19 | PP2 | No | Paniers au saumon fumé sC | +pr |™MB| g | Lmonocytogenes |\ 1 008 | 2606 | 4 sHp | Lmonocylogenes | - + | Lmonocylogenes |-, -
L.innocua L.innocua L.innocua
c E2 | PP3 | No | Terrine langoustines +HA +MB | +HB | +MB | L.monocytogenes + pur 2816 1856 + +HA L.monocytogenes + = + L.monocytogenes + =
c K1 | PP3 | No |Accras de morue +MA +MA | +HA | +HA | L.monocytogenes + pur 2208 1832 + +HA L.monocytogenes + = + L.monocytogenes i =
@ (Fraser :
c N7 | PP3 | No |Brochettes de saumon frais +LB +LA | +MA | +MA | L.monocytogenes + pur 2254 4233 + @) RLspp: | L.monocytogenes + = + L.monocytogenes + =
+HA
¢ | N20 | PP3 | No | Calamars &la romaine HB | LB | +LBY| +Mpr | DMONOVIOOENES | oy oges | o434 |+ | ewpr | Lmonociogenes ), = + | Lmonooytogenes |, -
L.innocua L.innocua L.innocua
c N25 | PP3 | No | Poisson a la bordelaise +MD +MB* | +HA | +MB* L.mtzr;z%t ggaenes + pur 2335 2320 + +MA L.monocytogenes + = + L.monocytogenes + =
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Protocol 3 (LSB - Easy Il lysis) Seafood products

Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)
SEAFOOD PRODUCTS
i : _ AM: iQ-Check Additional pathway of confirmation
Contamination RM: NF EN ISO 11290-1 LSB - Easy l lysis ISO 16140-2:2016
. - Concordance
ST | SN | Time Sample Half Fraser Fraser Confirmation | . iQ-Check Cc:ir;fgza- Confirmation b _— Fraser Confirmation RM/AM
Strain | Type | Level result | Cic. | Ci result Final result
O&A | Palcam | O&A | Palcam | Identification intl EAM Results| RLM AL | RLM | Identification O&A | Palcam | Identification
a |8 | TO |Salmon filet / / / 00 00 00 00 / - 38,81 | N/A - 00 00 | 00 / - 00 00 / / NA
a | 88| TO |Codfiled / / 09 00 00 09 / - 38,02 | N/A - 00 00 | 00 / - 00 09 / / NA
¢ | 74 | TO | Stick with crab flavour / / / 09 00 00 09 / - 38,26 | N/A - 00 00 | 00 / - 00 09 / / NA
C [101| TO | Stick with crab flavour LIS 4.83| se | 2,8 |3h+@| 3h-@ |3h+@| 4h-@ L.m + 33,78128,38| + 3h+@ |4h+@ | 3h+Q L.m t | 3h+@| 4h-@ L.m + PA
C [103| TO |Rillette of sardines LIS 4.83| se | 2,8 |3ht@| 4h-@ |4h+@| 4h-O L.m + 342412615 + 4h+@ | 4h+@ | 4h+Q L.m + | 3h+@ | 4h-O L.m + PA
C [105| TO |Tarama with cod eggs LIS 4.83| se | 2,8 |3h+@| 4h-@ |4h+@| 4h-@ L.m + 35,81(36,93| + 4h+@ | 4h+@ | 4h+Q L.m t | 4h+@ | 4h-@ L.m + PA
i : _ AM: iQ-Check Additional pathway of confirmation

Contamination HLE T B e LSB - Easy Il lysis after storage 72h at 5°C ISO 16140-2:2016
ST| SN | Time Sample Half Fraser |  Fraser | Confimation| . iQ-Check Confirma- Confirmation b . Fraser | Confirmation Concordance

. Final tiona Final . RM/AM

Strain | Type | Level result result Final result
O&A | Palcam | O&A | Palcam | Identification Citn(t:' F%VI Results| RLM AL | RLM | Identification O&A | Palcam | Identification

C 101 | T72h | Stick with crab flavour LIS 4.83| se | 2,8 |3h+@| 4h-@ |4h+@| 4h-@ L.m + 3587 (2965| + 4h+@ | 4h+@ | 4h+Q L.m t | 4h+@ | 4h-@ L.m + PA
C [ 103 | T72h | Rillette of sardines LIS 4.83| se | 2,8 |3h+@| 4h-@ |3h+@| 3h-O L.m + 33,02(24,13| + 3h+@ |3h+d | 3h+Q L.m + | 4h+@ | 4h-@ L.m + PA
C 105 | T72h | Tarama with cod eggs LIS 4.83| se | 2,8 |3h+@| 4h-@ |4h+@| 3h-@ L.m + 3365(27,18| + 4h+@ | 4h+@ | 4h+@ L.m t | 3h+@| 3h-@ L.m + PA
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Protocol 3 (LSB - Easy Il lysis) - Vegetable products

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

Bio-Rad

VEGETABLE PRODUCTS
. Alternative method
Alternative method :
Reference method . LSB, Easy Il lysis
. rer | ¢ A o duct (i Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ 8l LM el Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctcC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 . CtFAM Identifications
int onto RLM

a A7 | PV1 | No |Haricots verts surgelés 4} d d 4} / pur 2801 N/A - / / - = - / - =
a 021 | PV1 | No | Mélange de poivrons surgelés | -LE -LE -ME | -LE / pur 2823 N/A - / / - = - / - =
a 022 | PV1 | No | Légumes pour potage 2 2 | 2| o / pur | 2773 | NIA - / / - = - / - =

surgelés
a J8 | PV2 | No | Epinards branches +LA LA | +MA| -MA L.welshimeri pur 2595 N/A - -LB L.welshimeri - = - L.welshimeri - =
a Q16 | PV2 | No | Chou rouge 14} 7} a 4} / pur 2907 N/A - / / - =
a S12 | PV2 | No | Carottes rapées -LE -LE -ME | -ME / pur 2282 N/A - / / - =
a | 17| P3| No | Pelits paniers de legumes o | 1E | 0| o / our N/A : / / : =

surgelés
a R9 | PV3 | No |Haricots verts surgelés 9] ] 4] 4] / pur 2824 N/A - / / - =
a N14 | PV1 | No | Champignons surgelés +LA +LA | +MA | +MA | L.monocytogenes + pur 2721 N/A - 4} / - ND - / - ND
a J4 | PV2 | No | Epinards branches +LA(3) | +LB(3) | *+MA | +MA | L.monocytogenes + pur 2713 2908 + +LA L.monocytogenes + = + L.monocytogenes + =
a J5 | PV2 | No |Epinards hachés +LB +LB | +MB | +MA | L.monocytogenes + pur 2706 2821 + +LB L.monocytogenes + = + L.monocytogenes + =
a Q7 | PV2 | 5,2 | Carottes rapées +LB(2) a +HA | +MA | L.monocytogenes i pur 2903 3225 i +LA L.monocytogenes + = + L.monocytogenes + =
b Q26 | PV2 | No | Salade composée 14} 7} a / pur 3021 N/A - / / - =
b | s11 | Pv2 | No | Melange salade, mais, o o / our | 2342 | NA : / / : -

carottes
b M4 | PV3 | No | Pommes de terre précuites 4] ] / pur 2639 N/A - / / - = - / - =

Courgettes précuites -
b R10 | PV3 | No surgelées 4} d -LE | -LE / pur 2825 N/A - / / - =
b 22 | Pv2 | No | Poslée de legumes frais +B | +MB* |+MB | +mpr | Lmonocylogenes |l | osss | 9311 + sMps | Lmonocytogenes | = + L.monocytogenes s -

L.innocua L.innocua L.innocua

b Q1 | PV2 | 10 |Salade 4éme gamme +LA +LA | +MA | +MA | L.monocytogenes + pur 2948 2975 + +LA L.monocytogenes + = + L.monocytogenes + =
b M1 | PV3 | No | Poélée champétre +LA +MB | +MA | +MA | L.monocytogenes i pur 2777 2955 i +MB L.monocytogenes + = + L.monocytogenes + =
b M5 | PV3 | No | Pommes de terre précuites +LB +MA | +LB | +MB | L.monocytogenes i pur 2495 1986 i +HA L.monocytogenes + = + L.monocytogenes + =
b 02 | PV3 | No | Pommes de terre précuites +MA +MA | +HA | +MA | L.monocytogenes + pur 2556 N/A - 9] / - ND - / - ND
b 020 | PV3 | No | Pommes de terre précuites +MA +MA | +HA | +MA | L.monocytogenes i pur 2596 2074 i +HA L.monocytogenes + = + L.monocytogenes + =
b P9 | PV3 | 16 | Poélée romaine 4] -LE +HA | +LA | L.monocytogenes + pur 2212 2212 + +HA L.monocytogenes + = + L.monocytogenes + =
b Q8 | PV3 | 6,5 | Poélée de légumes +LB +LB | +MB | +MB | L.monocytogenes i pur 2882 2523 i +LA L.monocytogenes + = + L.monocytogenes + =
c N15 | PV2 | No | Jardiniere de légumes 4} a a -LE / pur 2367 N/A - / / - = - / - =
¢ [ R | Pv2 | No |TOnddePommesdetened | yp ya | pe| sBt | Linnocua + pur | 289 | nA | - | P (Fg;ser : / : - : / : -
c L10 | PV3 | No | Mousse aux trois légumes -LE -LE -ME | -ME / pur 2338 N/A - -ME / - = - / - =
¢ | N17 | PV | No | Goucous (semoule et LE | LE |-E| -ME / our | 2474 | NA | - / / : - : / : -

légumes)
o Q17 | PV3 | No | Salade de pennes napolitaine 14} a -LE | -ME / pur 2945 N/A - / / - =
c Q19 | PV3 | No | Céleri rémoulade -LE -LE -ME | -ME / pur 2905 N/A - / / - =
¢ | Q| P3| No | COncombre, caroles et chou o | o| o / our | 2853 | NA | - / / : =

en sauce
c R8 | PV3 | No | Tapenade Olives et Tomates -LE | -LE / pur 2927 N/A - / / - =
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Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

VEGETABLE PRODUCTS
. Alternative method
Alternative method :
Reference method . LSB, Easy Il lysis
. rer | ¢ A o duct (i Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ L eI I AREL Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctcC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 : CtFAM Identifications
int onto RLM

¢ | 14| P3| No | Légumes fagon paysanne LE | 1E | @ | ME / our | 2366 | NIA : Q(Fg)se“ / : -

c 516 | PV3 | No | Purée de légumes du soleil -LE -LE -LE | -ME / pur 2381 N/A - / / - =

¢ T4 | pv3 | No |Pommesdeterreetpoivions | o | e g | E / our | 3133 | NA | - / / : -

sauce curry
c T3 | PV2 | No |Mélange quatre légumes 4} -LE d 4} / pur 3098 N/A - / / - =
c J1 | PV2 | No | Petits pois +B | +LB* |+MB | +mpt | Lmonocyogenes || oagy | 2068 + smps | L:monocytogenes |, - ¥ L.monocytogenes " -
L.innocua L.innocua L.innocua
c P10 | PV3 | 16 | Purée chou-fleur, brocolis +LB +MA | +MB | +LB | L.monocytogenes + pur 2195 2195 + +HA L.monocytogenes + = + L.monocytogenes + =
c Q2 | PV3 | 15 |Riz etlégumes en julienne +LA +LA | +MA | +MA | L.monocytogenes i pur 2836 2655 i +MA L.monocytogenes + = + L.monocytogenes + =
c Q6 | PV3 | 3,9 |Gratin de chou-fleur +LA +LA | +MA | +MA | L.monocytogenes + pur 2874 2839 + +MA L.monocytogenes + = + L.monocytogenes + =
c T2 | Pv3 | No | Garottes rapees sauce 2 E | o| o / pur | 3103 | NA - / / - =
vinaigrette
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Protocol 3 (LSB - Easy Il lysis) Vegetable products

Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)
VEGETABLE PRODUCTS
- : AM: iQ-Check Additional pathway of confirmation

Contamination HIBLL BT Btz LSB - Easy l lysis ISO 16140-2:2016 Concordance

ST| SN | Time Sample | Half Fraser |  Fraser | Confimation | Final iQ-Check Confirmationa |~ Confirmation b Final | Eraser | Confirmation| Final | RWAM
Strain | Type | Level result result result
0O&A | Palcam | O&A | Palcam | Identification CtC.int | CtFAM [Results RLM AL | RLM | Identification 0&A | Palcam | Identification
a |106| TO |Banana / / / 0L 0L 09 09 / - 35,95 N/A - oL OL | OL / - 09 09 / - NA
a |108| TO |Grape / / / 09 09 00 00 / - 32,31-34,01 | 34,07-N/A|  +/- 00 00 | 09 / - 09 09 / - NA (PP)
a |111] TO |Banana LIS 410] se | 16 [3h+tM| 3h-L | 3h+l | 4h-L L.m + 34,59 31,15 + 3h+L 3h-L | 3h+L L.m + 4h+L | 4h-L L.m + PA
a |113] T0 |Grape LIS 410] se | 16 [3htL| 4h-L |4htL | 4h-L L.m + 36,8 33,12 + 2h+M 3h-L | 2h+M L.m + 3h+@| 4h-@ L.m + PA
a |115] T0 | Tomato LIS 410| se | 16 [4h+t@| 4h-L |4htL | 4h-@ L.m + 33,91 23,89 + 3h+L 4h-@ | 3h+L L.m + 4h+d| 4h-@ L.m + PA
a |17 T0 |Plums red LIS 4.35| se | 20 [3h+t@| 4h-@ | 3htl | 4h-@ L.m + 34,58 2547 + 4h+L 4h-L | 4h+L L.m + 3h+@| 3h-@ L.m + PA
a |119] TO |Pear LIS 4.35| se | 2,0 [3h+M| 4h-@ |4h+L | 4h-L L.m + 34,39 20,63 + 3h+L 4h-L | 3h+L L.m + 4h+L | 4h-L L.m + PA
a |121] T0 | Yellow plum LIS 435| se | 20 |3h+@| 4h-@ |4h+L | 4h-L L.m + 34,44 35,75 + 3h+L 3h-L | 3htL L.m + 4h+@ | 4h-@ L.m + PA
a |123| TO |Estar apple LIS 417| se | 1,8 |3h+M| 4h-L |4h+L | 4h-L L.m + 39,21 19,88 + 4h+L 4h-L | 4h+L L.m + 4h+L | 4h-L L.m + PA
a |125| TO |Canada grey apple LIS 417] se | 18 [3h+@| 4h-@ |4h+L | 4h-L L.m + 33,78 30,18 + 3h+L 4h-L | 3h+L L.m + 4h+@| 3h-0 L.m + PA
b [116] TO |Julienne of vegetables / / / 0Q 0Q 00 00 / - 33,55 N/A - 0g 02 | 00 / - 0g 0g / - NA
b [118| TO | Grated carrot / / / 09 09 09 09 / 33,95 N/A - 09 00 | 00 / 09 09 / - NA
b [120| TO | Sliced cucumber / / / 09 09 00 00 / - 33,71 N/A - 09 00 | 09 / - 09 09 / - NA
b [122| TO | Prepared lettuce heart / / / 00 00 09 09 / - 33,25 N/A - 09 00 | 00 / - 09 09 / - NA
b [124] TO | Mix of young sprouts / / / 0L 0L 09 09 / - 33,53 N/A - oL OL | OL / - 09 09 / - NA
b [126] TO | Sliced leek / / / 09 09 09 09 / - 33,69 N/A - 09 00 | 00 / - 09 09 / - NA
b [133] TO |Julienne of vegetables |LIS 4.80| se | 3,0 |3h+M| 4h-L |[3h+L| 4h-L L.m + 37,59 15,46 + 3h+L 4h-@ | 3h+L L.m + 4h+L | 4h-L L.m + PA
b [135]| TO | Grated carrot LIS 481] se | 26 [3h+tM| 4h-L |3htL | 4h-L L.m + 33,73 32,06 + 3h+L 4h-@ | 3h+L L.m + 4h+L | 4h-L L.m + PA
b [137] TO | Sliced cucumber LIS 481]| se | 26 | 3htL | 4h-L |4h+@| 4h-@ L.m + 34,73 28,49 + 3h+L 4h-L | 3h+L L.m + 3h+@| 3h-@ L.m + PA
c |[159]| TO |Wax bean LIS 4.78| se | 32 |4h+@| 3h-@ |4h+@| 4h-O L.m + 35,53 N/A + 09 00 | 09 / A / / / / ND
c [161| TO |peas steamed LIS 4.78| se | 32 |4h+@| 3h-@ |4h+@| 4h-O L.m + 32,12 20,99 + 4h+@ 3h-@ | 4h+@ L.m + 3h+@| 3h-@ L.m + PA
¢ [163| TO | Greenlentilscooked |LIS 4.78| se | 32 |4h+@| 3h-@ |4h+@| 4h-0 L.m + 32,97 23,38 + 4h+d 4h-@ | 4h+@ L.m + 4h+@ | 4h-@ L.m + PA
¢ |165| TO | Green beans LIS 4.79] se | 26 [4h+@| 3h-@ |4h+@| 4h-@ L.m + 33,32 24,25 + 4h+d 4h-@ | 4h+@ L.m + 4h+@ | 4h-@ L.m + PA
- : AM: iQ-Check Additional pathway of confirmation ISO

Contamination BRIFEISI Tl LSB - Easy Il lysis after storage 72h at 5°C 16143—2:2016 Concordance

ST| SN | Time Sample : Half Fraser Fraser Confirmation |  Final iQ-Check Eeliipaien Confirmation b el Fraser Confirmation el RWAM
Strain | Type | Level result a result result
0O&A | Palcam | O&A | Palcam | Identification CtC.int | CtFAM [Results RLM AL | RLM | Identification 0&A | Palcam | Identification

a | 111]T72h | Banana LIS 410| se | 1,6 |3h+M| 3h-L | 3h+l | 4h-L L.m + 33,06 29,13 + 3h+L 3h-L | 3htL L.m + 3h+@| 4h-L L.m + PA
a | 113|T72h | Grape LIS 410| se | 1,6 | 3h+tL | 4h-L |4h+L| 4h-L L.m + 34,01 30,56 + 3h+L 3h-L | 3h+L L.m + 4h+L | 4h-L L.m + PA
a | 115|T72h | Tomato LIS 410] se | 16 [4h+t@| 4h-L |4htL | 4h-@ L.m + 33,98 24,62 + 3h+L 4h-@ | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
a | 117 | T72h | Plums red LIS 4.35] se | 20 [3h+@| 4h-@ | 3htl | 4h-O L.m + 33,56 26,13 + 4h+L 4h-@ | 4h+L L.m + 3h+@| 4h-@ L.m + PA
a | 119|T72h | Pear LIS 435| se | 20 |3h+M| 4h-@ |4h+L | 4h-L L.m + 33,47 18,59 + 4h+L 4h-@ | 4h+L L.m + 4h+L | 4h-L L.m + PA
a | 121|T72h | Yellow plum LIS 4.35]| se | 20 [3h+@| 4h-@ |4h+L | 4h-L L.m + 33,54 28,13 + 3h+L 3h-L | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
a | 123 | T72h | Estar apple LIS 417] se | 1,8 [3h+M| 4h-L |4htL | 4h-L L.m + 33,09 18,48 + 4h+L 4h-L | 4h+L L.m + 3h+@| 4h-@ L.m + PA
a | 125| T72h | Canada grey apple LIS 417| se | 1,8 |3h+@| 4h-@ |4h+L | 4h-L L.m + 34,12 24,12 + 3h+L 4h-L | 3h+L L.m + 4h+@ | 4h-@ L.m + PA
b | 133 | T72h | Julienne of vegetables | LIS 4.80| se | 3,0 |3h+M| 4h-L |[3h+L| 4h-L L.m + 33,78 23,65 + 4h+L 4h-@ | 4h+L L.m + 4h+@ | 4h-@ L.m + PA
b | 135 T72h | Grated carrot LIS 481] se | 26 [3h+tM| 4h-L |3htL | 4h-L L.m + 34,81 23,58 + 3h+L 4h-@ | 3h+L L.m + 4h+@ | 4h-0 L.m + PA
b | 137 | T72h | Sliced cucumber LIS 481] se | 26 [ 3htL| 4h-L |4h+@| 4h-@ L.m + 34,74 25,16 + 1h+l 1h-L | 1th+L L.m + 3h+@| 3h-@ L.m + PA
c | 159 | T72h | Wax bean LIS 4.78| se | 32 |4h+@| 3h-@ |4h+@| 4h-O L.m + 33,89 N/A + 09 00 | 00 / - 4h+@ | 4h-@ L.m + ND
c | 161 T72h | peas steamed LIS 4.78| se | 32 |4h+@| 3h-@ |4h+@| 4h-O L.m + 33,14 19,56 + 4h+d 3h-@ | 4h+@ L.m + 3h+@ | 4h-@ L.m + PA
¢ [ 163 | T72h | Green lentils cooked |LIS 4.78| se | 3,2 |4h+@ | 3h-@ |4h+@| 4h-O L.m + 36,02 24,12 + 4h+@ 3h-@ | 4h+@ L.m + 4h+@ | 4h-0 L.m + PA
c | 165| T72h | Green beans LIS 4.79] se | 26 [4h+@| 3h-@ |4h+@| 4h-O L.m + 34,05 23,64 + 4h+d 4h-@ | 4h+@ L.m + 4h+@ | 4h-@ L.m + PA
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Bio-Rad

Protocol 3 (LSB - Easy Il lysis) - RTE/RTRH

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

RTE - RTRH
. Alternative method
Reference method Lls\geg:wﬁ Im:itsh?.lfjo) LSB, Easy Il lysis
T Ref | Cat | © Product (in French i A t (after 72 h at 2 - °C) A t
ype ¢ ala B e Fraser 1/2 Fraser Direct lysis Confirmations greemen greemen
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 : Ct FAM Identifications
int onto RLM

a S7 | PP3 | No | Crevettes en taboulé -LE -LE 9] -LE / - pur 2443 N/A / / =

a N4 | PP3 | No | Faluche au thon +LA +LA | +HA | +MA | L.monocytogenes + pur 2145 2713 + +LA L.monocytogenes + = + L.monocytogenes + =

a N5 | PP3 | No | Faluche aux crevettes +LA +LB | +HA | +MB | L.monocytogenes + pur 2199 3049 + +LB L.monocytogenes + = + L.monocytogenes i =

a N6 | PP3 | No | Faluche aux crevettes +LB +LB | +HA | +MB | L.monocytogenes + pur 2210 2877 + +LB L.monocytogenes + = + L.monocytogenes + =

b | B14 | PC3 | No | Gouscous (merguez cuites, o o | o| o / - | opur | 288 | NA LE / = / =

légumes, semoule)
b $10 | PC2 |No | Tomates farcies prétes a cuire | @ LE |+HA| -MB L.innocua - | pur | 2366 | 2868 ¥ sMps | Lmonocytogenes |, PD + L. monocytogenes + PD
L.innocua L.innocua
b | R16 | PC3 | No | Crépinettes au vin blanc HA | A |+B| 4B | Lwelshimeri - | opur | 2919 | 3047 | + +MB* L.welshimeri + PD inh L.welshimeri iy PD
L.monocytogenes + L.monocytogenes +
b | B13 | PV3 | No | Pommes de terre rissolées o | o | 0| o / - | pur | 2455 | 3036 | + g | LMmonocytogenes | PD + | Lmonocylogenes | PD
L.innocua L.innocua

b Q4 | PV3 | 25 | Gateau de céleri +LB +LB | +HA | +MA | L.monocytogenes + pur 2699 2135 + +MA L.monocytogenes + = + L.monocytogenes i =

b | S15 | PV3 | No|Flans de chou-fleur LE | o |ME|-ME / - | opur | 2201 | N Q(Fg)se“ / -

o E1 | PL3 | No | Tartelettes fruits +MA -MA [ +MA | -MA L.innocua - pur 3184 N/A -HB L.innocua = / =

c R1 | PL3 |No | Religieuses au café -LE -LE -LE | -ME / - pur 2970 N/A / / =

o R2 | PL3 |No |Riz au lait %} a a %} / - pur 2793 N/A / / =

c S18 | PP3 | No | Petits paniers au poisson -LE -LE -ME | -ME / - pur 3143 N/A / / =

o N10 | PL3 | No | Tartelette framboise +LB +LA | +HA | +MA | L.monocytogenes + pur 2338 N/A ] / ND / ND
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Protocol 3 (LSB - Easy Il lysis) RTE/RTRH

Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)
RTE/RTRH
Contamination RM: NF EN ISO 11290-1 GLUBLESIEES Confirmation ISO 16140-2
LSB - Easy Il lysis
ST| SN | Time Sample :
Strain | Type | Level Half Fraser Fraser Confirmation FinaII iQ-Check Conﬂr:atlon Confirmation b FinaII Fraser Identification Final result
OBA [ Palcam | O8A | Palcam | Identification | """ | CtC.int | CtFAM |Resus| _ RLM AL [ RLM [ identification | "***"* [ 08A [Palcam
a| 2 | TO |Tabouleh with chicken / / / oL oL oL oL / 33,41 N/A - oM oM | OM / - oL oL / /
a| 4 | TO |strabourgeoise salad / / / oL oL 09 09 / 334 N/A oL oL oL / - oL oL / /
a| 6 | TO |Piémontaise with ham / / / 00 09 00 09 / 33,44 N/A 00 07 | 00 / - 0 00 / /
a| 8 | TO |Sandwich with salmon and chives / / / 0M O0M 09 0M / 33,35 N/A oM oL 0M / - oL oL / /
a | 10 | TO |Sandwich with ham and Emmental / / / oM oM oM oM / 33,62 N/A 00 07 | 00 / - oM oM / /
a | 12 | TO | Sandwich with tuna and crudities / / / 09 00 0Q 090 / 33,52 N/A 0Q 0Q 09 / - 0d 090 / /
a | 14 | TO |Sandwich with ham and butter / / / oL 00 09 00 / 34 N/A oL oL oL / - oL oL / /
a | 16 | TO |Sandwich with rosette and butter / / / oL oL 09 09 / 33,94 N/A 09 07 | 00 / - 09 09 / /
a | 18 | TO |Sandwich with chicken and crudities / / / oL 00 00 00 / N/A-33,76 | N/A-N/A oL oL oL / - oL oL / /
a | 20 | TO |Sandwich with ham and cheddar / / / 00 09 00 09 / - 33,67 N/A oL oL oL / - oL oL / /
a| 1 | TO |Tabouleh with chicken LIS46 | se | 22 |4h+M | 4h-M |4h+M| 4h-M L.m + 34,38 26,84 + 3h+L 3h+M | 3h+L L.m + 3h+M | 4h-M L.m +
a| 3 | TO |strabourgeoise salad LIS46 | se | 22 |3h+@| 2h-@ |3h+@| 3h-@ L.m + 34,56 28,31 + 3h+d 3h+d | 3h+d L.m + 3h+@d | 3h-0 L.m +
a| 5 | TO |Piémontaise with ham LIS46 | se | 2,2 |4h+@ | 4h-@ |4h+@ | 4h-O L.m + 34,66 26,16 + 3h+d 2h+@ | 3h+d L.m + Ah+@ | 4h-0 L.m +
a | 7 | TO |Sandwich with salmon and chives LIS424| se | 28 |3h+@| 4h-M |3h+@| 3h-@ L.m + 36,86 28,65 - 3h+L 3h+L | 3h+L L.m + 3h+@ | 3h-0 L.m +
al| 9 | TO |Sandwich with ham and Emmental LIS424| se | 28 |4h+@| 4h-M |3h+@ | 4h-@ L.m + 35,86 31,58 + 3h+L 3h+@ | 3h+L L.m + 3h+L | 3h-L L.m +
a | 11| TO |Sandwich with tuna and crudities LIS424| se | 2,8 |3h+@| 3h-@ |4h+@ | 4h-O L.m + 34,71 28,39 + 3h+d 3h+@ | 3h+J L.m + 3h+L | 4h-L L.m +
a | 13 | TO |Sandwich with ham and butter LIS486| se | 1,8 | 2h+L | 3h-@ |3h+@| 3h-@ L.m + 34,32 25,41 + 2h+L 2h+@ | 2h+L L.m + 2h+@ | 3h-@ L.m +
a | 15 | TO | Sandwich with rosette and butter LIS486| se | 1,8 |3h+@| 4h-@ |4h+@| 4h-0 L.m + 33,8 29,54 + 3h+d 3h+d | 3h+d L.m + 4h+@ | 4h-0 L.m +
a | 17 | TO | Sandwich with chicken and crudities LIS486| se | 1,8 |3h+@| 4h-@ |4h+@| 4h-@ L.m + 34,63 30,89 + 3h+@ 3h+@ | 3h+d L.m + 4h+@ | 4h-0 L.m +
b | 22 | TO |Pizza with three cheeses / / / oL oL 00 00 / 33,82 N/A 00 07 | 00 / - 00 00 / /
b | 24 | TO |Pizza with ham and cheese / / / oL 00 00 00 / 33,41 N/A 00 00 0Q / 00 0Q / /
b | 26 | TO |Pizza with three melting cheeses / / / 09 09 09 09 / 36,51 N/A 09 00 | 09 / - 09 09 / /
b | 28 | TO |Pizza with comté, emmental and lardons / / / 090 1]9] 0Q 090 / 34,11 N/A 0Q 0Q 1]9] / - 0Q 0]9] / /
b | 30 | TO | Pizza with ham and mushroom / / / oL oL 090 09 / 37,31 N/A 00 07 | 00 / - 09 09 / /
b | 32 | TO |Flammekueche with smoked lardons / / / oL oL 09 00 / 38,23 N/A 09 07 | 00 / - 09 09 / /
b | 34 | TO | Croissantwith ham / / / oL oM oL oL / 39,6 N/A oL 09 oL / - oM oM / /
b | 36 | TO |Lorrain quiche / / / oL oL 090 00 / 33,46 N/A 00 07 | 00 / - 0 00 / /
b | 38 | TO |Flaky goat cheese / / / 00 00 09 00 / 38,08 N/A 09 07 | 00 / - 09 09 / /
b | 40 | TO |Provencal pastry / / / oM oM oM oM / - 38,2 N/A - oL oL oL / - oL oM / /
b | 23 | TO | Pizza with three cheeses LIS488| se | 2,2 |3h+@| 3h-@ |4h+@| 4h-O L.m + 34,52 28,03 + 2h+Q 3h+@ | 2h+@ L.m + Ah+@ | 4h-0 L.m +
b | 25 | TO |Pizza with ham and cheese LIS489| se | 26 |3h+@| 4h-@ |3h+@| 4h-O L.m + 35,28 26,27 + 3h+d 2h+@ | 3h+@ L.m + 3h+@ | 4h-@ L.m +
b | 27 | TO | Pizza with three melting cheeses LIS489| se | 26 |3h+@| 4h-@ |3h+@| 3h-@ L.m + 36,15 22,14 + 3h+@d 2h+@ | 3h+d L.m + 3h+@ | 4h-0 L.m +
b | 29 | TO |Pizza with comté, emmental and lardons |LIS4.89| se | 2,6 [3h+@| 4h-@ |3h+d| 4h-@ L.m + 33,87 27,76 + 3h+@ 3h+@ | 3h+d L.m + 3h+@ | 4h-0 L.m +
b | 31 | TO |Pizza with ham and mushroom LIS4.46| se 2 |3h+@| 4h-@ |4h+@| 4h-O L.m + 33,56 27,47 + 3h+d 3h+@ | 3h+d L.m + Ah+@ | 4h-0 L.m +
b | 33 | TO |Flammekueche with smoked lardons LIS4.46| se 2 | 2h+L | 4h-M |2h+@ | 2h-M L.m + 33,22 21,18 + 2h+L 2h+M | 2h+L L.m + 2h+L | 3h-L L.m +
c | 42 | TO |Raspberries tart / / / 09 09 09 09 / 37,24 N/A 09 07 | 00 / - 09 09 / /
c | 44 | TO |Apples tart / / / 00 00 00 00 / 33,76 N/A 00 07 | 00 / 0 00 / /
c| 46 | TO |Mille-feuilles / / / oL oL 00 09 / 34,05 N/A oL 00 oL / - oL oL / /
c | 48 | TO | Donuts with pastry cream / / / oL 00 09 00 / 37,86 N/A 0 07 | 00 / - oL oL / /
c | 50 | TO |Pudding / / / 09 09 09 09 / 34/40,04 |46,32-N/A| +/- oL 09 oL / - oL oL / /
c | 52 | TO | Stick with pastry cream / / 09 09 00 09 / - 38,6 N/A - 09 09 | 00 / - 0g 09 / /
c | 35 | TO |Raspberries tart LIS4.46| se 2 |3h+@| 4h-@ |3h+@| 4h-@ L.m + 34,42 27,94 + 3h+Q 4h+@ | 3h+Q L.m + 3h+@ | 4h-@ L.m +
c | 37 | TO |Apple pie LIS47 | se | 2,8 |3h+@| 4h-@ |3h+@| 4h-@ L.m + 34,63 N/A-24,82 - 3h+d 4h+@ | 3h+Q L.m - 3h+@ | 4h-@ L.m +
c| 39| TO |Mile-feuilles LIS4.7 | se | 2,8 |4h+M| 4h-M |4h+M| 4h-M L.m + 34,99 36,24 + 3h+M 4h+M | 3h+M L.m + 3h+M | 4h-M L.m +
ADRIA 157/225 16 November 2023

Summary report (Version 0)
iQ-Check Listeria monocytogenes Il



Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)

RTE/RTRH
Contamination RM: NF EN ISO 11290-1 CLUBLESIEES Confirmation ISO 16140-2
LSB - Easy Il lysis
ST| SN | Time Sample :
Strain | Type | Level Half Fraser Fraser Confirmation FinaII iQ-Check Conﬂr:atlon Confirmation b FinaII Fraser Identification Final result
OBA | Palcam | O8A | Palcam | Identification | """ | CtC.int | CtFAM |Resus| _ RLM AL [ RLM [ identification | "***"* [ 08A [Palcam
c | 41 | TO | Savarin with rum and pastry cream LIS47 | se | 2,8 |4h+@| 4h-@ |3h+@ | 4h-O L.m + 36,32 31,73 + 3h+Q@ 4h+@ | 3h+Q L.m + 3h+@ | 4h-@ L.m +
c | 43| TO |Pudding LIS493| se | 3,2 |4h+@| 4h-@ |3h+t@| 4h-O L.m + 34,6 28 + 3htd 3h+@ | 3h+d L.m + 3ht@ | 4h-0 L.m +
c | 45 | TO | Choux with pastry cream LIS493| se | 3,2 |3ht@| 4h-@ |4ht@| 4h-O L.m + 34,06 25,55 + 4h+@ 3h+@ | 4h+d L.m + 3ht@ | 4h-0 L.m +
c | 47 | TO | Strawberries tart LIS493| se | 3,2 |3h+@| 3h-@ |3h+t@| 3h-O L.m + 34,52 21,53 + 2h+@ 2h+@ | 2h+@ L.m + 3h+@ | 3h-0 L.m +
c | 49 | TO | Savarin with rhum and pastry cream LIS491| se | 16 |3h+@| 3h-@ |3h+@| 3h-@ L.m + 36,79/33,56 | N/AJ24,99 | IV/+ 3h+@ 3h+@ | 3h+d L.m P 3h+@ | 3h-@ L.m +
c3| 51 | TO |Choux with pastry cream LIS491| se | 16 |3h+@| 4h-@ |4h+@| 4h-O L.m + 33,97 22,01 + 3h+@ 3h+@ | 3h+d L.m P 3h+@ | 4h-0 L.m +
c3| 53 | TO |Pudding LIS491| se | 16 |3h+@| 3h-@ |3h+@ | 4h-@ L.m + 33,75 22,25 + 3h+@ 3h+@ | 3h+d L.m P 3h+@ | 4h-@ L.m +
Contamination RM: NF EN ISO 11290-1 Ls‘;“f'ég;g?f;';is Confirmation ISO 16140-2
ST| SN | Time Sample :
Strain | Type | Level Half Fraser Fraser Confirmation Finall iQ-Check Conﬁr;natlon Confirmation b FinaII Fraser Identification Final result
OBA | Palcam | O8A | Palcam | Identification | """ | CtC.int | CtFAM |Resuls| _ RLM AL [ RLM [ identiication | "***"* [ 08A [Palcam
a | 1 |T72h | Tabouleh with chicken LIS46 | se | 22 [4htM| 4h-M |4h+M| 4h-M L.m + 33,25 21,03 + 3h+L 3h+L | 3h+L L.m + 3h+L | 4h-L L.m +
a | 3 | T72h | Strabourgeoise salad LIS46 | se | 2,2 |3h+@| 2h-@ |3h+@| 3h-@ L.m + 32,98 25,61 + 4h+Q 3h+@ | 4h+Q L.m + 3h+@ | 3h-@ L.m +
a | 5 |T72h | Piémontaise with ham LIS46 | se | 22 |4h+t@| 4h-@ |4h+@d | 4h-@ L.m + 33,48 18,54 + 3htd 3h+@ | 3h+d L.m + 4h+@ | 4h-0 L.m +
a | 7 |T72h | Sandwich with salmon and chives LIS424| se | 28 |3h+@| 4h-M |3h+@| 3h-@ L.m + 34,25 26,06 + 3h+L 3h+L | 3h+L L.m + 3htL | 3h-@ L.m +
a | 9 |T72h | Sandwich with ham and Emmental LIS424| se | 28 |4h+@| 4h-M | 3h+@| 4h-@ L.m + 32,69 17,85 + 3h+M 3h+M | 3h+M L.m + 3h+M | 3h-M L.m +
a | 11 | T72h | Sandwich with tuna and crudities LIS424| se | 28 |3h+@| 3h-@ |4h+t@| 4h-O L.m + 33,26 22,31 + 3htd 4h+@ | 3h+@ L.m + 3h+t@ | 4h-0 L.m +
a | 13 | T72h | Sandwich with ham and butter LIS486| se | 1,8 | 2htL | 3h-@ |3htd| 3h-O L.m + 33,14 18,45 + 3htd 4h+@ | 3h+@ L.m + 2h+@ | 3h-0 L.m +
a | 15 | T72h | Sandwich with rosette and butter LIS486| se | 1,8 |3h+@| 4h-@ |4h+@| 4h-@ L.m + 33,08 19,54 + 3h+@d 4h+@ | 3h+Q L.m + 4h+@ | 4h-0 L.m +
a | 17 | T72h | Sandwich with chicken and crudities LIS486| se | 1,8 |3h+@ | 4h-@ |4h+@| 4h-@ L.m + 33,95 18,36 + 3h+@ 3h+@ | 3h+d L.m + 4h+@ | 4h-0 L.m +
b | 23 | T72h | Pizza with three cheeses LIS488| se | 22 |3h+@| 3h-@ |4h+t@| 4h-O L.m + 33,64 18,27 + 3htd 3h+@ | 3h+d L.m + 4h+@ | 4h-0 L.m +
b | 25 | T72h | Pizza with ham and cheese LIS489| se | 2,6 |3h+d| 4h-@ |3h+@| 4h-@ L.m + 33,15 21,45 + 3h+d 3h+@ | 3h+d L.m + 3h+@ | 3h-0 L.m +
b | 27 | T72h | Pizza with three melting cheeses LIS489| se | 26 |3h+@| 4h-@ |3h+@| 3h-@ L.m + 33,02 28,49 + 2h+L 2h+@ | 2h+L L.m + 3h+@ | 3h-0 L.m +
b | 29 | T72h | Pizza with comté, emmental and lardons |LIS4.89| se | 2,6 [3h+td| 4h-@ |3h+d| 4h-@ L.m + 33,15 25,52 + 3htd 2h+@ | 3h+d L.m + 3ht@ | 4h-0 L.m +
b | 31 | T72h | Pizza with ham and mushroom LIS446| se | 20 |3h+@| 4h-@ |4ht@| 4h-O L.m + 34,84 29,87 + 3htd 3h+@ | 3h+d L.m + 4h+@ | 4h-0 L.m +
b | 33 | T72h | Flammekueche with smoked lardons LIS446| se | 20 | 2h+tL | 4h-M | 2h+@| 2h-M L.m + 35,02 30,88 + 3h+M 3h+M | 3h+M L.m + 2h+L | 3h-L L.m +
c | 35 | T72h | Raspberries tart LIS4.46| se | 20 |3h+@| 4h-@ |3h+@| 4h-@ L.m + 36,54 27,04 + 2h+L 2h+@ | 2h+L L.m + 2h+@ | 3h-0 L.m +
c | 37 | T72h | Apples pies LIS47 | se | 28 |3htd| 4h-@ |3h+d | 4h-@ L.m + 36,28 26,28 + 2h+L 2h+@ | 2h+L L.m + 3h+t@ | 3h-0 L.m +
c | 39 | T72h | Mille-feuille LIS47 | se | 28 [4htM| 4h-M |4h+tM| 4h-M L.m + 34,21 22,36 + 3h+L 4h+M | 3h+L L.m + 3h+L | 3h-L L.m +
¢ | 41 | T72h | Savarin with rhum and pastry cream LIS47 | se | 28 |4h+@| 4h-@ |3h+@d | 4h-@ L.m + 33,54 2418 + 3h+d 3h+@ | 3h+d L.m + 3h+@ | 4h-0 L.m +
c | 43 | T72h | Pudding LIS493| se | 3,2 |4h+@| 4h-@ |3h+t@| 4h-O L.m + 33,56 18,45 + 3htd 3h+@ | 3h+d L.m + 2h+@ | 4h-0 L.m +
¢ | 45 | T72h | Choux with pastry cream LIS493| se | 3,2 |3ht@| 4h-@ |4ht@| 4h-O L.m + 34,22/33,98 | N/A-17,69 + 3htd 4h+@ | 3h+@ L.m + 3ht@ | 4h-0 L.m +
c | 47 | T72h | Strawberries tart LIS493| se | 3,2 |3h+@| 3h-@ |3h+@| 3h-@ L.m + 33,78 28,06 + 3h+Q 3h+@ | 3h+d L.m + 3h+@ | 3h-@ L.m +
¢ | 49 | T72h | Savarin with rhum and pastry cream LIS491| se | 16 |3h+@| 3h-@ |3h+@| 3h-@ L.m + 33,15 24,06 + 3h+@ 4h+@ | 3h+@ L.m + 3h+@ | 3h-0 L.m +
¢ | 51 | T72h | Choux with pastry cream LIS491| se | 16 |3ht@| 4h-@ |4h+t@| 4h-O L.m + 33,62 25,08 + 4h+@ 4h+@ | 4h+@ L.m + 3h+t@ | 4h-0 L.m +
¢ | 53 | T72h | Pudding LIS491| se | 16 |3h+@| 3h-@ |3h+@| 4h-@ L.m + 33,48 17,95 + 4h+@ 4h+@ | 4h+Q L.m + 3h+@ | 3h-0 L.m +
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Protocol 3 (LSB - Easy Il lysis) - Environmental products

Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

ENVIRONMENTAL PRODUCTS
. Alternative method
Alternative method ;
Reference method . LSB, Easy Il lysis
. cet | o oduct (i Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ 8l R e i) Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 ; CtFAM Identifications
int onto RLM
a D6 EN1 | No | Eau de process d 9] -LE | -LE / - puree | 3404 N/A - a / - = - / - =
a | 13 | EN1 | No gﬁg‘ggg”sat'o” centrale eau o o | 2| o / - | pue | 2262 | NA : / / : - : / : -
a | Jo | EN1 | No |Eauretourtranstert 0 o |lE| LE / ~ |pue| 2626 | NA | - 0 / : : /
hydraulique
a | J0 | EN1 | No |Eaudebordement HA | LA | HA| -MA L innocua - pue | 2693 | NA i 1A L innocua : = L innocua : =
refroidisseur
a | 11| EN1 | No g‘;;‘odebordeme”t glazurage | g o | o| o / - | pue | 2696 | NA : LE / : - : / : -
a J12 | EN1 | No | Eau débordement jacuzy 7} 14} -LE | -LE / - pure | 2708 N/A - 7} / - = + d - FP
3 19 ENT | No Egu stagnante vibrants +LB* +B | +MB| +MB L.monpcytogenes + oure 2314 2431 + +MB* L.monpcytogenes + _ + L.monpcytogenes + _
dispatching L.innocua L.innocua L.innocua
3 120 ENT | No Eau epierreur a contre courant +LB* +B | +MB| +MB L.monpcytogenes + oure 2337 2467 + +MB* L.monpcytogenes + _ + L.monpcytogenes + _
L2 L.innocua L.innocua L.innocua
. i i i i pure N/A N/A inh i inh _ inh inh _
b C9 EN2 | No | Surface hall déballage cartons LE LE ME| O / 1710 | 33.84 3972 ) ME / i = i / ) =
b | c10 | EN2 | No | Surface bac sale ME | E | HE| -E / - |pue | 3304 | 3026 | + ""E__(flgser / PPNA ; / PPNA
b | DI | EN2 | No |Joint Chambre froide LE @ |-ME| -E / S R 32/4*5 NAN/A | inh- o / inh - = inh - / inh - =
b D4 EN2 | No | Sol atelier découpe ] 4] 9] d / - pure 1910 N/A ] / = / =
Surface atelier découpe . . _ _
b E9 EN2 | No poissonnerie +MB MA | +HA | -MA L.innocua - pure 1905 N/A -MB L.innocua = / =
b | 61 | ENz | No | Surfaceligneblancmachine | g | g | g | g / - |pwe | 3141 | Na / / - / -
table tournante
b | G4 | EN2 | No |Surface ligne filetage main o o |o| o / - Jpue | 3130 | NA / / - / -
Planche
b | G5 | EN2 | No [gunace lgne fietage man 0 o | o | o / - |pue| 337 | NA 0 / - / -
ac ringage
b | 66 | EN2 | No | Surface ligne saumon o o | o| o / - |pue | 3166 | NA / / - / -
Darneuse Holac
b | o7 | EN2 | No | Surface ligne saumon pont o o | o| o / - Jpue | 3203 | NA o / = / -
pesée saumons
b G9 EN2 | No | Ligne saumon siphon ététeuse ] 9] 4] ] / - pure | 4018 N/A / / = / =
b | G10| EN2 | No |Surface ligneblancmachine | . e | g | g / - | pure | 3484 | NA o / = / =
bac ringage
b | 12 | EN2 | No E:r”;ge:“ sous tapis sortie @ | A1) | +B| MB |  Lwelshimeri - | pue | 2204 | NA / / = / =
b 110 EN2 | No | Cloison tunnel 4 ] 4] 4] -LE / - pure | 2291 N/A / / = / =
b 111 EN2 | No | Pelle jaune entrée T4 @ 4} -LE | -LE / - pure | 2295 N/A / / = / =
b 114 EN2 | No | Aimant rouillé ligne 4 ] 4] 4] d / - pure | 2194 N/A / / = / =
b 116 EN2 | No | Tablier Fab a -LE 4} @ / - pure 2314 N/A -MA L.innocua = L.innocua =
b 118 EN2 | No | Ventilo refroidisseur 4 +LB* | -LD(1) |+MB | -LB L.innocua - pure | 2316 N/A -MB L.innocua = L.innocua =
b 14 EN1 | No | Surface humide tunnel 3 +MA +MA | +MA | +MA | L.monocytogenes + pure 2171 1829 + +MA L.monocytogenes + = + L.monocytogenes + =
b 15 EN1 | No | Caniveau zone filmeuse +MA +LA | +MA | +MA | L.monocytogenes + pure 2223 2136 + +MA L.monocytogenes + = + L.monocytogenes + =
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Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

ENVIRONMENTAL PRODUCTS
. Alternative method
Alternative method ;
Reference method . LSB, Easy Il lysis
. cet | o oduct (i Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ 8l R e i) Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 ; CtFAM Identifications
int onto RLM
b 112 EN1 | No | Tuyau arrosage entrée T4 +MA +LA | +MB | +MB | L.monocytogenes + pure | 2303 2241 + +MB L.monocytogenes + = + L.monocytogenes + =
b | D3 | EN2 | No |Surface table inox #B | +B |+HB| +ma | Lmonocylogenes |l o | 4ggs | 2005 | o+ sMps | Lmonocytogenes |, = + L monocytogenes s -
L.innocua L.innocua L.innocua
b | D7 | EN2 | No |Surface sale accrochage +B | +B |+B| +MB L""‘Z”if,f,}ggg:”es + |pue| 1924 | NA o (Fg)se“ / ND / ND
b | G2 | EN2 |No §é‘§:§‘;|2?:e saumonpont | s | va | B vBs | [ monocytogenes | + | pure | 3072 | 2473 |+ sMA | Lmonocytogenes |+ = + | Lmonocytogenes | + -
b | G3 | EN2 |No g;Jrface ligne saumon Booder | ) n |y A | ™MB I ivB | Lmonocytogenes |+ | pure | 3113 | 2031 | + +HA | Lmonocytogenes |+ = + | Lmonocytogenes | + -
b G8 EN2 | No aléﬁace ligne saumon tapis +MB* +MA +|:|B +MA | L.monocytogenes + pure | 2927 1848 + +HA L.monocytogenes + = + L.monocytogenes i =
Ligne saumon siphon Boader " . . « | L.monocytogenes L.monocytogenes - L.monocytogenes -
b G11 | EN2 | No 200 +MB *MBT | +LB7| +LB L.innocua * pure 3018 1831 * +HA L.innocua * - * L.innocua * B
b | G12| EN2 | No |Ligne saumon tapis déchets | +MB* | +MB* | *MB| 4+ | Lmonocylogenes | | o | ogo5 | 1814 |+ +HA | Lmonocylogenes | = + L monocytogenes s -
L.innocua L.innocua L.innocua
b | GI13| EN2 | No St‘g:lf:e"g”e saumon @ | +LA@) | +HA | +MA | L.monocytogenes | + | pure | 3189 N/A 2 / ND / ND
b G14 | EN2 | No | Ligne saumon tapis parage +LB* +LA +'\,{|B +MB* | L.monocytogenes + pure | 2967 1962 + +HA L.monocytogenes + = + L.monocytogenes i =
b a5 | EN2 | No Surface ligne saumon Boader +HB* +MA +|YIB +MB* L.monpcytogenes + oure 3048 1765 + +HA L.monpcytogenes + _ + L.monpcytogenes + _
200 L.innocua L.innocua L.innocua
b | 1 | EN2 | No |Rouleausoustapisparagel | +LB* | +LB |+MB| +mp | Lmonocviogenes |l o | o091 | 2430 | o+ sMps | Lmonocytogenes |, = + L monocytogenes s -
L.innocua L.innocua L.innocua
b 13 EN2 | No | Tapis tunnel 3 +MA +MA | +MA | +MA | L.monocytogenes + pure 2986 1989 + +MA L.monocytogenes + = + L.monocytogenes + =
b 7 EN2 | No | Tapis parage zone mélange +MA +MA | +MB | +MB | L.monocytogenes + pure | 2316 2285 + +HB L.monocytogenes + = + L.monocytogenes + =
b 19 EN2 | No | Pelle zone mélange +MA +MA | +MA | +MA | L.monocytogenes + pure 2296 2165 + +HA L.monocytogenes + = + L.monocytogenes + =
b E11 | EN2 | No | Eponge plumeuse +LA(4) | +LA | +LB | +LA | L.monocytogenes + pure | 3387 1853 + +HB L.monocytogenes + = + L.monocytogenes i =
b | E12 | EN2 | No |Eponge salle d'accrochage #B | +B |+MB| +mp | Lmonocylogenes |l o | 4935 | 2402 | o+ +Hp | Lmonocylogenes | = + L monocytogenes s -
L.innocua L.innocua L.innocua
o B17 | EN3 | No | Résidus mais -HE -ME | -ME | -ME / - pure | 2837 N/A / / = / =
¢ | C11 | EN3 | No |Résidus table inox ME | +MB | +HB | +MB L.ivanovii - | pue | 3494 | 3793 | + HC L""agZ‘r’g souche PPNA + L.ivanovii PPNA
c D2 EN3 | No | Résidus poivrons d 9] -LE d / - pure 3489 N/A a / = / =
o D5 EN3 | No | Résidus sol +LB -LB | +MB| -MB L.welshimeri - pure 1897 N/A +HA(48 h) L.welshimeri = / =
c E13 | EN3 | No | Résidus bac échaudoir -LE -LE -LE | -LE / - pure 3409 N/A a / = / =
¢ | F6 | EN3 |No 5:‘;2?23 de parage de gorge | o | o| o / - lpue | 3479 | NA 0 / = / -
o 115 EN3 | No | Résidus tapis Mec Parma ] 9] 4] d / - pure | 2314 N/A -ME / = / =
c E10 | EN3 | No | Résidus poisson bac sale +LB(1) | +LA | +HA | +MB | L.monocytogenes + pure 3167 + +MB L.monocytogenes + = + L.monocytogenes i =
c F1 EN3 | No | Résidus pour fabrication paté +MA +MB | +HB | +HB | L.monocytogenes + pure 2883 + +HB L.monp cytogenes + = + L.monp cylogenes + =
L.innocua L.innocua
L.monocytogenes L.monocytogenes
c F2 | EN3 | No |Résidus foie etcoeurdeporc | +MB | +MB | +HB | +HB L.innocua + |pure | 2446 | 2133 ¥ +HB L.innocua ¥ = + L.monocytogenes |, =
J o L.innocua L.welshimeri
L.welshimeri L.welshimeri
¢ | F3 | EN3 | No |Résiduspour fabrication paté | +LB | +LB |+MB | +mp | L-monocviogenes | ol ogsa | 2577 |+ +HB | L/monocytogenes |, = + Lmonocytogenes [ -
L.innocua L.innocua L.innocua
2c | F4 | EN3 | No |Résidus gras de porc sMB | +MA | +HB | +mp | Lmonooytogenes | e | oaas | 2051 " +HB L.monocytogenes | = + L.monocytogenes o =
L.welshimeri L.welshimeri L.welshimeri
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Protocol 3 (LSB - Easy Il lysis)
Extension study (IPL 2006)

ENVIRONMENTAL PRODUCTS
. Alternative method
Alternative method ;
Reference method . LSB, Easy Il lysis
. cet | o oduct (i Franch LSB, Easy Il lysis (T0) . (after 72 h at 2 - 8°C) .
ype ¢ 8l e LD Ay Fraser 1/2 Fraser Direct lysis Confirmations greement greement
Identifications Result | ADN | ctC. Result | Streaking o Result Result Identifications Result
P1 AL1 P2 | AL2 ; CtFAM Identifications
int onto RLM
o F5 EN3 | No | Résidus crépinette +LA +LA | +HA | +MA | L.monocytogenes + pure | 2810 3147 + +HB L.monocytogenes + = + L.monocytogenes i =
c 16 EN3 | No Rgmdus caniveau zone +MA +MA | +MB | +MB L.monp cytogenes + pure 2243 2212 + +MB L.monocytogenes + = + L.monocytogenes + =
mélange L.innocua
¢ | 18 | EN3 | No |Residus trémie zone mélange | +LB* | +LB | +MB | +Mp | Lmonocviogenes |l 0| o080 | 2798 |+ sMgs | Lmonocytogenes |, - + | Lmonocytogenes | -
L.innocua L.innocua L.innocua
c 17 EN3 | No Résidus bac déchets entrée +MB* +B | +MB| +MB L.monpcytogenes + oure | 2307 2630 + +MB* L.monpcytogenes + _ + L.monpcytogenes + _
Gyro L.innocua L.innocua L.innocua
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Bio-Rad

Protocol 3 (LSB - Easy Il lysis)
Renewal study (ISHA 2017)
ENVIRONMENTAL SAMPLES
Contamination RM: NF EN ISO 11290-1 o ool Confirmation 1SO 16140-2
LSB - Easy Il lysis
. Concordance
ST| SN | Time Sample — RM/AM
. Half Fraser Fraser Confirmation | Final iQ-Check Confirmation Confirmation b Final Fraser e L .
Strain | Type | Level result a result Identification | Final result
0&A | Palcam | O&A | Palcam | Identification CtC.int | Ct FAM | Results RLM AL | RLM | Identification O&A | Palcam
a 143 TO | Processed water 1 / / / 00 00 00 00 / - 32,56 N/A - 00 0d | 00 / i 09 00 / NA
a 153 T0 | Processed water 2 | s |og| oz |0z | oz / : 3398 | NA | - 02 02 | 0g / " oz | o2 / NA
a 163 TO | Processed water 3 / / / 00 00 09 00 / - 33,48 N/A - 00 00 | 00 / i 09 00 / NA
a 173 T0 | Processed water 4 | s |og| oz |0z | oz / : 3875 | NA | - 02 02 | 0g / " oz | o2 / NA
a 197 TO | Processed water 1 LIS42 | se | 24 [3h+@| 2h-@ |3h+D| 2h-@ L.m + 34,52 18,45 + 3h+d 3h+d | 3h+d L.m © | 3h+@| 3h+Q@ L.m PA
a 118 TO | Processed water 2 LIS42 | se | 24 |3h+@| 3h-@ |2h+@| 2h-@ L.m + 3612 16,45 + 3h+@ 4h+@ | 3h+Q L.m " [3nh+@| 3h+@ L.m PA
a 138 TO | Processed water 3 LIS42 | se | 24 |3h+@| 3h-@ |2h+@| 2h-@ L.m + 33,56 20,64 + 2h+@ 3h+@ | 2h+@ L.m i 3h+@| 3h+@ L.m PA
a 158 TO | Processed water 4 LIS444| se | 3,0 |2h+@| 2h-@ |2h+@D| 2h-@ L.m + 33,54/35,06 | N/A-N/A - 3h+@ 3h+@ | 3h+d L.m ~ |3h+@| 3h+Q L.m ND
a 178 TO | Processed water 5 LIS4.44| se | 3,0 |2h+@| 2h-@ |2h+@| 2h-O L.m + 36,21 15,48 + 2h+@ 3h+d | 2h+Q L.m ¥ 3h+@ | 4h+Q L.m PA
a 198 TO | Processed water 6 LIS444| se | 3,0 |3h+@| 2h-@ |3h+D| 2h-@ L.m + 34,52 25,16 + 4h+@ 4h+@ | 4h+Q L.m ¥ 3h+@ | 4h+d L.m PA
a 119 TO | Processed water 7 LIS450| se | 1,8 |2h+@| 2h-@ |2h+@| 2h-O L.m + 32,58 18,45 + 3h+d 3h+d | 3h+d L.m ¥ 3h+@ | 3h+Q L.m PA
a 139 TO | Processed water 8 LIS450| se | 1,8 |2h+@| 2h-@ |2h+B| 2h-@ L.m + 33,69 22,18 + 4h+@ 4h+@ | 4h+Q L.m ¥ 4h+@| 3h+d L.m PA
b 154 TO | Residue 1 / / / 00 00 09 00 / - 32,01 N/A - 00 00 | 00 / i 00 00 / NA
b 174 T0 |Residue 2 | 7 |og| oz |0z | o2 / : %16 | NA | - 02 02 | 0g / " oz | o2 / NA
b 194 TO |Residue 3 / / / 00 00 00 00 / - 35,49 N/A - 00 00 | 00 / i 09 00 / NA
c 159 TO | Residue LIS450| se | 1,8 |2h+@| 2h-@ |2h+D| 2h-@ L.m + 35,48 16,99 + 3h+@ 3h+@ | 3h+Q L.m ¥ 3h+@ | 4h+d L.m PA
Contamination RM: NF EN ISO 11290-1 ol ool Confirmation 1SO 16140-2
LSB - Easy Il lysis
. Concordance
ST| SN | Time Sample — RM/AM
. Half Fraser Fraser Confirmation | Final iQ-Check Confirmation Confirmation b Final Fraser e L .
Strain | Type | Level result a result Identification | Final result
0&A | Palcam | O&A | Palcam | Identification CtC.int | Ct FAM | Results RLM AL | RLM | Identification O&A | Palcam
a 197 T72h | Processed water 1 LIS42 | se | 24 |3h+@| 2h-@ |3h+@| 2h-@ L.m + 33,56 17,84 + 4h+@ 3h+@ | 4h+@ L.m ¥ 4h+@| 4h+@ L.m PA
a 118 T72h | Processed water 2 LIS42 | se | 24 [3h+@| 3h-@ |2h+@| 2h-@ L.m + 33,18 17,05 + 2h+@ 3h+d | 2h+Q L.m ¥ 4h+@| 4h+@ L.m PA
a 138 T72h | Processed water 3 LIS42 | se | 24 |3h+@| 3h-@ |2h+@| 2h-@ L.m + 33,69 21,58 + 2h+@ 3h+@ | 2h+@ L.m ¥ 3h+@ | 4h+@ L.m PA
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a 158 T72h | Processed water 4 LIS4.44| se | 3,0 [2h+@| 2h-@ |2h+Q| 2h-@ L.m 33,02 N/A 4h+Q 4h+@ | 4h+Q L.m 3h+d | 4h+d L.m ND

a 178 T72h | Processed water 5 LIS4.44| se | 3,0 [2h+@| 2h-@ |2h+@| 2h-@ L.m 33,45 15,04 3h+@ 3h+d | 3h+@ L.m 3h+@ | 3h+d L.m PA

a 198 T72h | Processed water 6 LIS4.44| se | 3,0 [3h+@| 2h-@ |3h+Q| 2h-@ L.m 34,01 20,14 3h+@ 4h+@ | 3h+Q L.m 4h+@| 3h+d L.m PA

a 119 T72h | Processed water 7 LIS450| se | 1,8 [2h+@| 2h-@ |2h+@| 2h-@ L.m 33,47 19,45 3h+@ 4h+@ | 3h+@ L.m 3h+@d | 4h+@ L.m PA

a 139 T72h | Processed water 8 LIS450| se | 1,8 [2h+@| 2h-@ |2h+Q| 2h-@ L.m 33,19 19,67 4h+Q 4h+@ | 4h+Q L.m 3h+d | 3h+d L.m PA

c 159 T72h | Residue LIS450| se | 1,8 [2h+@| 2h-@ |2h+@| 2h-@ L.m 33,64 19,35 2h+@ 3h+d | 2h+@ L.m 3h+@ | 3h+d L.m PA
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Protocols 4 and 5 (LSB — With or without FDRS - Easy Il lysis) - Environmental samples

Protocols 4 and 5 (LSB -With or without FDRS - Easy Il lysis)

Extension study (ADRIA Développement 2019)

Bio-Rad

ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C
Final Final
Protocol 4 Protocol 5 result Ir:%slgg Agreement Ag;%ngnSe nt
Fraser 1/2 Fraser Easy Illysis FDRS Easy Il lysis Confirmation Easy 1 Easy Il Easy lllysis Easy Il lysis
Date of | o | Product (French Product lysis Ivsis Q
analysis name) . = APF s
dentifications | & | APF Classic | APF Fast . | APF Fast
o Classic Q ) Q ©
»n 3 7 o »n a 7 3
. 8 S | 8| S & S & s
g g = |=(2|3|2|35/2|5/-/5/28 = | s Slw |8l | S|k | S|y
- = D D D 17} - = 8 (2] i i [T L TR [T
= E% = E% g & g & g 8 g gl = E% % ué = = Identifications o < ® < o < o <
Eau de ringage Rinsing water (seafood i i i i i i i i i i i i i i i
2019 | 4045 (environnement mer) | environment) st st st st / st st st / NA NA NA NA | a
20t9 | aogp | E2udereege dboowpe [Rmshgwatrouty |y Ty | g [w| o [ [ ] [ [[[efa] o] a | a A I VS P T Y
Process water (beef +(NCo
2019 | 4060 | Eau process (bceuf) environment) - - - - / - - - - - - - - - - - - - n TSYEA) / - - - - NA NA NA NA |a
2019 | 4061 (Eti;ff‘;"c de lavage :;‘\’/frisnsmvgﬁi‘)” (beef st |st| st | / N e T e st / L - |- - I Na|Na| NA| NA|a
2019 | 4062 | E3U deincage Rinsing water (vegetable | o | ¢ | | g / A T I e : *(NC / o[- - | Na| NA| NA | NA |a
végétaux environment) on TSYEA)
2019 | 4681 | Eau process (bceuf) :;?Iﬁ:)snsm“;tsr (beet H+ + H+ + | Lmonocytogenes | + | 30,67 + (3120 + |[3089| + |3140| + | H+ | + / + + L.monocytogenes | + + + + PA PA PA PA | a
: A L.monocytogenes/
2019 | 4682 (Eg::lgg:cggg; ) ?\):gs;r:gbﬁazlrvironment) H+ + H+ + | Lmonocytogenes | + 32,10 + 13233 + 31,93 | + 3244 + H+H + / + + L.innocua + + + 1 PA PA PA PA a
B L.innocua
2019 | 4683 | Eau ringage (thon) Eé:?:ggr::r:f)r (seafood H+ + H+ + | Lmonocytogenes | + 31,77 + 3227 + 3234 | + |3265| + H+ + / + + L.monocytogenes | + + + 1 PA PA PA PA a
P L.monocytogenes/
2019 | 4684 | Eau ringage (saumon) eRr'l"‘lf;:gn‘:’:;f)’ (seafood | o | | & | / | ssa2 | + |3se0| + [3s60| + |3890] + |MH] 4| + + Limocia |+ | + | +| + [P0 | PD | PD | PD |a
B L.innocua
2019 | 4685 |Eau ringage (saumon) eRr']"‘lf:ggn‘:’:;f)’ (seafood | .| | He | + | Lmonooytogenes | + | 3144 | + [3201| + |3130| + [3178| + | He | + | 4 + " Lmonocytogenes | + | + | + | + | PA | PA | PA | PA |a
2019 | 4686 | Eau ringage (thon) E:“ﬁ::g::;f)’ (seafood |\ | o | We | 4| Lmonooytogenes | + | - | - | - | - | - | - - |- st |st] - st st / | - |-] - | ~n| N | N0 | ND |a
e L.monocytogenes/ L.monocytogenes/
2019 | 4687 | Eau ringage (thon) eR:\‘Ifr':gl:’:;f)’ (seafood |yt | b | Ham | 4 L.innocua + | 3722 |+ |3829] + |3620| + [3642] + |TH] 4| + " L.innocua + + | +| + | PA|PA| PA | PA |a
L.innocua B L.innocua
2019 | 4688 (E:::I::gl‘i:g;ent mer) Emf::g::;%r (seafood H+ + H+ + | Lmonocytogenes | + 35,63 + 36,00 + 3512 | + |3485| + H+ + / + + L.monocytogenes | + + + + PA PA PA PA a
. . . L.monocytogenes
2019 | 5081 (Ee?,"v.rr'ﬁﬁﬁi%*éﬁl it eR:“Ifr'ggl:’:;f)’ (dairy Heo |+ | M- |+ | Limoca | - | 3308 | + |3330| + [3335] + [3206] « [PH] 4| + + fLimocia | +| + | +| + [P0 | PD | PD | PD |a
B L.innocua
Eau ringage Rinsing water
2019 5086 | (environnement g . H+ + H+ + | Lmonocytogenes | + 36,28 + (36,33 + 36,06 | + |3651| + H+ + / + + L.monocytogenes | + + + + PA PA PA PA a
végétaux) (vegetable environment)
Eau ringage - L.monocytogenes/
2019 | 5091 | (environnement Rinsing water (poultry | 1y |y | g | 4 | Lmonooogenes/ | ao00 |y Iaq7a| o+ | aot4 | + [318a] + | TR ] + + Limocia |+ | + | +| + | PA| PA | PA | PA |a
vollaile) environment) Linnocua ) L.innocua
Eau de ringage bol Rinsing water (meat i i i i i i i i i i i i i i i i
2019 | 5591 (environnement camé) | environment) st st st st / st st NA NA NA NA | a
2019 | 5592 Eau.de ringage bo.l. R|n§|ng water (dairy st st i i / i i i i i i i i i H- + i - st i i i i NA NA NA NA | 3
(environnement laitier) | environment) (yellow)
* Analyses performed according to the COFRAC accreditation
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Bio-Rad

Protocols 4 and 5 (LSB -With or without FDRS - Easy Il lysis)

Extension study (ADRIA Développement 2019)

ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C
. Final
EL result Agreement
Protocol 4 Protocol 5 result Agreement g
Easy Il lysis FDRS Easy Il lysis -y Easyll | IDRS | Eoovillysis | . TORS
Fraser 1/2 Fraser Confirmation Ivsis Easy Il Easy Il lysis |
Dateqf Réf Product (French Product _ Y Vsis g
analysis name) . = APF (=
|dentifications | & | APF Classic | APF Fast .| APF Fast
o Classic o ) o o)
»n n »n 3 »n k3 ”n n
_ _ _ _ _ _ e g |8l 28| 2| &8 | &
= = = = = o o L o L o LL © L
- S - S = » = » = | < B | S| S5 ® = 75} ot | o |w| o w o L o
< E‘; < E‘; g g g & g g g g =< E‘; gug_ = = Identifications o < @ < o < o <
Eau de ringage bol .
2019 | 5593 | (environnement R|n§|ng water (vegetable - st - - / - - - - - - - - - - st - - - - NA NA NA NA |a
végétaux) environment)
Eau de ringage bol Rinsing water (vegetable
2019 | 5594 | (environnement SINg i g - st st st / - - - - - - - - - - - - st - - - - NA NA NA NA |a
végétaux) environment)
. L.monocytogenes/
2019 | 5077 | EPONge lame cutter - Sponge (dairy s |- | st |- / S| 219 | + 3208 + [s229| + [3223] + | 4 ; ; Limocwa |+ | + [+| + [P0 | PD | PD | PD |b
(environnement laitier) | environment) - L innocua
2019 | 5078 Eponge paillasse Spo_nge (dairy He//H- | + | He//H- | + | Lmonocytogenes/ | i i i i i i i i H- + 1+d/ + Linnocua i i i i ND ND ND ND | b
découpe fromage environment) L.innocua
Chiffonnette cutter . . . . L.innocua
2019 | 5079 (environnement laitier) Wipe (dairy environment) H- + H- + L.innocua - | 37,98 | #H-| - - - - - - | H- |+ - + (5% hem-) = = - - |PPNA| NA NA NA | b
Eponge cutter Sponge (vegetable
2019 5082 | (environnement esvirgnmen%) H+ + H+ + | Lmonocytogenes | + 33,11 + | 3320 + 3366 | + |3304]| + H+ + + + L.monocytogenes | + + + + PA PA PA PA b
végétaux)
Eponge balance
2019 5083 | (environnement zﬁ\z:g:n(l‘;%;table H+ + H+ + | Lmonocytogenes | + 33,10 + | 3324 + 3322 | + |3340| + H+ + + + L.monocytogenes | + + + + PA PA PA PA b
végétaux)
Chiffonnette outils Wipe (vegetable 438200 | - | L i i
2019 | 5084 découpe végétaux environment) H+ + H+ + | Lmonocytogenes | + 3716 | [+ -/ /- | 40,90 | + [3934| + | H+ | + + + L.monocytogenes + + ND ND PA PA | b
Eponge cutter
2019 | 5087 | (environnement Spo_nge (poultry H+/-H- | + | H+/-H-| + L.innocua - 31,06 + | 3093 + 30,78 | + |3068 | + H+ + + + L.monocytogenes | + i ar A PD PD PD PD b
volaille) environment)
; L.monocytogenes/
2019 | 5088 | SPONOE pailasse Sponge (poultry Hefthe |+ | b | 4 | bmonooviogenes | gy |y fatag | x [ a143 | o+ a2 |+ | TR + : Limocia | + | + |+ | + | pa | PA| PA | PA |b
decoupe volaille environment) -Innocu - Linnocua
2019 | 5089 Chlﬁonnette balance, Wlp.e (meat HH-H- | + HelsH | L.innocua - 30,56 + 13033 | + [3002| + |2091| + | H+ | + + + L.monocytogenes | + + + + PD PD PD PD | b
(environnement carné) | environment) -
Chiffonnette paillasse Wipe after cleaning
2019 5578 | . p process (vegetable H+ + H+ + | Lmonocytogenes | + 34,20 + | 3340 + 3397 | + |3535]| + H+ + + +(1) L.monocytogenes | + + + + PA PA PA PA b
découpe végétaux environment)
Chiffonnette aprés
nettoyage plan de Wipe (dairy
2019 | 5579 travail (environnement | environment) H+ + H+ + | L.monocytogenes | + 33,13 + [ 3473 | + [3328| + |3329| + | H+ | + + st L.monocytogenes | + + + + PA PA PA PA | b
laitier)
Chiffonnette cutter Wipe (vegetable
2019 | 5580 | (environnement en\?ironn?ent) st st st st / - - - - - - - - - st - - st - - - - NA NA NA NA |b
végétaux)
Chiffonnette aprés Wipe after cleaning 39.75/ | +-
2019 | 5581 | nettoyage balance process (meat - - st - / - - - - - _’/ - - - st - - st - - - - NA NA | PPNA NA |b
(environnement carné) | environment)
Chiffonnette aprés Wipe after cleaning
2019 | 5582 | nettoyage plan de travail | process (meat st - st - / - - - - - - - - - st - - st - - - - NA NA NA NA | b
(environnement carné) | environment)
2019 | 5583 Ch|ffonnette cutter” Wipe (dairy environment) st - st - / - - - - - - - - - - - - st - - - - NA NA NA NA |b
(environnement laitier)
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Bio-Rad

Protocols 4 and 5 (LSB -With or without FDRS - Easy Il lysis)

Extension study (ADRIA Développement 2019)

ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C
. Final
EL result Agreement
Protocol 4 Protocol 5 result Agreement g
Easy Il lysis FDRS Easy Il lysis -y Easyll | IDRS | Eoovillysis | . TORS
Fraser 1/2 Fraser Confirmation , Easy Il Easy Il lysis
Date of . | Product (French lysis vsi Q|
.| Reéf Product — Sis =
analysis name) - 5 APF =
dentifications | & | APF Classic | APF Fast . | APF Fast
o Classic o ) o o)
»n n »n 3 »n k3 ”n n
£ £ = = = s c| 25 & = &8 B | &g 2| & 8
= = = = = o o L o L o LL © L
- S - S = » = » = | < B | S| S5 ® = 75} TR | o |w| o w o L o
= E% = E% g & g & g 8 g gl = E% %LIE_ = = Identifications o < ® < o < o <
Chiffonnette aprés . .
. | Wipe after cleaning
2019 | 5584 nettqyage plan de travail process (vegetable - - - - / - - - - - - - - - st - - st - - - - NA NA NA NA |b
(environnement environment)
végétaux)
Chiffonnette paillasse .
2019 | 5585 | (environnement Wlpg (vegetable st - st - / - - - - - - - - - st - - st - - - - NA NA NA NA |b
o environment)
végétaux)
Chiffonnette balance Wipe (vegetable
2019 | 5586 (e’nv'lronnement environment) - - - - / - - - - - - - - - - - - st - - - - NA NA NA NA | Db
végétaux)
2019 | 5587 | EPOnge cutter Sponge (dairy st | - | st |- / - - A . - st | - |- - | NA| N| NA | NA|D
(environnement laitier) | environment)
Eponge cutter Sponge (vegetable
2019 | 5588 (e,nv,lronnement environment) - - - - / - - - - - - - - - | Hd | d - + - - - - NA NA NA NA | b
végétaux)
2019 | 4046 | Déchets saumon E:ji'foune;éif)af”d He || B [+ | Limocus | - | #4157 | 4 | - | 4261|3768 | + [3671] + | Ht |+ s + | Lmonooytogenes | + | + | +| + | PD | PD | PD | PD |c
2019 | 4047 | Déchets poissons Res_ldues (seafood H+ + H+ + | Lmonocytogenes | + - - - - - - - - st st st st / - - - - ND ND ND ND | c
environment)
2019 | 4048 | Déchets pareuse Resldues (seafood H+ | + | H+ | + | Lmonocytogenes | + | 3591 | + [3723| + |3482| + |3487| + |H+H-| + + " Lmonocytogenes/ | |+ |+ | + | PA | PA | PA | PA |c
environment) L.innocua
2019 | 4049 | Déchets thon Residues (seafood H- |+ | H- |+ L.innocua ; ; - - T e - + Linnocua T e NA | NA | NA NA | ¢
environment)
2019 | 4050 | Déchets chantilly Residues (dairy st |st| st |st / o | 3232 |+ |3338| + [3226| + |3337] + | He | + . + | Lmonocyiogenes | + | + |+| + | PD | PD | PD | PD |
environment)
2019 | 4051 | Déchets chantilly Residues (dairy Heo |+ | H | +|  Linocus | - | 3751 | + [3814| + |3624| + [3936| + |HeM-| + + 4 | Lmonocytogenes/ | |1 .| 4 | pp | pp | PD | PD |c
environment) L.innocua
2019 | 4052 | Déchets fromage Residues (dairy H- |+ | H- |+ Linnocua . - N T . ¥ Linnocua - - |- - | NA| N| NA | NA |G
environment)
2019 | 4053 | Déchets fromage Re§|dues (dairy H- + H- + L.innocua - - - - - - - - - H- + - + L.innocua - - - - NA NA NA NA |c
environment)
2019 | 4054 | Déchets poissons Residues (seafood - -] / - - N T - - / | - [ -| - | NA| NA| NA | NA |G
environment)
. Residues (dairy
2019 | 4055 | Déchets fromage environment) - - - - / - - - - - - - - - st - - st / - - - - NA NA NA NA | ¢
. . Residues (seafood
2019 | 4056 | Déchets poissons environment) H-d d H-d d Gram NC - - - - - - - - - - - - - / - - - - NA NA NA NA |c
. Residues (seafood
2019 | 4057 | Déchets saumon environment) - - - st / - - - - - - - - - - - - - / - - - - NA NA NA NA | ¢
. . Residues (vegetable +(NCon
2019 | 4059 | Déchets brocoli environment) st - - - / - - - - - - - - - st - - TSYEA) / - - - - NA NA NA NA |c
2019 | 4689 | Déchets saumon Residues (seafood He |+ | He |+ | Lmonocyiogenes | + | - | - | - | - | < | - || - |- : st / - |- - x| x| N | w |
environment)
< : L.monocytogenes/
2019 | 4690 | Dechets saumon Residues (seafood HeH- | + | HeH- |+ L.innocua £ - -] - - e -] st | st st st / | - | -] - | No| ND| ND | ND |C
herbes environment) Linnocua
ADRIA 166/225 16 November 2023

Summary report (Version 0)
iQ-Check Listeria monocytogenes Il



Bio-Rad

Pro OIS 4 0 » 0 0 DR 5
0 0 ADRIA Developpe 019
ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C
' Final
EL result Agreement
Protocol 4 Protocol 5 result FDRS Agreement gFDRS
Fraser 1/2 Fraser Easy Illysis FDRS Easy Il lysis Confirmation Easyll Easy Il Easy lllysis Easy Il lysis
Date of . | Product (French lysis vsi Q|
.| Reéf Product — Sis =
analysis name) - 5 APF =
dentifications | @ | APF Classic | APF Fast .| APF Fast
o Classic el _ el _ | e | _ o) -
IS £ = = = = = = = = £ 58 a o w o w o w o w
. I . © < 3 < 3 < 2 < 2 _ |5« = %) . . L o Th o L o T o
= 8 =2 S P 2| o @ w 2l | 8| 2 | S| 3F = Identifications
g g 5 |25 | 2|5 €5 | g5 = = =3 I - I - I -
2019 | 5080 | Déchets fromage Regidues (dairy H- + H- + L.innocua - - - - - - - - - H- | + / - + L.innocua - - - - NA NA NA NA | ¢
environment) '
Déchets végétaux 4¢ | Residues (vegetable n _
2019 5085 gamme environment) H+ + H+ + | L.monocytogenes + | 40,02/-/- | +/-/- - - - - - - st st st - st 5x(AL/Pal/F) - - - - PPND | ND ND ND c
Residues (veal L.monocytogenes
2019 5090 | Déchets viande veau . H+ + H+ + | L.monocytogenes + 32,28 + | 33,%4 + 3589 | + |3617| + |H+H-| + / + + / + + + + PA PA PA PA c
environment) Li
.innocua
Poussiere aspirateur . . o o
2019 | 5589 (environnement laier) Dust (dairy environment) H- + - - L.seeligeri - - - - - - - - - | Hd | d - - + L.seeligeri - - - - NA NA NA NA | ¢
Poussiere aspirateur . .
2019 | 5590 (environnement laiter) Dust (dairy environment) st - st - / - - - - - - - - - st st - st st - - - - NA NA NA NA |c
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Protocols 4 and 5 (LSB - FDRS - Easy Il lysis)

Extension study (ADRIA Développement 2019)

Bio-Rad

ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C + 72 h at 5°C + 3°C
Protocol 4 Protocol 5 Final result Fel pee Agreement Agreement
Fraser 1/2 Fraser Easy Il lysis FDRS Easy Il lysis Confirmation Easy Il lysis AR . Easy Il lysis FDRS Easyll
Date of | ¢ | Product (French Product Easy Il lysis lysis oy
analysis é name) roduc — APF Classic APF Fast APF Classic APF Fast =
Identifications 2 3 - 5 - 3 - 5 -
2 8 = 8 CtFAM Result Result| CtFAM |Result Result| Identifications Sl |2l k| 2| & o e
& & FAM FAM a < a < a < a <
< < < <
Process water
2019 | 4060 | Eau process (bceuf) (beef environment) - - - - / - | 41,36/40,84/39,51 | +/+/+ - - - - - - (5Fraser/AL/Palcam) - S - - PPNA | NA NA NA | a
Eau de rincage Rinsing water
2019 | 4062 | -3U g€ Nncag (vegetable st st - st / - - - - - - - - / - - - - | NA| NA| NA | NA | a
végétaux ?
environment)
Eau process Process water
2019 4681 (b m:.f) (beef H+ + H+ + L.monocytogenes + 25,70 + 27,34 + 26,14 25,67 + L.monocytogenes + + + + PA PA PA PA a
environment)
Eau de ringage Rinsing water L.monocytogenes/
2019 | 4682 | ; 5 (vegetable H+ + H+ + L.monocytogenes i 26,01 + 27,46 + 26,14 27117 + L.innocua + + + + PA PA PA PA | a
(jambon végétal) : Li
environment) .innocua
Rinsing water
2019 4683 | Eau ringage (thon) | (seafood H+ + H+ + L.monocytogenes + 27,11 + 28,71 + 27,97 28,09 + L.monocytogenes + + + + PA PA PA PA a
environment)
Eau ringage Rinsing water L.monocytogenes/
2019 | 4684 (saumon) (seafood st st st st / - 30,22 + 31,08 + 30,70 3052 | + L.innocua + + + + PD PD PD PD | a
environment) L.innocua
Eau rincage Rinsing water
2019 | 4685 (saumog;l)g (seafood H+ + H+ + L.monocytogenes + 26,45 + | 27,81 + 27,65 27,6 + L.monocytogenes + + + + PA PA PA PA | a
environment)
Rinsing water
2019 | 4686 | Eauringage (thon) | (seafood H+ + H+ + L.monocytogenes + - - - - - - - / - - - - ND ND ND ND | a
environment)
Rinsing water L.monocytogenes/ L.monocytogenes/
2019 | 4687 | Eau ringage (thon) | (seafood H+/H- + H+/H- + L.innocua W 30,32 + 31,56 + 31,55 3122 + L.innocua + + + B PA PA PA PA a
environment) L.innocua L.innocua
Eau ringage Rinsing water
2019 4688 | (environnement (seafood H+ + H+ + L.monocytogenes + 29,82 + 30,88 + 30,88 30,8 + L.monocytogenes + + + + PA PA PA PA a
mer) environment)
Eau ringage bol Rinsing water L ) '
2019 | 5081 | (environnement | (dairy H- + H- + Linnocua - 31,49 + o[ 3175 | + 32,00 31,96 + | TS )+ o+ |+ |+ | PD | PD| PD | PD|a
laitier) environment) '
Eau ringage Rinsing water
2019 5086 | (environnement (vegetable H+ + H+ + L.monocytogenes + 32,79 + 33,06 + 33,75 3418 + L.monocytogenes + + + + PA PA PA PA a
végeétaux) environment)
Eau ringage Rinsing water ! ’ y L ) '
2019 | 5091 |(environnement | (poultry HtH- |+ | HeH- |+ MY+ 29,24 + | 2975 | + 33,05 3003| + eyt |+ | + |+ | + | PA| PA| PA | PA | a
vollaile) environment) ] '
Eau de ringage bol Rinsing water
2019 5591 | (environnement (meat%nvironment) st st st st / - - - - - - - - / - - - - NA NA NA NA a
carné)
* Analyses performed according to the COFRAC accreditation
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Bio-Rad

Protocols 4 and 5 (LSB - FDRS - Easy Il lysis)
Extension study (ADRIA Développement 2019)

ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C + 72 h at 5°C + 3°C
Protocol 4 Protocol 5 Final result FlnFaEI)rRe;uIt Agreement Fg?{gelg 2nt"
Fraser 1/2 Fraser Easy Il lysis FDRS Easy Il lysis Confirmation Easy Il lysis . Easy Il lysis -asy
Date of Réf Product (French Product Easy Il lysis lysis o
analysis é name) roduc — APF Classic APF Fast APF Classic APF Fast =
e S L - L - L - L -
Identifications é § 7 § 7 § 7 £ 7
& g Ct ct o S |lu|o| |5 | x| o | =
= © = kS Ct FAM Result Result| CtFAM Result Result Identifications e s e & o v o s
& £ FAM FAM a < a < a < a <
< < < <
Eau de ringage bol Rinsing water
2019 5592 | (environnement Sing Wwe st st - - / - - - - - - - - - / - - - - NA NA NA NA a
" (dairy environment)
laitier)
Eponge lame L.monocytogenes/
i : i
2019 | 077 |G ament :ﬁ;’:gﬁ;‘iﬂg s | - | st | - / : 35,19 + | 349 | ¢+ | a6 | + |3691| + Linnocua +# |« | + | + Pp|P| P |PD|D
L.innocua
laitier)
Eponge paillasse | Sponge (dairy L.monocytogenes/ L.innocua
2019 | 5078 découpe fromage | environment) H+/ /H- + H+/ /H- + Linnocua + - - - - | 41,61/40,33/- | +/4/- - - (5x hem) - - - - ND ND [PPND| ND | b
Chiffonnette cutter . .
2019 | 5079 | (environnement Z\g\‘l)ifo(:;i{]t) T T T Linnocua : : A i . L innocua S - - | - | NA| NA| NA|NA|D
laitier)
Eponge cutter Sponge
2019 5082 | (environnement (vegetable H+ + H+ + L.monocytogenes + 31,48 + 31,61 + 31,39 + 3196 + L.monocytogenes + + + + PA PA PA PA b
végeétaux) environment)
Eponge balance Sponge
2019 | 5083 | (environnement (vegetable H+ + H+ + L.monocytogenes i 30,85 + 30,81 + 29,44 + |3115| + L.monocytogenes i @ + + PA PA PA PA b
végétaux) environment)
Chiffonnette outils | Wipe (vegetable
2019 5084 découpe végétaux | environment) H+ + H+ + L.monocytogenes + 39,71 + 39,91 + 37,35 + 3944| + L.monocytogenes + + + + PA PA PA PA b
Eponge cutter
2019 | 5087 | (environnement fﬁ;?gﬁéi%‘t‘)"w He-H- |+ | HHAH- |+ Linnocua - 30,12 + 3072 + 3135 + [316] + | Lmonocytogenes | + ¥ " «+ | pp | P | PD | PD | D
volaille)
Eponge paillasse Sponge (poultry L.monocytogenes/ L.monocytogenes/
2019 | 5088 découpe volaille environment) Ht/+H-| + H- + Linnocua + 30,03 + 29,7 + 29,58 + 30,2 + L innocua + + + + PA PA PA PA | b
Chiffonnette
2019 | 5089 | Palance Wipe (meat HelH- |+ | HelsH-| o+ Linnocua : 2757 s 2120 | + 28,41 + |2849| + | Lmonocyogenes | + | + | + | + [ PD | PD | PD | PD | b
(environnement environment)
carné)
Chiffonnette !Y;z?\;\ﬂerrocess
2019 | 5578 | paillasse découpe (vegetaglz H+ + H+ + L.monocytogenes + 30,80 + 30,91 + 30,50 + 30,79 + L.monocytogenes + + + + PA PA PA PA | b
vegetaux environment)
Chiffonnette aprés
nettoyage plan de Wipe (dai
2019 5579 | travail en\F/)ironmzlt) H+ + H+ + L.monocytogenes + 28,55 + 28,8 + 29,07 + 28,64 + L.monocytogenes + + + + PA PA PA PA b
(environnement
laitier)
Chiffonnette cutter Wipe (vegetable
2019 | 5580 | (environnement pe (veg st st st st / - - - - - - - - - / - - - - | NA | NA| NA | NA | Db
végétaux) environment)
g:tltfci 2/ggztt§a?§r:§: Wipe after cleaning
2019 5581 . process (meat - - st - / - - - - - - - - - / - - - - NA NA NA NA b
(environnement ; i
camé) environment)
ADRIA 169/225 16 November 2023

Summary report (Version 0)
iQ-Check Listeria monocytogenes Il




Bio-Rad

Protocols 4 and 5 (LSB - FDRS - Easy Il lysis)
Extension study (ADRIA Développement 2019)

ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C + 72 h at 5°C + 3°C
Protocol 4 Protocol 5 Final result FlnFaEI)rRe;uIt Agreement Fg?{gelg 2nt"
Fraser 1/2 Fraser Easy Il lysis FDRS Easy Il lysis Confirmation Easy Il lysis . Easy Il lysis -asy
Date of Réf Product (French Product Easy Il lysis lysis o
analysis é name) roduc — APF Classic APF Fast APF Classic APF Fast =
. . >
Identifications 8 é 3 § 3 é B § 3
S| §1| o | § ot ct .| S| =S| E |5 |E| S|
= ° = ° CtFAM Result FAM Result CtFAM Result FAM Result Identifications e a e = o = w B
o o o < o < o < o <
< < < <
Chiffonnette aprés
nettoyage plan de | Wipe after cleaning
2019 5584 | travail process (vegetable - - - - / - - - - - - - - - / - - - - NA NA NA NA b
(environnement environment)
végétaux)
Eponge cutter Sponge (vegetable
2019 5588 slzr;\g[:lr};)ement environment) - - - - / - - - - - - - - - / - - - - NA NA NA NA b
Residues
2019 | 4046 | Déchets saumon | (seafood H- + H- + L.innocua - 38,02 + | 3587 | + 36,66 + |3564| + L.monocytogenes + + + + PD PD PD PD | ¢
environment)
Residues
2019 | 4047 | Déchets poissons | (seafood H+ + H+ + L.monocytogenes + - - - - - - - - / = - - - ND ND ND ND o
environment)
Residues | '
2019 | 4048 | Déchets pareuse | (seafood He |+ He |+ | Lmonocytogenes | + 33,07 + 3240 | + 32,70 + 13183 + monooyogenes’ |+ | + | + | + | PA | PA| PA | PA | c
environment) '
2019 | 4049 | Déchets thon Residues (seafood | |, |y | Linnocuz : : N : A Linnocuz - - | - | Na | NA| NA | NA |G
environment)
2019 | 4050 | Déchets chantilly | Residues(dairy 1ol g g / : 29,00 s | 2077 + 29,66 + |2950| + | Lmonocytogeres | + | + | + | + [ PD | PD | PD | PD | c
environment)
2019 | 4051 | Déchets chantilly | Residues (dairy Linnocua : 33,57 ¢ | 3430 | + | 3316 | + 3252 + | Lmoreweseres | f . | . | pp | PD | PD | PD | c
environment) L.innocua
2019 | 4052 | Déchets fromage | Residues (dairy W | o+ | B |+ Linnocua : : R : -] Linnocua - o | - | - | Na|peNA| NA | NA | ¢
environment) /- (5x hem-)
2019 | 4053 | Déchets fromage Re§|dues (dairy H- + H- + L.innocua - - - - - - - - - L.innocua - - - - NA NA NA NA c
environment)
2019 | 4056 | Déchets poissons | eoicues (seafood |y g g | g Gram NG : : ] - : S / ol - - - | Na N N | NA | c
environment)
Residues
2019 4059 | Déchets brocoli (vegetable st - - - / - - - - - - - - - / - - - - NA NA NA NA c
environment)
Residues
2019 | 4689 | Déchets saumon | (seafood H+ + H+ + L.monocytogenes + - - - - - - - - / - - - - ND ND ND ND c
environment)
. Residues L.monocytogenes/
2019 | 460 | DeChels saUMON | (qozfooq HeH- |+ | He- |+ Linnocua . ) N i -] / - - | - - | x| nN| N | NG
erbes environment) L.innocua
2019 5080 | Déchets fromage Re§|dues (dairy H- + H- + L.innocua - - - - - - - - - L.innocua - - - - NA NA NA NA c
environment)
. - Residues
2019 | 5085 E?chets Vegetaux | osetable He |+ | He |+ | Lmonooytogenes | + i N i - / - -] - | - | No|ND| ND|ND|C
€ gamme 4
environment)
2019 | 5090 |Deéchetsviande | Residues (veal He |+ | He | + | Loonocyogenes | + 30,14 + 303 | + 33,16 + |3292| + | Lmonooviogenes’ |l L | . | pA | PA | PA | PA | c
veau environment) L.innocua
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Bio-Rad

Protoco 4 and = DR
0 0 ADRIA Developpeme 019
ENVIRONMENTAL SAMPLES
Alternative method: iQ-Check Listeria monocytogenes
Reference method NF EN ISO 11290-1¢
LSB for 18 h at 30°C + 72 h at 5°C + 3°C
Protocol 4 Protocol 5 Final result Fel pee Agreement Agreement
Fraser 1/2 Fraser Easy Il lysis FDRS Easy Il lysis Confirmation Easy Il lysis Dl . Easy Il lysis FDRS Easy I
Date of Réf Product (French Product Easy Il lysis lysis 2
analysis ef | g me) roduc — APF Classic APF Fast APF Classic APF Fast =
. . =] (%] (2] o (£]
Identifications é @ B 7] B @ B @ B
% g Ct Ct ) [ ) e < w < w
2 8 2 8 CtFAM Result Result| CtFAM |Result Result| Identifications Sl |l 2y | 2| & o e
N £ FAM FAM a < a < a < a <
< < < <
Poussiére
2019 | 5589 | aSPirateur Dust (dairy Hoo| o« . . L.seeligeri . : - . - - / o - - - | Na | Na| NA|[NAC
(environnement environment)
laitier)
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Protocol 1 (ISHA-2017): Half Fraser - Standard Il lysis

Appendix 5 — Relative level of detection study: raw data (Extension study, ISHA (2017) - Extension study, ADRIA (2019))

Bio-Rad

Contamination RM: NF EN 1SO 11290-1 LEIees Number of
Half Fraser- Standard Il lysis positive
Category SN Sample : -
Strain Type | Level ilehice 59 Fraser Confirmation el Results Identification i) results per
O8A | Palcam | O&A | Palcam result result method
01 oL 0L 0L 0L / - /
02 oL 0L 0L 0L / - / RM: 0/5
03 0 oL 0L 0L 0L / - /
04 oL 0L 0L 0L / - / AM : 0/5
05 0L 0L 0L 0L / - /
f1 oM OH oM 0L / - /
f2 4h+L 3h-L 3htL 3h-L L.m + L.m
f3 2h+H 2h-M 3htL 3h-M L.m + L.m
f4 3h+L 3h-H 4h+L 3h-H L.m + L.m
f5 0L OH 0L 0L / - /
f6 3h+M 4h-M 3h+L 3h-M L.m + L.m
f7 4h+L 3h-L 4h+L 3h-L L.m + L.m
f8 0L OL 0L 0L / - /
f9 oM OH oM OL / - - / - RM : 15/20
Meat f10 Ground L1S.4.26 s 19 2h+L 2h-L 4h+L 4h-M L.m + + L.m +
products f11 beef o ' 0L OL oM 0L L.m + + L.m + AM: 15/20
f12 2h+L 2h-L 4h+L 4h-M L.m + + L.m +
f13 0L OL OL 0L L.m + + L.m +
f14 3h+L 3h-L 4h+L 3h-M L.m + + L.m +
f15 0L OH oM 0L / - - / -
f16 4h+L 2h-L 4h+L 3h-L L.m + + L.m +
f17 2h+L 2h-L 4h+L 4h-L L.m + + L.m +
f18 2h+L 2h-L 4h+L 3h-L L.m + + L.m +
f19 3h+L 2h-L 3h+L 4h-L L.m + + L.m +
f20 2h+L 2h-M 4h+L 4h-H L.m + + L.m +
F1 3h+L 3h-H 3h+L 3h-H L.m + + L.m +
F2 2h+L 3h-L 2h+L 2h-L L.m + + L.m + RM: 5/5
F3 2,8 1h+M 3h-M 3h+L 3h-M L.m + + L.m +
F4 3h+L 3h-L 3h+L 2h-L L.m + + L.m + AM: 5/5
F5 3h+L 3h-M 4h+L 3h-L L.m + + L.m +
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Protocol 1 (ISHA 2017): Half Fraser - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 pLIEIaHRET Number of
Half Fraser standard Il lysis positive
Category SN Sample Half Fraser Fraser Confir- Final Identi- Final results per
Strain Type | Level a ontir ina Results aent ina P
08&A Palcam 08A Palcam mation result fication result method
01 oM oL 0L oL - - / -
02 oL oL OM oL / - - / - RM: 0/5
03 0 oL oM 0L oL / - - / -
04 oL oL 0L OM / - - / - AM : 0/5
05 0L oM 0L 0L / - - / -
f1 4h+L 3h-L 3h+L 3h-L L.m + - / -
f2 4h+L 3h-L 3h+L 3h-L L.m + + L.m +
f3 oL oL 0L oL / - + L.m +
f4 oL oL 0L oL / - + L.m +
f5 3h+L 3h-L 4h+L 3h-L L.m + - / -
f6 3h+M 4h-L 3h+L 3h-M L.m + + L.m +
f7 4h+L 3h-L 4h+L 3h-L L.m + + L.m +
f8 OM 0L OM 0L / - - / -
f9 3h+L 3h-L 4h+L 3h-L L.m + - / - RM : 14/20
Dai 10 . 2h+L 2h-L 4h+L 4h-M L.m + + L.m +
prodt?éts jp | Rewmik | LIS432 | se 09 [anel | 3nL | 3neL | bl Lm ¥ ¥ Lm ¥ AM: 15/20
12 2h+L 2h-L 4h+L 4h-M L.m + + L.m +
f13 0L 0L OL 0L / - + L.m +
14 3h+L 3h-L 4h+L 3h-L L.m + + L.m +
15 0L 0L OL 0L / - - / -
16 4h+L 2h-L 4h+L 3h-L L.m + + L.m +
17 oL 0L OL 0L / - + L.m +
18 2h+L 2h-L 4h+L 3h-L L.m + + L.m +
19 3h+L 2h-L 3h+L 4h-L L.m + + L.m +
120 2h+L 2h-M 4h+L 4h-L L.m + + L.m +
F1 3h+L 3h-H 3h+L 3h-H L.m + + L.m +
F2 2h+L 3h-L 2h+L 2h-L L.m + + L.m + RM 5/5
F3 3,2 1h+M 3h-M 3h+L 3h-M L.m + + L.m +
F4 3h+L 3h-L 3h+L 2h-L L.m + + L.m + AM 5/5
F5 3h+L 3h-M 4h+L 3h-L L.m + + L.m +
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Protocol 1 (ISHA 2017): Half Fraser - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 CLIETEHARES Number of
Half Fraser- standard Il lysis positive
Category | SN Sample Half Fraser Fraser Confir- Final Final results per
Strain Type | Level a onfir ina Results Identification ina P
0&A Palcam 08A Palcam mation result result method
01 09 09 09 09 / /
02 09 09 09 09 / / RM : 0/5
03 0 09 09 09 09 / /
04 09 09 09 09 / / AM : 0/5
05 00 00 09 00 / - / -
f1 3h+J 2h-@ 3h+d 3h-@ L.m + L.m +
2 2h+@ 2h-@ 4h+@ 3h-@ L.m + L.m +
f3 09 09 09 09 / A / A
f4 09 09 09 09 / A / A
5 09 09 09 09 / A / A
6 09 09 09 09 / A - / A
f7 2h+@ 3h-@ 3h+d 3h-@ L.m + + L.m +
f8 2h+@ 3h-@ 3h+d 4h-@ L.m + + L.m +
f9 09 09 0 09 / A - / A RM : 12/20
Seafood | f10 ) 2h+@ 2h-@ 3h+Q 3h-@ L.m + + L.m +
products | f11 | Codflet | LS41S | se 1 OT a0 oo | oo j A ] A | AM:12120
f12 09 09 0 09 / A / A
f13 3h+d 2h-@ 3h+d 4h-@ L.m + + L.m +
f14 3h+d 2h-@ 3h+d 3h-@ L.m + + L.m +
f15 09 09 0 09 / A - / A
16 3h+d 2h-@ 3h+d 3h-@ L.m + + L.m +
f17 2h+@ 2h-@ 3h+d 3h-@ L.m + + L.m +
f18 2h+@ 2h-@ 3h+d 4h-@ L.m + + L.m +
19 3h+d 3h-@ 3h+d 4h-@ L.m + + L.m +
f20 2h+@ 3h-@ 3h+d 4h-@ L.m + + L.m +
F1 3h+d 3h@ 3h+d 3h@ L.m + + L.m +
F2 4h+@ 4h-@ 4h+@ 4h-@ L.m + + L.m + RM 5/5
F3 28 4h+@ 3h-@ 3h+d 3h-@ L.m + + L.m +
F4 3h+d 3h-@ 3h+d 4h-@ L.m + + L.m + AM 5/5
F5 3h+d 3h-@ 4h+Q 3h-@ L.m + + L.m +
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Protocol 1 (ISHA 2017): Half Fraser - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 LB OLTE S Number of
Half Fraser- standard Il lysis positive
Category | SN Sample Half Fraser Fraser Confir- Final Final results per
Strain | Type | Level a ontir ina Results | Identification ina P
0&A | Palcam | O&A | Palcam mation result result method
01 09 09 09 09 / / -
02 09 09 09 09 / / - RM: 0/5
03 0 09 09 09 09 / / -
04 09 09 09 09 / / - AM: 0/5
05 09 00 09 00 / - / -
f1 4h+@| 4h-@ |3h+d| 3h-@ L.m + L.m +
f2 4h+@| 3h-@ |4h+d| 3h-@ L.m + L.m +
f3 09 09 09 09 / / -
f4 09 09 09 09 / - - / -
f5 3h+@ | 3h-@ |4h+@| 3h-0 L.m + + L.m +
f6 09 09 09 09 / - - / -
f7 4h+@| 3h-@ |4h+d| 3h-@ L.m + + L.m +
f8 4h+@| 4h-@ | 4h+@| 3h-@ L.m + + L.m +
f9 3h+@ | 3h-@ |4h+@| 3h-& L.m + L.m + RM: 13/20
Vegetal [ 110 0g 09 0g 09 / / -
progucts 1 Salad LS4351 se | 1 "og 1 0@ | 09 | 00 / / - AM: 13/20
f12 0g 0g 09 09 / - - / -
f13 4h+@| 4h-@ | 4h+@| 3h-@ L.m + + L.m +
f14 3h+@ | 3h-@ |4h+@| 3h-@ L.m + + L.m +
f15 4h+@| 4h-@ | 4h+@| 3h-@ L.m + + L.m +
f16 4h+@| 4h-@ | 4h+@| 3h-@ L.m + + L.m +
f17 00 09 09 09 / - - / -
f18 3h+@ | 4h-@ |4h+@| 3h-& L.m + + L.m +
f19 3h+@ | 3h-@ |3ht@| 4h-O L.m + + L.m +
f20 4h+@| 4h-@ | 4h+@| 4h-@ L.m + + L.m +
F1 3h+@| 3h@ |3h+d| 3h@ L.m + + L.m +
F2 3h+@ | 3h-@ |4h+@| 4h-O L.m + + L.m + RM 5/5
F3 32 |3h+@| 3h-@ |3h+d| 3h-@ L.m + + L.m +
F4 3h+@ | 3h-@ |3ht@| 4h-O L.m + + L.m + AM 5/5
F5 3h+@ | 3h-@ |4h+@| 3h-@ L.m + + L.m +
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Protocol 1 (ISHA 2017): Half Fraser - Standard Il lysis

Bio-Rad

Contamination RM: NF EN 1SO 11290-1 LSO Number of
Half Fraser standard Il lysis positive
Category | SN Sample : -
Strain | Type | Level il AFECT Fraser Identification et Results | Identification i) results per
08&A | Palcam | O&A | Palcam result result method
01 0L 0L OH 0L / - /
02 0L 0L OH 0L / - / RM: 0/5
03 0 0L 0L OH 0L / - /
04 0L 0L OH 0L / - / AM : 0/5
05 0L 0L OH 0L / - - / -
f1 2htL | 2h-L |[3h+H| 3h-H L.m + + L.m +
f2 3htL | 3h-L | 3htL| 3h-L L.m + + L.m +
f3 th+H | 1h-M | 3htL | 3h-M L.m + + L.m +
f4 3htL | 3h-H [3h+L| 3h-H L.m + + L.m +
f5 2h+L | 2h-L | 4htL| 4h-L L.m + + L.m +
f6 3h+M | 3h-M | 3h+L | 3h-M L.m + + L.m +
f7 3htL | 3h-L |4htL| 3h-L L.m + + L.m +
f8 OL OL oM OL / - - / -
f9 2h+L | 3h-L [3htL| 3h-M L.m + + L.m + RM : 15/20
RTE- | f10 Pasta oM OH oM 0L / - /
RTRH | 11 salad LIS446) se | 08 OL OL oM OL / - - / - AM: 15/20
f12 2h+L | 1h-L [4htL| 3h-M L.m + + L.m +
f13 OL OL oM OL / - - / -
f14 3h+L | 3h-L | 4h+L| 3h-M L.m + + L.m +
f15 3h+L | 2h-L | 3h+L| 3h-M L.m + + L.m +
f16 3h+l | 2h-L | 4h+L | 3h-L L.m + + L.m +
f17 2h+L | 1h-L [4htL| 3h-L L.m + + L.m +
f18 oM OL oM OL / - - / -
f19 3h+L | 2h-L | 3h+L| 3h-L L.m + + L.m +
f20 2h+L | 2h-M | 4h+L | 3h-H L.m + + L.m +
F1 3h+L | 3h-H | 3h+L | 3h-H L.m + + L.m +
F2 2h+L | 3h-L [2h+L| 2h-L L.m + + L.m + RM 5/5
F3 3 |1h+M| 3h-M | 3h+L | 3h-M L.m + + L.m +
F4 3h+L | 3h-L | 3h+L| 2h-L L.m + + L.m + AM 5/5
F5 3h+L | 3h-M | 4h+L | 3h-L L.m + + L.m +
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Protocol 1 (ISHA 2017): Half Fraser - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 112390-1 AM:iQ-Check = | Number of
Half Fraser Standard Il lysis positive
Category | SN Sample : -
Strain | Type | Level il liFe 595 AEED Confirmation iliel Results | Identification i) results per
O&A | Palcam | O&A | Palcam result result method
01 09 09 09 09 / - / -
02 09 09 09 09 / - / - RM: 0/5
03 0 09 09 09 09 / - / -
04 09 09 09 09 / - / - AM : 0/5
05 00 09 00 09 / - - / -
f1 3h+@| 3h-@ |3h+@| 3h-@ L.m + + L.m +
f2 3h+@d| 3h-@ |3h+@| 3h-@ L.m + + L.m +
f3 3h+@d| 3h-@ |4h+@| 3h-@ L.m + + L.m +
f4 0d 09 09 09 / - - / -
5 3h+@d| 3h-@ |3h+@| 3h-@ L.m + + L.m +
f6 3h+@d| 3h-@ |3h+@| 3h-@ L.m + + L.m +
f7 09 09 09 09 / - / -
f8 09 0 09 0 / - - / -
f9 3h+d| 3h-@ |4h+@| 3h-@ L.m + + L.m + RM : 12/20
Environmetal | 10 Processed LS450| se 1 3h+d| 3h-@ |4h+@| 3h-@ L.m + + L.m +
sample 11 water o 00 0Q 09 00 / - - / - AM: 12/20
12 3h+d| 3h-@ |3h+@| 3h-@ L.m + + L.m +
f13 09 0 09 0 / - - / -
f14 3h+d| 3h-@ |4h+@| 3h-@ L.m + + L.m +
f15 3h+d| 3h-@ |3h+@| 3h-@ L.m + + L.m +
16 3h+d| 3h-@ |3h+@| 3h-@ L.m + + L.m +
f17 09 0 09 0 / - - / -
f18 3h+d| 3h-@ |4h+@| 3h-@ L.m + + L.m +
f19 09 09 09 0 / - / -
120 00 0 00 0 / - - / -
F1 3h+d| 3hd |4h+@| 3hQ L.m + + L.m +
F2 4h+@ | 4h-@ |4h+@| 4h-@ L.m + + L.m + RM 5/5
F3 34 |4h+@| 3h-@ |4h+@| 4h-0 L.m + + L.m +
F4 3h+@d| 3h-@ |4h+@| 4h-0 L.m + + L.m + AM 5/5
F5 3h+@d| 3h-@ |4h+@| 4h-0 L.m + + L.m +
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Protocol 2 (ISHA 2017): LSB - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 SLIBIAADET Number of
LSB - Standard Il lysis positive
Category SN Sample Half Fraser Fraser Confir- Final Final results per
Strain Type | Level a ontir ina Results Identification ina P
O&A | Palcam | O&A | Palcam mation result result method
01 oL oL oL oL / /
02 oL oL oL oL / / RM: 0/5
03 0 oL oL oL oL / /
04 oL oL oL oL / / AM : 0/5
05 oL oL oL oL / /
f1 oM OH oM oL / L.m
f2 4h+L 3h-L 3h+L 3h-L L.m L.m
f3 2h+H 2h-M 3h+L 3h-M L.m L.m
f4 3h+L 3h-H 4h+L 3h-H L.m /
5 oL OH oL oL / L.m
f6 3h+M 4h-M 3h+L 3h-M L.m L.m
f7 4h+L 3h-L 4h+L 3h-L L.m /
f8 0L OL 0L 0L / L.m
f9 OM OH 0M 0L / - L.m RM : 15/20
Meat 10 2h+L 2h-L 4h+L 4h-M L.m + L.m
products | 11 | croundbeef | LIS426 | se | 12 oL oM oL Lm ¥ / AM: 15/20
12 2h+L 2h-L 4h+L 4h-M L.m + - / -
f13 oL oL oL oL L.m + + L.m +
14 3h+L 3h-L 4h+L 3h-M L.m + + L.m +
f15 0L OH 0M oL / - + L.m +
16 4h+L 2h-L 4h+L 3h-L L.m + + L.m +
17 2h+L 2h-L 4h+L 4h-L L.m + + L.m +
18 2h+L 2h-L 4h+L 3h-L L.m + + L.m +
19 3h+L 2h-L 3h+L 4h-L L.m + - / -
f20 2h+L 2h-M 4h+L 4h-H L.m + + L.m +
F1 3h+L 3h-H 3h+L 3h-H L.m + + L.m +
F2 2h+L 3h-L 2h+L 2h-L L.m + + L.m + RM: 5/5
F3 2,8 1h+M 3h-M 3h+L 3h-M L.m + + L.m +
F4 3h+L 3h-L 3h+L 2h-L L.m + + L.m + AM: 5/5
F5 3h+L 3h-M 4h+L 3h-L L.m + + L.m +
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Protocol 2 (ISHA 2017): LSB - Standard Il lysis

Bio-Rad

Number of
. . AM : iQ-Check positive
Category o Sample Contamination RM: NF EN ISO 11290-1 LSB - Standard Il lysis results per
method
Strain Type Level Half Fraser Fraser Confir- Final Results Ideptifi- Final
08&A Palcam O8A Palcam mation result cation result
01 oM oL oL oL / - -
02 oL oL oM oL / - / - RM : 0/5
03 0 oL oM oL oL / - / -
04 oL oL oL oM / - / - AM : 0/5
05 oL oM oL oL / - / -
f1 4h+L 3h-L 3h+L 3h-L L.m + L.m +
2 4h+L 3h-L 3h+L 3h-L L.m + L.m +
f3 oL oL oL 0L / - / -
f4 oL oL oL 0L / - / -
5 3h+L 3h-L 4h+L 3h-L L.m + L.m +
6 3h+M 4h-L 3h+L 3h-M L.m + L.m +
f7 4h+L 3h-L 4h+L 3h-L L.m + / -
f8 oM OL oM oL / - L.m +
f9 3h+L 3h-L 4h+L 3h-L L.m + L.m + RM : 14/20
Dai 10 . 2h+L 2h-L 4h+L 4h-M L.m + - /
prodl?éts pq | Rawmik | LIS432 | se 09 [ansl | anL | 3nel | 3nl Lm ¥ ¥ Lm AM: 11/20
f12 2h+L 2h-L 4h+L 4h-M L.m + / -
f13 oL oL oL oL / - - / -
14 3h+L 3h-L 4h+L 3h-L L.m + + L.m +
f15 oL oL oL oL / - / -
16 4h+L 2h-L 4h+L 3h-L L.m + L.m +
17 oL oL oL oL / - L.m +
f18 2h+L 2h-L 4h+L 3h-L L.m + L.m +
19 3h+L 2h-L 3h+L 4h-L L.m + / -
f20 2h+L 2h-M 4h+L 4h-L L.m + - / -
F1 3h+L 3h-H 3h+L 3h-H L.m + + L.m +
F2 2h+L 3h-L 2h+L 2h-L L.m + + L.m + RM 5/5
F3 3,2 1h+M 3h-M 3h+L 3h-M L.m + + L.m +
F4 3h+L 3h-L 3h+L 2h-L L.m + + L.m + AM 5/5
F5 3h+L 3h-M 4h+L 3h-L L.m + + L.m +
ADRIA 179/225 16 November 2023
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Protocol 2 (ISHA 2017): LSB - Standard Il lysis

Bio-Rad

Contamination RM: NF EN 1SO 11290-1 Lsp giabeheck Number of
- Standard Il lysis positive
Category | SN Sample : :
Strain | Type | Level il liFe 59 Fraser Confir-mation el Results | Identifi-cation S| results per
O&A | Palcam | O&A | Palcam result result method
01 09 09 09 09 / - / -
02 09 09 09 09 / - / - RM: 0/5
03 0 09 09 09 09 / - / -
04 09 09 09 09 / - / - AM : 0/5
05 00 09 09 0d / - - / -
f1 3h+@d| 2h-@ |3h+@| 3h-@ L.m + + L.m +
f2 2h+@ | 2h-@ |4h+@| 3h-0 L.m + - / -
f3 09 09 09 09 / - / -
f4 0d 09 09 09 / + L.m +
5 09 09 09 09 / + L.m +
f6 09 09 09 09 / - - / -
f7 2h+@ | 3h-@ |3h+@| 3h-0 L.m + + L.m +
f8 2h+@| 3h-@ |3h+@| 4h-@ L.m + + L.m +
f9 09 0 0 09 / - - / - RM: 12/20
Sea food | f10 . 2h+@ | 2h-@ |3h+d| 3h-O L.m + - / -
products | 11 Cod fiet LISA1S | se | 07 Foa T oz | 08 | 00 j + Lm v | AM: 1120
12 09 0 0 09 / - + L.m +
f13 3h+d| 2h-@ |3h+@| 4h-@ L.m + - / -
f14 3h+@ | 2h-@ |3h+@| 3h-@ L.m + + L.m +
f15 09 0 0 09 / - - / -
16 3h+@ | 2h-@ |3h+@| 3h-@ L.m + + L.m +
f17 2h+@| 2h-@ |3h+@| 3h-@ L.m + + L.m +
18 2h+@| 2h-@ |3h+@| 4h-@ L.m + - / -
f19 3h+@ | 3h-@ |3h+@| 4h-@ L.m + + L.m +
120 2h+@ | 3h-@ |3h+d| 4h-@ L.m + - / -
F1 3h+d| 3hd |3h+@| 3hQ L.m + + L.m +
F2 4h+@ | 4h-@ | 4h+@| 4h-@ L.m + + L.m + RM 5/5
F3 28 |4h+@| 3h-@ |3h+d| 3h-O L.m + + L.m +
F4 3h+@ | 3h-@ |3h+@| 4h-@ L.m + + L.m + AM 5/5
F5 3h+d| 3h-@ |4h+@| 3h-0 L.m + + L.m +
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Protocol 2 (ISHA 2017): LSB - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 GLIBTERAEES Number of
LSB - Standard Il lysis positive
Category | SN Sample Half Fraser Fraser Confir- Final Final | results per
Strain | Type | Level a onfir ina Results | Identifi-cation | | "2 P
O&A | Palcam | O&A | Palcam mation result result method
01 09 09 09 09 - / -
02 09 09 09 09 / - / - RM: 0/5
03 0 09 09 09 09 / - / -
04 09 09 09 09 / - / - AM : 0/5
05 00 09 09 0d / - - / -
f1 4h+@ | 4h-@ | 3h+@d| 3h-0 L.m + + L.m +
f2 4h+@ | 3h-@ |4h+@| 3h-0 L.m + - / -
f3 09 09 09 09 / + L.m +
f4 0d 09 09 09 / - - / -
5 3h+@d| 3h-@ |4h+@| 3h-0 L.m + - / -
f6 09 09 09 09 / - + L.m +
f7 4h+@ | 3h-@ |4h+@| 3h-0 L.m + + L.m +
f8 4h+@ | 4h-@ |4h+d| 3h-O L.m + - / -
f9 3h+@d| 3h-@ |4h+@| 3h-0 L.m + - / - RM: 13/20
Vegetal | f10 09 0 0g 09 / + L.m +
progucts 11 Salad LSA3S | se | T g T oo | 09 | 00 / ¥ Lm + | AM: 11720
12 09 0 0 09 / - + L.m +
f13 4h+@ | 4h-@ |4h+d| 3h-O L.m + - / -
f14 3h+@ | 3h-@ |4h+@| 3h-@ L.m + + L.m +
f15 4h+@ | 4h-@ |4h+d| 3h-O L.m + - / -
16 4h+@ | 4h-@ | 4h+@| 3h-@ L.m + + L.m +
f17 09 0 0 09 / - - / -
18 3h+@d | 4h-@ |4h+@| 3h-0 L.m + - / -
f19 3h+d| 3h-@ |3h+@| 4h-0 L.m + + L.m +
120 4h+@ | 4h-@ | 4h+@| 4h-@ L.m + + L.m +
F1 3h+d| 3hd |3h+@| 3hQ L.m + + L.m +
F2 3h+@ | 3h-@ |4h+@| 4h-@ L.m + + L.m + RM 5/5
F3 3,2 |3h+@| 3h-@ |3h+@| 3h-0 L.m + + L.m +
F4 3h+d| 3h-@ |3h+@| 4h-0 L.m + + L.m + AM 5/5
F5 3h+d| 3h-@ |4h+@| 3h-0 L.m + + L.m +
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Protocol 2 (ISHA 2017): LSB - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 Lsp stk Number of
- Standard Il lysis positive
Category SN Sample Half Fraser Fraser Confir- Final Identifi- Final results per
Strain Type | Level a ontir ina Results enti ina P
08&A Palcam 0&A Palcam mation result cation result method
01 oL oL OH oL / /
02 oL oL OH oL / / RM: 0/5
03 0 oL oL OH oL / /
04 oL oL OH oL / / AM : 0/5
05 oL oL OH oL / - /
f1 2h+L 2h-L 3h+H 3h-H L.m + - / -
2 3h+L 3h-L 3h+L 3h-L L.m + + L.m +
f3 1h+H 1h-M 3h+L 3h-M L.m + + L.m +
f4 3h+L 3h-H 3h+L 3h-H L.m + + L.m +
f5 2h+L 2h-L 4h+L 4h-L L.m + + L.m +
f6 3h+M 3h-M 3h+L 3h-M L.m + + L.m +
f7 3h+L 3h-L 4h+L 3h-L L.m + /
f8 OL 0L 0M OL / - - / -
f9 2h+L 3h-L 3h+L 3h-M L.m + + L.m + RM : 15/20
RTE-RTRH f10 Pasta LIS 4 .46 se 08 0M OH 0M OL / / -
f11 salad ’ OL 0L 0M OL / - + L.m + AM: 14/20
f12 2h+L 1h-L 4h+L 3h-M L.m + + L.m +
f13 OL 0L 0M OL / - - / -
f14 3h+L 3h-L 4h+L 3h-M L.m + + L.m +
f15 3h+L 2h-L 3h+L 3h-M L.m + + L.m +
16 3h+L 2h-L 4h+L 3h-L L.m + + L.m +
17 2h+L 1h-L 4h+L 3h-L L.m + + L.m +
f18 0M 0L 0M OL / - - / -
f19 3h+L 2h-L 3h+L 3h-L L.m + + L.m +
f20 2h+L 2h-M 4h+L 3h-H L.m + + L.m +
F1 3h+L 3h-H 3h+L 3h-H L.m + + L.m +
F2 2h+L 3h-L 2h+L 2h-L L.m + + L.m + RM 5/5
F3 3 1h+M 3h-M 3h+L 3h-M L.m + + L.m +
F4 3h+L 3h-L 3h+L 2h-L L.m + + L.m + AM 5/5
F5 3h+L 3h-M 4h+L 3h-L L.m + + L.m +
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Protocol 2 (ISHA 2017): LSB - Standard Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 GILISIEHIICES Number of
LSB - Standard Il lysis positive
Category | SN Sample Half Fraser Fraser Confir- Final Final | results per
Strain | Type | Level a onfir ina Results | Identification | . "2 P
O&A | Palcam | O&A | Palcam mation result result method
01 09 09 09 09 - /
02 09 09 09 09 / - / RM: 0/5
03 0 09 09 09 09 / - /
04 09 09 09 09 / - / AM : 0/5
05 09 0d 09 00 / - - / -
f1 3h+@d| 3h-@ |3h+@| 3h-0 L.m + + L.m +
f2 3h+@d| 3h-@ |3h+@| 3h-0 L.m + + L.m +
f3 3h+@| 3h-@ |4h+@| 3h-0 L.m + + L.m +
f4 09 09 09 09 / - + L.m +
5 3h+@d| 3h-@ |3h+@| 3h-0 L.m + - /
f6 3h+d| 3h-@ |3h+@| 3h-0 L.m + - / -
f7 09 09 09 09 / + L.m +
f8 0 09 0 09 / - - /
f9 3h+@ | 3h-@ |4h+@| 3h-@ L.m + - / RM : 12/20
Environmetal | f10 Processed Ls450]| se 1 3h+d| 3h-@ |4h+@| 3h-0 L.m + - /
sample 11 water o 0 09 0 09 / - + L.m AM: 10/20
12 3h+@ | 3h-@ |3h+@| 3h-@ L.m + + L.m
f13 0 09 0 09 / - - / -
f14 3h+@ | 3h-@ |4h+@| 3h-@ L.m + + L.m +
f15 3h+@ | 3h-@ |3h+@| 3h-@ L.m + - /
16 3h+@ | 3h-@ |3h+@| 3h-@ L.m + - /
f17 09 00 09 00 / - + L.m
18 3h+@ | 3h-@ |4h+@| 3h-@ L.m + + L.m
19 0 09 0g 09 / - /
120 0 00 0 00 / - - / -
F1 3h+@| 3h@ |4h+@| 3h@ L.m + + L.m +
F2 4h+@ | 4h-@ |4h+@| 4h-@ L.m + + L.m + RM 5/5
F3 34 |4h+@| 3h-@ |4h+@ | 4h-0 L.m + + L.m +
F4 3h+@ | 3h-@ |4h+@| 4h-@ L.m + + L.m + AM 5/5
F5 3h+@ | 3h-@ |4h+@| 4h-O L.m P + L.m P
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Protocol 3 (ISHA 2017): LSB - Easy Il lysis

Bio-Rad

Contamination RM: NF EN 1SO 11290-1 AM : iQ-Check LSB Easy Il lysis Number of
Half Fraser Fraser . . ositive
Category SN Sample Strain Type | Level Con_ﬁr- el Results Identification el repsults per
O&A | Palcam | O&A | Palcam mation result result method
01 OL 0L OL OL / - / -
02 OL 0L OL OL / - / - RM: 0/5
03 0 OL 0L OL OL / - / -
04 OL 0L OL OL / - / - AM : 0/5
05 OL 0L OL OL / - / -
f1 oM OH oM OL / - L.m +
f2 4h+L 3h-L 3h+L 3h-L L.m + L.m +
f3 2h+H 2h-M 3h+L 3h-M L.m + L.m +
f4 3h+L 3h-H 4h+L 3h-H L.m + / -
f5 OL OH OL OL / - L.m +
f6 3h+M 4h-M 3h+L 3h-M L.m + L.m +
f7 4h+L 3h-L 4h+L 3h-L L.m + / -
f8 OL 0L OL OL / - L.m +
f9 oM OH oM OL / - L.m + RM : 15/20
Meat f10 2h+L 2h-L 4h+L 4h-M L.m + L.m +
products | f11_| Croundbeef | LIS426 1 se | 1.2 oL oM oL Lm ¥ / - AM: 15/20
f12 2h+L 2h-L 4h+L 4h-M L.m + - / -
f13 OL 0L OL 0L L.m + + L.m +
f14 3h+L 3h-L 4h+L 3h-M L.m + + L.m +
f15 OL OH oM OL / - + L.m +
16 4h+L 2h-L 4h+L 3h-L L.m + + L.m +
f17 2h+L 2h-L 4h+L 4h-L L.m + + L.m +
f18 2h+L 2h-L 4h+L 3h-L L.m + + L.m +
f19 3h+tL 2h-L 3h+tL 4h-L L.m + - / -
f20 2h+L 2h-M 4h+L 4h-H L.m + + L.m +
F1 3h+tL 3h-H 3h+tL 3h-H L.m + + L.m +
F2 2h+L 3h-L 2h+L 2h-L L.m + + L.m + RM: 5/5
F3 2,8 1h+M 3h-M 3h+tL 3h-M L.m + + L.m +
F4 3h+tL 3h-L 3h+tL 2h-L L.m + + L.m + AM: 5/5
F5 3h+L 3h-M 4h+L 3h-L L.m + + L.m +
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Protocol 3 (ISHA 2017): LSB - Easy Il lysis

Bio-Rad

Contamination RM: NF EN SO 11290-1 Gl EHETEEs Number of
Category | SN Sample : 3 LSB Easyll .I.VSIS R positive
Strain Type | Level Half Fraser Fraser Confir- Final Results [dentifi- Final results per
08A Palcam 08A Palcam mation result cation result method
01 oM oL oL oL - -
02 0L oL oM oL / - / - RM: 0/5
03 0 0L oM oL oL / - / -
04 0L oL oL oM / - / - AM : 0/5
05 0L oM oL oL / - / -
f1 4h+L 3h-L 3h+L 3h-L L.m + L.m +
2 4h+L 3h-L 3h+L 3h-L L.m + L.m +
f3 0L oL oL oL / - / -
f4 0L oL oL oL / - / -
f5 3h+L 3h-L 4h+L 3h-L L.m + + L.m +
f6 3h+M 4h-L 3h+L 3h-M L.m + + L.m +
f7 4h+L 3h-L 4h+L 3h-L L.m + - / -
f8 O0M oL O0M oL / - + L.m +
f9 3h+L 3h-L 4h+L 3h-L L.m + + L.m + RM : 14/20
Dai 10 . 2h+L 2h-L 4h+L 4h-M L.m + - /
prodt?éts pp | Rawmik | LIS432 | se 09 "anel | 3nL | 3nel | 3hil Lm ¥ ¥ Lm AM: 11/20
f12 2h+L 2h-L 4h+L 4h-M L.m + - / -
f13 oL oL oL oL / - - / -
f14 3h+L 3h-L 4h+L 3h-L L.m + + L.m +
f15 oL oL oL oL / - - / -
16 4h+L 2h-L 4h+L 3h-L L.m + + L.m +
17 oL oL oL oL / - + L.m +
18 2h+L 2h-L 4h+L 3h-L L.m + + L.m +
19 3h+L 2h-L 3h+L 4h-L L.m + - / -
20 2h+L 2h-M 4h+L 4h-L L.m + - / -
F1 3h+L 3h-H 3h+L 3h-H L.m + + L.m +
F2 2h+L 3h-L 2h+L 2h-L L.m + + L.m + RM 5/5
F3 3,2 1h+M 3h-M 3h+L 3h-M L.m + + L.m +
F4 3h+L 3h-L 3h+L 2h-L L.m + + L.m + AM 5/5
F5 3h+L 3h-M 4h+L 3h-L L.m + + L.m +
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Protocol 3 (ISHA 2017): LSB - Easy Il lysis

Bio-Rad

Contamination RM: NF EN ISO 11290-1 [Sp prcheck Number of
asy |l lysis positive
Category | SN Sample : :
Strain | Type | Level il liFe 59 Fraser Confir-mation el Results | Identification S| results per
0O&A | Palcam | O&A | Palcam result result method
01 09 09 09 09 / - / -
02 09 09 09 09 / - / - RM: 0/5
03 0 09 09 09 09 / - / -
04 09 09 09 09 / - / - AM : 0/5
05 00 00 00 00 / - - / -
f1 3htd| 2h-@ |3h+@| 3h-@ L.m + + L.m +
f2 2h+@| 2h-@ |4h+@| 3h-@ L.m + - / -
f3 09 09 09 09 / - / -
f4 09 09 09 09 / + L.m +
f5 09 09 09 09 / + L.m +
f6 09 09 09 09 / - - / -
f7 2h+@| 3h-@ |3h+@| 3h-@ L.m + + L.m +
f8 2h+@| 3h-@ |3h+@| 4h-@ L.m + + L.m +
f9 09 0g 0g 09 / - - / - RM : 12/20
Seafood | f10 , 2h+@| 2h-@ |3h+@| 3h-@ L.m + - / -
products | 11 Cod filet LS4151 se | 07 Mo 0g [ 09 | 00 / " Lm + | AM:10120
f12 09 0g 0g 09 / - + L.m +
f13 3h+@ | 2h-@ |3h+@| 4h-@ L.m + - / -
f14 3h+@ | 2h-@ |3h+@| 3h-& L.m + + L.m +
f15 09 09 09 09 / - - / -
f16 3h+@ | 2h-@ |3h+@| 3h-& L.m + + L.m +
f17 2h+@ | 2h-@ |3h+@| 3h-@ L.m + + L.m +
f18 2h+@| 2h-@ |3h+@| 4h-@ L.m + - / -
f19 3h+@ | 3h-@ |3htd| 4h-@ L.m + + L.m +
f20 2h+@| 3h-@ |3h+@| 4h-@ L.m + - / -
F1 3h+@| 3h@ |3h+@| 3h@ L.m + + L.m +
F2 4h+@ | 4h-@ |4h+@| 4h-@ L.m + + L.m + RM 5/5
F3 2,8 [4h+@| 3h-@ |3h+@| 3h-@ L.m + + L.m +
F4 3h+@ | 3h-@ |3ht@| 4h-@ L.m + + L.m + AM 5/5
F5 3h+@ | 3h-@ |4h+@| 3h-@ L.m + + L.m +
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Protocol 3 (ISHA 2017): LSB - Easy Il lysis

Bio-Rad

Contamination RM: NF EN SO 11290-1 LSp pcheck Number of
Category SN Sample : asy I I. lysis - positive
Strain Type Level Half Fraser Fraser Confir- Final Results Identifi- Final results per
08A Palcam 08A Palcam mation result cation result method
01 00 00 00 090 / - -
02 00 00 00 00 / - - / RM: 0/5
03 0 00 00 00 090 / - - /
04 00 00 00 00 / - - / AM : 0/5
05 00 00 00 00 / - - / -
f1 4h+@ 4h-g 3h+@ 3h-@ L.m + + L.m +
2 4h+@ 3h-@ 4h+@ 3h-@ L.m + - / -
f3 00 090 00 090 / - + L.m +
f4 00 090 00 090 / - - /
f5 3h+@ 3h-@ 4h+@ 3h-@ L.m + - /
fo 00 00 00 00 / - - / -
f7 4h+@ 3h-@ 4h+@ 3h-@ L.m + + L.m +
f8 4h+@ 4h-@ 4h+@ 3h-@ L.m + - /
f9 3h+@ 3h-@ 4h+@ 3h-@ L.m + - / RM : 13/20
Vegetal 10 09 0 00 00 / - + L.m +
oroducts | 71| S%d | US43 | se 1 02 00 02 00 j : + Lm n AM: 11120
f12 09 09 09 09 / - + L.m +
f13 4h+@ 4h-@ 4h+@ 3h-@ L.m + - / -
f14 3h+@ 3h-@ 4h+@ 3h-@ L.m + + L.m +
f15 4h+@ 4h-@ 4h+@ 3h-@ L.m + - / -
16 4h+@ 4h-@ 4h+@ 3h-@ L.m + + L.m +
17 09 09 09 00 / - - /
18 3h+@ 4h-@ 4h+@ 3h-@ L.m + - / -
19 3h+@ 3h-@ 3h+@ 4h-@ L.m + + L.m +
20 4h+@ 4h-@ 4h+@ 4h-@ L.m + + L.m +
F1 3h+@ 3h@ 3h+@ 3h@ L.m + + L.m +
F2 3h+@ 3h-@ 4h+@ 4h-@ L.m + + L.m + RM 5/5
F3 3,2 3h+@ 3h-@ 3h+@ 3h-@ L.m + + L.m +
F4 3h+@ 3h-@ 3h+@ 4h-@ L.m + + L.m + AM 5/5
F5 3h+@ 3h-@ 4h+@ 3h-@ L.m + + L.m +
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Protocol 3 (ISHA 2017): LSB - Easy Il lysis

Bio-Rad

Contamination RM: NF EN 1SO 11290-1 AM : iQ-Check LSB Easy Il lysis [ Number of
Category [ SN Sample _ Half Fraser Fraser [denti- Final [dentifi- Final positive
Strain | Type | Level . Results . results per
08&A | Palcam | O&A | Palcam fication result cation result method
01 oL oL OH oL / /
02 oL oL OH oL / / RM: 0/5
03 0 oL oL OH oL / /
04 oL oL OH oL / / AM: 0/5
05 OL oL OH oL / - /
f1 2h+L | 2h-L |3h+H| 3h-H L.m + - / -
2 3h+L | 3h-L |3htL| 3h-L L.m + + L.m +
f3 1h+H| 1h-M | 3h+L | 3h-M L.m + + L.m +
f4 3h+L | 3h-H |3h+L| 3h-H L.m + + L.m +
5 2h+L | 2h-L | 4htL | 4h-L L.m + + L.m +
f6 3h+M| 3h-M | 3h+L | 3h-M L.m + + L.m +
f7 3htL | 3h-L |4htL| 3h-L L.m + /
f8 oL oL oM oL / - - / -
f9 2h+L | 3h-L | 3htL | 3h-M L.m i + L.m + RM : 15/20
RTE- f10 Pasta oM OH oM oL / /
RTRH | f11 salad LISA446\ se | 08 7o oL oM | oL / : + Lm + | AM: 14120
f12 2h+L | 1h-L | 4h+L | 3h-M L.m i + L.m +
f13 oL oL oM oL / - - / -
f14 3h+L | 3h-L | 4htL | 3h-M L.m i + L.m +
f15 3h+L | 2h-L | 3htL | 3h-M L.m i + L.m +
16 3h+L | 2h-L | 4htL | 3h-L L.m i + L.m +
f17 2h+L | 1h-L | 4htL | 3h-L L.m i + L.m +
f18 oM oL oM oL / - - / -
f19 3h+L | 2h-L | 3htL | 3h-L L.m i + L.m +
120 2h+L | 2h-M | 4h+L | 3h-H L.m i + L.m +
F1 3h+L | 3h-H | 3h+L | 3h-H L.m i + L.m +
F2 2h+L | 3h-L | 2htL | 2h-L L.m i + L.m + RM 5/5
F3 3 [1h+M]| 3h-M | 3h+L | 3h-M L.m i + L.m +
F4 3h+L | 3h-L | 3htL | 2h-L L.m i + L.m + AM 5/5
F5 3h+L | 3h-M | 4h+L | 3h-L L.m i + L.m +
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Protocol 3 (ISHA 2017): LSB - Easy Il lysis

Bio-Rad

Contamination RM: NF EN 1SO 11290-1 etk Number of
LSB - Easy Il lysis positive
Category SN Sample Half Fraser Fraser Confir- Final [denti- results per
Strain Type | Level a ontir ina Results aent Final result P
0&A Palcam O&A | Palcam | mation | result fication method
01 09 09 09 09 / - / -
02 09 09 09 09 / - / - RM: 0/5
03 0 09 09 09 09 / - / -
04 09 09 09 09 / - / - AM : 0/5
05 09 00 09 09 / - - / -
f1 3h+d 3h-@ 3h+d 3h-@ L.m + + L.m +
f2 3h+d 3h-@ 3h+d 3h-@ L.m + + L.m +
f3 3h+d 3h-@ 4h+@ 3h-@ L.m + + L.m +
f4 09 0d 09 09 / - + L.m +
5 3h+d 3h-@ 3h+d 3h-@ L.m + / -
f6 3h+d 3h-@ 3h+d 3h-@ L.m + - / -
f7 09 09 09 09 / - + L.m
f8 0 09 0 0 / - / -
f9 3h+d 3h-@ 4h+Q 3h-@ L.m + / - RM : 12/20
Environmetal | f10 Processed LIS.4.50 se 1 3h+d 3h-@ 4h+@ 3h-@ L.m + / -
sample 11 water o 00 09 00 00 / - L.m + AM: 10/20
12 3h+d 3h-@ 3h+d 3h-@ L.m + L.m +
f13 09 09 0 0 / - - /
f14 3h+d 3h-@ 4h+Q 3h-@ L.m + + L.m
f15 3h+d 3h-@ 3h+d 3h-@ L.m + / -
16 3h+d 3h-@ 3h+d 3h-@ L.m + / -
f17 09 00 09 09 / L.m +
18 3h+d 3h-@ 4h+Q 3h-@ L.m L.m +
19 09 09 0g 0g / - / -
120 0d 00 0 0 / - - / -
F1 3h+d 3h@ 4h+Q 3h@ L.m + + L.m +
F2 4h+Q 4h-@ 4h+Q 4h-@ L.m + + L.m + RM 5/5
F3 34 4h+Q 3h-@ 4h+Q 4h-@ L.m + + L.m +
F4 3h+d 3h-@ 4h+Q 4h-@ L.m + + L.m + AM 5/5
F5 3h+d 3h-@ 4h+Q 4h-@ L.m + + L.m +
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Protocol 4 (ADRIA 2019): LSB - Easy Il lysis

Production environmental samples: Process water
L. monocytogenes Ad2503

Aerobic mesophilic flora :8,0.102 CFU/g

Bio-Rad

ADRIA Développement (Extension, 2019)

< Reference method: 1ISO 11290-1/A1°¢ Alternative method: iQ-Check Listeria monocytogenes
e 3 Easy I:_Iélgls1 g/ri]tg%utc FDRS S
@ S Fraser 1/2 Fraser 1 - i ’ Confirmation rinal resu Positive / total
= 5 Fmallt P/otsTvle APF Classic APF Fast without FDRS
é | 3 bl R APF | APF | APF | APF
2 O8&A | Palcam| O&A | Palcam Ct FAM Result | Ct FAM | Result | AL |Palcam| RLM | RLSP | Result Classic | Fast | Classic | Fast
4575 - - - st st - st - -
4576 st - - st st - st -
4577 0 - - 0/5 - - st - - st - 0/5 0/5
4578 - st - - st st - st -
4579 st st - - - st st - st - - -
4648 st - st - - 36,15 + 37,52 + H+ + + + + + +
4649 H+ + H+ + + - - - st st st st - - -
4650 st - st - - 37,83 + 36,73 + H+ + + + + + +
4651 H+ + H+ + + - - - st st st st - - -
4652 st - st - - 37,68 + 3744 + H+ + + + + + +
4653 H+ + H+ + + - - - st - st st - - -
4654 H+ + H+ + + - - - st st - st - - -
4655 st - - - - 40,40 + 38,89 + H+ + + + + + +
4656 st - st - - - - - st st st st - - -
4657 H+ + H+ + + - - st - - st -
4658 0,7 e m e m T 11/20 - - of ot - of - 6/20 7120
4659 H+ + H+ + + - - st st - st -
4660 st - - - - - - st st st st -
4661 st - - - - - - - st st - st - - -
4662 H+ + H+ + + 37,81 + 39,27 + H+ + + + + + +
4663 st - st - - - - - st st st st - - -
4664 H+ + H+ + + - - - st st - st - - -
4665 st - st - - 37,59 + 4277 + H+ + + + + + +
4666 H+ + H+ + + - - - - st st - st - - -
4667 H+ + H+ + + -141,29/39,66 | -[+/+ | 39,12 + H+ + + + + - +
4668 st st st st - 35,10 + 36,29 + H+ + + + + + +
4669 H+ + H+ + + 36,03 + 37,18 + H+ + + + + + +
4670 | 2,7 H+ + H+ + + 4/5 38,78 + 38,15 + H+ + + + + + + 515 515
4671 H+ + H+ + + 36,35 + 36,87 + H+ + + + + + +
4672 H+ + H+ + + 37,32 + 36,37 + H+ + + + + + +
* Analyses performed according to the COFRAC accreditation
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Protocol 5 (ADRIA 2019): LSB - Easy Il lysis

Production environmental samples: Process water
L. monocytogenes Ad2503

Aerobic mesophilic flora :8,0.102 CFU/g

Bio-Rad

ADRIA Développement (Extension, 2019)

. - Reference method: ISO 11290-1/A1* Alternative method: iQ-Check Listeria monocytogenes
% 8 _ Easy Il with FDRS Final result Positive /
2 (—;; s Fraser 1/2 Fraser 1 Final | Positive / LSB 18h 30°C Confirmation with FDRS total
3 e result total APF Classic APF Fast APF APF APF APF
B 0&A Palcam 0&A Palcam CtFAM | Result | CtFAM | Result Classic Fast Classic Fast
4575 - - - - - - - - - - - -
4576 st - - - - - - -
4577 0 - - - - 0/5 - - - - 0/5 0/5
4578 - st - - - - - -
4579 st st - - - - - - - -
4648 st - st - - 36,28 + 37,02 + + + +
4649 H+ + H+ + + - - - - = =
4650 st - st - - 35,48 + 36,77 + + + +
4651 H+ + H+ + + - - - - - -
4652 st - st - - 36,18 + 37,71 + + + +
4653 H+ + H+ + + - - - - - -
4654 H+ + H+ + + - - - - = -
4655 st - - - - 38,14 + 39,78 + + + +
4656 st - st - - - - - - - -
4657 H+ + H+ + + - - - -
4658 0,7 A+ m A+ m T 11/20 - - - - 6/20 720
4659 H+ + H+ + + - - - -
4660 st - - - - - - - -
4661 st - - - - - - - - - -
4662 H+ + H+ + + 38,20 + 38,72 + + + +
4663 st - st - - - - - - - -
4664 H+ + H+ + + - - - - = =
4665 st - st - - 38,42 + 37,54 + + + +
4666 H+ + H+ + + - - - - - - -
4667 H+ + H+ + + -/38,36/- -[+/- 41,27 + + - +
4668 st st st st - 35,99 + 37,18 + + + +
4669 H+ + H+ + + 36,11 + 36,55 + + + +
4670 2,7 H+ + H+ + + 4/5 37,24 + 37,03 + + + + 5/5 5/5
4671 H+ + H+ + + 37,15 + 38,19 + + + +
4672 H+ + H+ + + 36,93 + 36,28 + + + +
* Analyses performed according to the COFRAC accreditation
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Appendix 6 — Inclusivity and exclusivity study: raw data
(Initial validation study, IPL (2005 - 2006) - Extension study, ADRIA (2019))

INCLUSIVITY - Half Fraser

Bio-Rad

(Initial validation - IPL 2005)
: . Inoculation Pure DNA
Code Strain Origin level CLFAM | CtC. int Results
A20 Listeria monocytogenes Raw milk cheese 6,9 214 35,4 +
L11 Listeria monocytogenes Spinach 6,1 25,0 34,8 +
L121 Listeria  monocytogenes Cheese 6,5 26,7 35,5 +
L123 Listeria monocytogenes Mozzarella 74 271 34,6 +
L124 Listeria monocytogenes Perch fillet 74 27,8 34,0 +
L125 Listeria monocytogenes Fried vegetables 10,9 28,6 33,9 +
L130 Listeria monocytogenes Minced meat 6,9 25,6 34,3 +
L20 Listeria monocytogenes Salmon 71 27,5 35,5 +
L25 Listeria monocytogenes Hen 8,8 29,0 34,6 +
L69 Listeria monocytogenes Sausage 8,8 26,7 33,8 +
L70 Listeria monocytogenes Smoked salmon 59 25,7 345 +
L7 Listeria monocytogenes 1/2a | Munster 10,8 28,1 34,8 +
L10 Listeria monocytogenes 1/2a | Rillettes 7.6 28,1 35,0 +
L116 Listeria monocytogenes 1/2a | Fish 5,4 221 34,6 +
L119 Listeria monocytogenes 1/2a | Munster 13,3 284 33,6 +
L12 Listeria monocytogenes 1/2a | Smoked salmon 71 30,6 34,5 +
L129 Listeria monocytogenes 1/2a | Fried potatoes 51 29,3 34,5 +
L4 Listeria monocytogenes 1/2a|ATTCC 35152 8,3 27,0 33,9 +
L40 Listeria  monocytogenes 1/2a | Munster 6,9 27,0 35,9 +
L42 Listeria monocytogenes 1/2a | Chicken cutlet 9,5 29,0 34,4 +
L43 Listeria monocytogenes 1/2a | Minced meat 6,3 21,7 33,8 +
L44 Listeria monocytogenes 1/2a | Sausage 5,7 27,9 33,6 +
L45 Listeria monocytogenes 1/2a | Rabbit terrine 6,1 259 34,1 +
L47 Listeria monocytogenes 1/2a | Fried potatoes 5,2 30,4 34,6 +
L5 Listeria monocytogenes 1/2a|Smoked salmon baccn 55 259 35,6 +
L6 Listeria monocytogenes 1/2a | Pizza 5,4 30,7 345 +
L13 Listeria monocytogenes 1/2b | Pork ear 49 248 344 +
L37 Listeria monocytogenes 1/2b | Raw milk maroilles 6,0 22,9 35,4 +
L48 Listeria monocytogenes 1/2b | Pork tongue 7,6 32,1 34,3 +
L49 Listeria monocytogenes 1/2b | Chicken liver cream 43 32,5 34,6 +
L51 Listeria  monocytogenes 1/2b | Ripened cheese 3,9 33,5 34,6 +
L52 Listeria monocytogenes 1/2b | SLCC 2755 2,7 33,4 33,7 +
L117 Listeria monocytogenes 1/2c | Montbéliard sausage 5,0 21,9 34,0 +
L14 Listeria monocytogenes 1/2c | Minced meat 49 33,2 33,8 +
L15 Listeria monocytogenes 1/2c | Beef 6,8 255 34,6 +
L17 Listeria monocytogenes 1/2c | Pork breast 9,2 29,5 34,5 +
L18 Listeria monocytogenes 1/2c | Munster 2,7 30,8 34,1 +
L53 Listeria monocytogenes 1/2c | Chopped steak 44 30,7 33,9 +
L54 Listeria  monocytogenes 1/2c | Beef Burgundy 8,4 29,4 344 +
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INCLUSIVITY - Half Fraser

Bio-Rad

(Initial validation - IPL 2005)
. . Inoculation Pure DNA

Code Strain Origin level CLFAM | CtC. int Results
L55 Listeria monocytogenes 3b | SLCC 2540 8,7 30,7 33,0 +
L56 Listeria monocytogenes 3c | SLCC 2479 9,1 26,4 33,9 +
L57 Listeria monocytogenes 4a |ATCC 19114 54 42,3 33,5 +
L32 Listeria monocytogenes 4b | Munster 71 25,6 34,3 +
L33 Listeria monocytogenes 4b | ATCC 19115 43 29,3 34,4 +
L58 Listeria monocytogenes 4b | Salad 6,1 271 34,6 +
L60 Listeria monocytogenes 4d | ATCC 7.8 30,7 33,6 +
L61 Listeria monocytogenes 4e |ATCC 19118 7,3 31,8 34,1 +
L62 Listeria monocytogenes 4e | Reblochon 74 28,2 34,3 +
L63 Listeria monocytogenes 4e | Munster 7,0 27,3 34,9 +
L67 Listeria monocytogenes 7 SLCC 2482 8,3 30,4 33,5 +
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Bio-Rad

AL: Agar Listeria RLM: RAPID’L.mono RLSP: RAPID'Listeria spp.
INCLUSIVITY
Extension study (ADRIA Développement - 2019)
LSB for 18h at 30°C - FDRS Easy Il Protocol
o . . Molecular | . . . Inoculation level
L e B e e e in 2§f£||1 LSB | CT FAM|Result| 10pl AL Pl?cglln ‘km' gﬂg‘P'
1 | Listeria | monocytogenes 153 Vib Soft cheese (Munster) 35 24,98 + H+ + + +
2 | Listeria | monocytogenes | 1011/1410 Ila Frozen broccoli 31 26,09 + H+ + + +
3 | Listeria | monocytogenes | 1972/2399 Vib Puff pastry with mushrooms 28 28,24 + H+ + + +
4 | Listeria | monocytogenes | 1973/2400 Vib Puff pastry egg and ham (Quiche lorraine) 16 26,04 + H+ + + +
5 | Listeria | monocytogenes | 2407/3139 Vb Tripes with tomatoes 27 2541 + H+ + + +
6 | Listeria | monocytogenes | 2760/3145 Ila Raw bacon 29 25,84 + H+ + + +
7 | Listeria | monocytogenes | 32.183 IIb Croque-Monsieur 32 24 56 + H+ + + +
8 | Listeria | monocytogenes | 38/181 Ila Toulouse sausages 22 25,68 + H+ + + +
9 | Listeria | monocytogenes | 5721/6179 Vb Smoked bacon 18 26,25 + H+ + + +
10 | Listeria | monocytogenes | 7111/7516 Vb Paté (Rillettes) 36 24,29 + H+ + + +
11| Listeria | monocytogenes | 850/109 Ila RTE food (deli salad with seafood) 16 27,43 + H+ + + +
12 | Listeria | monocytogenes | 877/113 Ila Environmental sample (pastry) 14 26,79 + H+ + + +
13 | Listeria | monocytogenes | 913/1048 Vb Black pudding 9 28,85 + H+ + + +
14 | Listeria | monocytogenes | A00C014 Ila Sausage 35 26,38 + H+ + + +
15 | Listeria | monocytogenes | A00C022 Ila Merguez 20 26,38 + H+ + + +
16 | Listeria | monocytogenes | A00C024 Ila Sausage 21 24,76 + H+ + + +
17 | Listeria | monocytogenes | A00C036 Ila Poultry (guinea) 13 25,14 + H+ + + +
18 | Listeria | monocytogenes | A00C039 Ila Sausages 11 2511 + H+ + + +
19 | Listeria | monocytogenes | A00C040 Vb Cooked delicatessen (Museau) 21 26,22 + H+ + + +
20 | Listeria | monocytogenes | A00C041 La Sausage 15 25,38 + H+ + + +
21 | Listeria | monocytogenes | A00C042 Vb Raw sausage 23 25,51 + H+ + + +
22 | Listeria | monocytogenes| A00C043 Ila Smoked Bacon 35 26,40 + H+ + + +
23 | Listeria | monocytogenes | A00C044 Ilb Poultry (duck) 36 28,68 + H+ + + +
24 | Listeria | monocytogenes | A00C052 Ilb RTE food (Osso bucco with turkey) 20 24,55 + H+ + + +
25 | Listeria | monocytogenes | A00C053 Ila Gizzards 37 25,82 + H+ + + +
26 | Listeria | monocytogenes | A00C054 Vb Beef hart 34 29,34 + H+ + + +
27 | Listeria | monocytogenes | A00C055 Ila Raw sausages 23 31,48 + H+ + + +
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Bio-Rad

INCLUSIVITY
Extension study (ADRIA Développement - 2019)
LSB for 18h at 30°C - FDRS Easy Il Protocol
. . Molecular | . . . Inoculation level

N° | Strain Species Reference Origin . 10pul | 0,Aml | 0,/ Aml

serotypes in ZﬁfgLLSB CT FAM | Result | 10ul AL Palcam | RLM RLSP
28 | Listeria | monocytogenes | AOOEQ08 Ila Environmental sample 19 31,34 + H+ + + +
29 | Listeria | monocytogenes | AOOE049 Ila Environmental sample (smoked salmon) 25 31,62 + H+ + + +
30 | Listeria | monocytogenes | AOOE082 Ila Environmental sample (smoked salmon) 22 31,42 + H+ + + +
31 | Listeria | monocytogenes | AQ0L097 Ila Milk 40 33,06 + H+ + + +
32 | Listeria | monocytogenes | AOOM009 Ila Smoked salmon 23 33,06 + H+ + + +
33 | Listeria | monocytogenes | AOOMO032 Vb Smoked salmon 25 31,90 + H+ + + +
34 | Listeria | monocytogenes | AOOM045 Ila Smoked salmon 26 32,73 + H+ + + +
35 | Listeria | monocytogenes | AOOMO088 Ila Smoked salmon 40 29,63 + H+ + + +
36 | Listeria | monocytogenes | Ad235 b Poultry 26 30,41 + H+ + + it(&rz; E))
37 | Listeria | monocytogenes| Ad253 | Ilb | Hard cheese 42 453 | + | He | o+ | + ft(f;m
38 | Listeria | monocytogenes | Ad260 Ila Semi hard cheese 23 32,20 + H+ + + +
39 | Listeria | monocytogenes | Ad265 Ilb Tong 26 32,13 + H+ + + +
40 | Listeria | monocytogenes | Ad266 Ila Poultry 36 31,23 + H+ + + +
41 | Listeria | monocytogenes | Ad267 Ilb Dry sausage 21 36,43 + H+ + + +
42 | Listeria | monocytogenes | Ad268 Vb Cured ham 20 29,19 + H+ + + +
43 | Listeria | monocytogenes | Ad270 Vb Fermented sausage 37 30,36 + H+ + + +

- invalid
44 | Listeria | monocytogenes | Ad272 Vb Fermented sausage 28 (110) | (110) H+ + + +
33,32 +
45 | Listeria | monocytogenes | Ad273 Ilb Cured delicatessen 21 30,33 + H+ + + +
46 | Listeria | monocytogenes | Ad274 lla  |Ready-to-eat food (Asiatic meal) 22 2885 | + H+ + Cmrtﬁjs +
47 | Listeria | monocytogenes | Ad534 II'b Fruits 21 29,18 + H+ + + +
48 | Listeria | monocytogenes | Ad548 Ila Environment (seafood) 25 30,06 + H+ + + +
- invalid
49 | Listeria | monocytogenes | Ad623 b Bread crumbs 20 (110) | (110) H+ + + +
30,20 +

50 | Listeria | monocytogenes | Ad665 Ila Raw milk 32 29,01 + H+ + + +
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Bio-Rad

EXCLUSIVITY (2005)
(Initial validation - IPL 2005)
Irlloculgtion Pure DNA , , Pure DNA Streaking
Code Strain Origin o i .| Results SnzElrg Inqculatlon 27 , Results onto
225mlof | CtFAM | CtC.int onto TSAYE into 225 ml CtFAM | CtC.int
Half Fraser JEAE
L64 | Listeria innocua Epoisses 6,70E+04 N/A 335 - / / / / / /
L71 | Listeria innocua Avesnes dumpling 6,70E+04 N/A 33 - / / / / / /
L78 | Listeria innocua Cockerel 3,40E+04 N/A 31,6 - / / / / / /
L77 | Listeria innocua 6a Toulouse sausage 6,80E+04 N/A 33,3 - / / / / / /
L76 | Listeria innocua 6b Chopped steak 1,80E+04 N/A 334 - / / / / / /
L80 | Listeria ivanovii Collection 2,60E+04 N/A 33,2 - / / / / / /
L151 |Listeria ivanovii geg;igfef 620E+04 | NA | 332 | - / / / / / /
L133 | Listeria ivanovii Roquefort 7,90E+04 N/A 33,2 - / / / / / /
L146 | Listeria grayii Collection 3,60E+04 N/A 33,7 - / / / / / /
L143 | Listeria grayii Frozen fries 2,20E+04 N/A 33,7 - / / / / / /
L142 | Listeria seeligeri Raw milk cheese 5,90E+04 N/A 34,3 - / / / / / /
L84 | Listeria seeligeri Chopped steak 7,80E+04 N/A 344 - / / / / / /
L91 | Listeria welshimeri Rosette 1,25E+05 N/A 34,9 - / / / / / /
L99 | Listeria welshimeri Sausage 1,02E+05 N/A 34,8 - / / / / / /
L87 | Listeria welshimeri Chopped steak 7,70E+04 N/A 33,9 - / / / / / /
L83 | Listeria seeligeri Pork tongue in jelly 7,50E+05 N/A 33,7 - / / / / / /
BA1 | Bacillus cereus Egg 9,00E+04 N/A 31,2 - + / / / / /
BA5 | Bacillus sphaericus Meat product 2,00E+04 N/A 33,8 - + / / / / /
BA4 | Bacillus stearothermophilus | Dairy product 1,10E+05 N/A 31,2 - + / / / / /
15 | Brochotrix Minced meat 4,80E+04 N/A 33,8 - + / / / / /
Le3 | Candida albicans Collection 7,30E+04 N/A 314 - + / / / / /
26 | Corynebacteria  aquaticum Raw milk cheese 6,70E+04 N/A 31,0 - + / / / / /
3 | Corynebacteria  spp. Collection 1,60E+05 N/A 31,9 - + / / / / /
E1 | Enterococcus faecalis Egg 7,30E+04 N/A 34 - + / / / / /
E6 |Enterococcus  faecalis ATLC 19153 240E405 | NA | 312 | - + / / / / /
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Bio-Rad

EXCLUSIVITY (2005)
(Initial validation - IPL 2005)
Inoculation Pure DNA , , Pure DNA Streaking
Code Strain Origin o i .| Results SnzElrg Inqculatlon 27 , Results onto
225mlof | CtFAM | CtC.int onto TSAYE into 225 ml CtFAM | CtC.int TSAYE
Half Fraser
E2 |Enterococcus  faecium ATCC 3286 Collection figgigg g;? g;g N ' 460E+04 | NA | 345 : +
E7 | Enterococcus faecium CIP 5433 Collection 2,60E+05 N/A 31,3 - + / / / / /
L139 | Jonesia denitrificans Collection 3,20E+05 N/A 33,6 - + / / / / /
22 | Lactobacillus plantarum Dairy product 2,00E+05 N/A 314 - + / / / / /
M3 | Micrococcus spp. Environment 6,80E+04 N/A 33,9 - + / / / / /
32 | Rhodococcus aqui Meat product 3,80E+04 N/A 33,7 - + / / / / /
Le5 | Saccharymoces cerevisiae Coffee extract 1,10E+05 N/A 33,9 - + / / / / /
ST17 | Staphylococcus — aureus Yogurt 2,20E+04 N/A 33,8 - + / / / / /
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EXCLUSIVITY

Bio-Rad

(Extension study - IPL (2006)
Inoculation level Pure DNA
Code Strain Origin in .. | Results
’ nutritive broth CtFAM| CtC. int
L1 |Listeria grayi Frozen fries 1,00E+05 N/A | 2575
L140 | Listeria grayi ATCC 19120 1,00E+05 N/A 25,71
L142 | Listeria innocua Gozgonzola 1,00E+05 N/A 25,87
L146 | Listeria innocua Smoked halibut 1,00E+06 N/A 25,23
L147 | Listeria innocua Epoisses 3,00E+05 N/A | 24,92
L154 | Listeria innocua Epoisses 4 50E+05 N/A 25,79
L155 | Listeria innocua Spinach 4,00E+05 N/A 25,88
L157 | Listeria innocua Avesnes dumplings 4,00E+05 N/A | 2585
L158 | Listeria innocua Cockerel 3,50E+05 N/A | 2596
L159 | Listeria innocua 6a Toulouse sausage 4,00E+05 N/A 25,44
L173 | Listeria innocua 6b Grounded beef 4 50E+05 N/A 26,39
L175 | Listeria innocua 6a ATCC 33090 1,50E+05 N/A | 26,26
L180 | Listeria ivanovii Grounded beef 4 50E+05 N/A | 25,98
L182 | Listeria ivanovii Smear environment 1,02E+05 N/A 25,71
L3 | Listeria ivanovii Collection 3,70E+05 N/A 25,05
L82 | Listeria ivanovii Anti-bird net 1,50E+05 N/A 26,55
(C11) | Listeria ivanovii Environmental waste 1,00E+06 N/A 30,27
L85 | Listeria seeligeri Sewer water 1,00E+05 N/A 24,98
L86 | Listeria seeligeri Grounded beef 1,40E+05 N/A 25,51
L87 | Listeria seeligeri 1/2b Tongue 3,00E+05 NA | 2520
L90 |Listeria welshimeri Spread dough 1,00E+05 N/A | 2552
L91 | Listeria welshimeri Ham 1,00E+05 N/A 25,40
BA2 | Bacillus cereus Beet 3,00E+05 N/A 25,70
BA4 | Bacillus stearothermophilus | Dairy product 3,00E+05 NA | 24,72
BA5 | Bacillus sphaericus Meat product 2,00E+05 N/A | 2537
BA7 | Bacillus coagulans Collection 5,00E+05 N/A 25,49
E1 | Enterococcus  faecalis Egg product 3,00E+05 N/A | 2597
E2 |Enterococcus  faecium ATCC 3286 Collection 3,00E+05 N/A | 26,30
E3 | Streptococcus  bovis Collection 2,30E+05 N/A | 2524
E6 | Enterococcus  faecalis ATCC 19433 Collection 4,00E+05 N/A 26,40
E7 | Enterococcus  faecium PAC 5433 Collection 6,70E+05 N/A 2547
33 |Lactobacillus  casei Dairy product 2,30E+05 N/A | 25,63
L139 | Jonesia denitrificans Collection 1,60E+05 N/A | 25,62
Le1 | Rhodotorula rubra Pastry 2,00E+05 N/A 25,66
Le3 | Candida albicans Collection 9,00E+05 N/A 25,22
ST3 | Staphylococcus epidermidis Yogurt 4,80E+05 N/A | 25,35
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Appendix 7 — Artificial contamination of samples - Enrichment in LSB Il broth (Extension study, 2023)

Bio-Rad

Artificial contaminations : Qlobal 2l
Listeria monocytogenes
Dateof  N° Product inocuation level | without FDRS |  With FORS
analysis Sample (French name) . . . B
Strain Origin Injury protocol CFX CFX | Result
. CFX96 CFX96
Numeration | Mean DW Opus DW Opus
DW DW
Salade Manhattan pate, crudités, . . L
2022 3803 | ceuf, poulet réti, carottes et RTEt (Salad with chicken, eggs, t{s;er a molnzf':ytogi\rzﬁi ¢g4g4 Piemontese / Cantonese rice Seeding storage 72h at 3°C ?gg?? 12 + + + + +
fromage paste...) isteria welshimeri -2-2-1- :
. . . . Listeria monocytogenes Ad494 , . . o 3-0-2-2-2 1,8
2022 3804 |Piémontaise au jambon RTE (Salad with potatoes, ham...) Listeria welshimeri Ad1175 Piemontese / Cantonese rice Seeding storage 72h at 3°C 1-0-01-1 14 + + + + +
s . Listeria monocytogenes Ad1492 | seafood salad / Goat cheese , o 3-2-0-2-2 1,8
2022 3805 | Taboulé a I'orientale Oriental tabbouleh Listeria innocua Ad1676 and spinach puff pastry Seeding storage 72h at 3°C 1-2-3-1-0 14 + + + + +
. C . T Listeria monocytogenes Ad1492 | seafood salad / Goat cheese . o 3-2-0-2-2 1,8
2022 3806 | Demi involtini a la ricotta Half-involtini with ricotta cheese Listeria innocua Ad1676 and spinach puff pastry Seeding storage 72h at 3°C 1-2-3-1-0 14 + + + + +
; . Listeria monocytogenes Ad1193 , o 2-2-4-2-3 2,6
2022 3807 | Tortilla Tortilla Listeria innocua Adedd Omelet / Raw baguette Seeding storage 72h at 3°C 9.9-1-12 16 + + + + +
o . . Listeria monocytogenes Ad1757 , . . o 1-2-0-1-0 0,8
2022 3808 | Tortilla a I'oignon Onion tortilla Listeria seeligeri Ad1780 Eggs slices / Raw milk Seeding storage 72h at 3°C 1-0-1-0-4 16 + + + + +
. Listeria monocytogenes Ad1193 , o 2-2-4-2-3 2,6
2022 3809 | Choux chantilly Pastry Listeria innoccua Ad644 Omelette / Raw baguette Seeding storage 72h at 3°C 9.9-1-12 16 + + + + +
. Listeria monocytogenes Ad551 , . o 2-0-0-1-2 1,0
2022 3810 | Charlotte framboise Pastry Listeria innocua Adedd Pastry environment / Raw baguette | Seeding storage 72h at 3°C 991412 16 + + + + +
Listeria monocytogenes Ad1757 , . . on | 1-2-0-1-01-0-1-| 0,8
2022 3811 | lle flottante Custard based dessert Listeria seeligeri Ad1780 Eggs slices / Raw milk Seeding storage 72h at 3°C 2.4 16 + + + + +
. Listeria monocytogenes Ad551 , . o 2-0-0-1-2 1,0
2022 3812 | Mousse au chocolat Confectionary (chocolate) Listeria innocua Adeda Pastry environment / Raw baguette | Seeding storage 72h at 3°C 991412 16 + + + + +
2023 813 | Créme anglaise a la vanille Custard Listeria monocytogenes Ad1757 | Egg product Seeding storage 48h at 3°C |  4-5-4-3-5 41
2023 814 | Mousse fraise Strawberry mousse Listeria monocytogenes Ad1757 | Egg product Seeding storage 48h at 3°C |  4-5-4-3-5 41
2023 815 | Eclair au chocolat Pastry Listeria monocytogenes Ad1757 | Egg product Seeding storage 48h at 3°C |  4-5-4-3-5 41
Chiffonnette hall techno
2023 3760 | production paté fini (porc) aprés | Wipe after cleaning process Listeria monocytogenes Ad1255 | Environment (pork/bovine) Seeding storage 72h at 3°C |  3-0-1-3-3 2 + + + + +
nettoyage
2022 3761 Ch|ffor‘1nette grille siphon VHS Wipe after cleaning process Listeria innocua Ad1251 Environment (pork/bovine) Seeding storage 72h at 3°C|  5-2-1-3-4 3,0 + + + + +
19 aprés nettoyage
Chiffonnette VHS2 table
2022 3762 | transfert environnement carné, | Wipe after cleaning process Listeria monocytogenes Ad1255 | Environment (pork/bovine) Seeding storage 72h at3°C|  3-0-1-3-3 2,0 + + + + +
aprés nettoyage
2022 3763 Ctllffonnettg pompe production Wipe before cleaning process Listeria monocytogenes Ad615 Dairy environment Seeding storage 72h at 3°C |  2-3-4-1-0 2,0 + + + + +
créme glacée avant nettoyage
2022 3764 Chlffonnettg pompe production Wipe after cleaning process Listeria monocytogenes Ad615 Dairy environment Seeding storage 72h at 3°C|  2-3-4-1-0 2 - - - - -
créme glacée aprés nettoyage
2022 3765 Cr.u.ffonnette environnement Wipe before cleaning process Listeria monocytogenes Ad615 Dairy environment Seeding storage 72h at 3°C |  2-3-4-1-0 2,0 + + + + +
laitier avant nettoyage
2023 723 C'h|ffor.1nette de surface Wipe after cleaning process Listeria monocytogenes Ad1255 | Environment (pork/bovine) Seeding storage 48h at 3°C|  5-6-6-3-8 5,6 + + + + +
réception UPM, aprés nettoyage
Chiffonnette de surface table de
2023 724 | fagonnage brioche aprés Wipe after cleaning process Listeria monocytogenes Ad615 Dairy environment Seeding storage 48h at 3°C |  4-5-6-5-8 5,6 - - - - -
désinfection
Chiffonnette environnement - . Listeria monocytogenes Ad2503 | Environment (vegetable) . o 2-1-0-1-2 1,2
2023 | 822 | ¢ostal avant nettoyage Wipe before cleaning process Listeria seeligeri Ad651 Environment Seedingstorage 48 at3°C | 50044 | 44 | * * * * *
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Bio-Rad

Artificial contaminations ; Qlobal 2l
Listeria monocytogenes
Dateof  N° Product inocuation level | without FDRS | With FORS
analysis Sample (French name) . . . B
Strain Origin Injury protocol CFX CFX | Result
. CFX96 CFX96
Numeration | Mean DW Opus DW Opus
DW DW
Chiffonnette environnement L . ,
o . . ; Listeria monocytogenes Ad550 Dairy environment , o 0-2-3-4-0 1,8
2023 823 :fétltzry g;r:ductlon glace) avant | Wipe before cleaning process Listeria seeligeri Ad652 Dairy environment Seeding storage 48h at 3°C 1-1-3-0-4 22 + + + + + 2 |a
Chiffonnette environnement . . Listeria monocytogenes Ad2503 | Environment (vegetable) . o 2-1-0-1-2 1,2 2
2023 | 824 | ¢ (oroduction paté) Wipe before cleaning process Listeria seeligeri Ad651 Environment Seeding storage 48 at3°C | 50044 | 44 | * * * * * a
2023 725 | Déchet viande bovine Wastes (Meat) Listeria monocytogenes Ad1255 | Environment (pork/bovine) Seeding storage 48h at 3°C |  5-6-6-3-8 56 + + + + + 2 |b
2023 726 | Déchet viande bovine Wastes (Meat) Listeria monocytogenes Ad1263 | Environment (pork/bovine) Seeding storage 48h at 3°C |  3-3-5-1-3 3,0 + + + + + 2 |b
2023 727 | Déchets de production biscuit | Wastes Listeria monocytogenes Ad1263 | Environment (pork/bovine) Seeding storage 48h at 3°C |  3-3-5-1-3 3,0 + + + + + 2 |b
2023 728 | Déchets saumon Wastes (Salmon) Listeria monocytogenes Ad1679 | Environment (seafood) Seeding storage 48h at 3°C |  3-1-5-3-0 2,4 + + + + + 2 |b
2023 729 E:i(;l:;txpmsson dessous Wastes (Fish) Listeria monocytogenes Ad1679 | Environment (seafood) Seeding storage 48h at 3°C |  3-1-5-3-0 2,4 + + + + + 2 b
. . . Listeria monocytogenes Ad1261 | Environment (pork/bovine) , o 1-0-1-0-0 04 2
2023 825 |Déchets découpe viande Wastes (Meat) Listeria welshimeri Ad1262 Environment (porklbovine) Seeding storage 48h at 3°C 1-0-0-4-1 20 + + + + + b
Déchets caséinate production Listeria monocytogenes Ad1261 | Environment (pork/bovine) . o 1-0-1-0-0 04 2
2023 | 826 | 5 Wastes (Meat) Listeria welshimeri Ad1262 Environment (pork/bovine) Seeding storage 48 at3°C | 15944 | 2o | * * * * * b
. . . Listeria monocytogenes Ad1679 | Environment (seafood) , o 0-3-3-4-2 24 i i i i i 2
2023 827 |Déchets sardines Wastes (Sardine) Listeria innocua Ad1677 Environment (seafood) Seeding storage 48h at 3°C 9.0-2-1-2 14 b
, . . Listeria monocytogenes Ad243 Environment (pork/bovine) . o 0-2-0-0-1 0,6 . . . . _ 2
2023 960 | Déchet viande bovine Wastes (Meat) Listeria innocua Ad1257 Environment (pork/bovine) Seeding storage 48h at 3°C 9:1-0-0-1 08 b
. Listeria monocytogenes Ad549 Environment (seafood) , o 2-2-0-1-0 1,0 2
2023 961 | Déchets saumon Wastes (Salmon) Listeria welshimer Ad1268 Environment (seafood) Seeding storage 48h at 3°C 1-0-0-1-0 04 + + + + + b
2022 3759 Ezlu de process fabrication paté Process water Listeria innocua Ad1251 Environment (pork/bovine) Seeding storage 72h at 3°C |  5-2-1-3-4 3 - - - - - 2 c
2023 730 Eau. de process sort.le laveuse, Process water Listeria monocytogenes Ad1255 | Environment (pork/bovine) Seeding storage 48h at 3°C|  5-6-6-3-8 5,6 + + + + + 2 c
environnement volaille
2023 731 Fa?tlile(:e process environnement Process water Listeria monocytogenes Ad615 Dairy environment Seeding storage 48h at 3°C |  4-5-6-5-8 56 + + + + + 2 c
2023 732 El?tli‘e(:e process environnement Process water Listeria monocytogenes Ad615 Dairy environment Seeding storage 48h at 3°C |  4-5-6-5-8 56 + + + + + 2 c
2023 733 Eau de ringage production Rinsing water Listeria monocytogenes Ad1679 | Environment (seafood) Seeding storage 48h at 3°C |  3-1-5-3-0 2,4 + + + + + 2 c
galette végétale + algues
2023 734 Eti l;s f’, g S;Z::;ss production de Process water Listeria monocytogenes Ad1263 | Environment (pork/bovine) Seeding storage 48h at 3°C|  3-3-5-1-3 3,0 + + + + + 2 c
Eau de process environnement Listeria monocytogenes Ad550 Dairy environment . o 0-2-3-4-0 1,8 2
2023 | 828 || ke Process water Listeria seeligeri Ad652 Dairy environment Seedingstorage 48 at3°C | 4 1394 | 9o | * * * * * c
Eau de process environnement Listeria monocytogenes Ad2503 | Environment (vegetable) . o 2-1-0-1-2 12 2
2023 | 8 |\ eqstal Process water Listeria seeligeri Ad651 Environment Seedngstorage #8nat3"C) 30004 | 14 | Y | Y | Y | * * c
Eau de ringage environnement - Listeria monocytogenes Ad1261 | Environment (pork/bovine) . o 1-0-1-0-0 04 2
2023 830 carné Rinsing water Listeria welshimeri Ad1262 Environment (pork/bovine) Seeding storage 48 at 3°C 1-2-2-4-1 2,0 ¥ ¥ ¥ ¥ ¥ ¢
2023 964 | Eau de process lait Process water Listeria monocytogenes Ad550 Dairy environment Seeding storage 48h at 3°C |  2-1-1-2-2 1,6 + + + + + 2 |c
2023 965 Eaarunge process environnement Process water Listeria monocytogenes Ad550 Dairy environment Seeding storage 48h at 3°C |  2-1-1-2-2 1,6 - - - - - 2 c
Eau de process batch 2 Listeria monocytogenes Ad243 Environment (pork/bovine) . o 0-2-0-0-1 0,6 2
2023 966 (environnement carné) Process water Listeria innocua Ad1257 Environment (pork/bovine) Seeding storage 48 at 3°C 2-1-0-0-1 0,8 ¥ ¥ ¥ ¥ ¥ ¢
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Artificial contaminations

Global results
iQ-Check L. monocytogenes 20h

Bio-Rad

Year of N° Product Inoculation level . .
analysis Sample (French name) . . . Injury CFU/sample U E A Lol (FE
Strain Origin Injury protocol evaluation CEX CEX Result
Enumeration | Mean | CFX 96 CFX 96
Opus Opus
Fromage au lait cru de vache . L. monocytogenes AOOL0097 | Milk / Raw Seeding storage 48 hours at 1-5-2-3-4 3,0
2023 | 1730 | pablochon Raw cow milk cheese | chimeri Ad1667 milk cheese 3°C £ 2°C / 10403 |08 | | Y| | ¢ 318
Fromage au lait cru de vache . L. monocytogenes A00OL0098 . Seeding storage 48 hours at 1-4-3-2-1 2,2
2023 1731 Gorgonzola Raw cow milk cheese L innocua Ad658 Milk / Gorgonzola 3G + 2°C / 1-3-2-0-0 12 + + + + 3 | a
Fromage au lait cru de brebis . L. monocytogenes Ad1784 , Seeding storage 48 hours at 4-1-3-2-1 2,2
2023 1732 pate persillée Raw ewe milk cheese L innocua Ad658 Ewe milk / Gorgonzola 390 + 2°C / 1-3-2-0-0 12 + + + + 3 | a
2023 1733 | Fromage au lait cru de brebis | Raw ewe milk cheese | L. monocytogenes Ad1785 Milk gfgdlngosctorage 48 hours at / 3-2-0-1-3 1,8 + + + + 3 | a
2023 1733 Fromage au lait cru de chevre Raw goat milk cheese | L. monocytogenes 910 Milk Sf edingostorage 48 hours at / 1-3-2-0-0 1,2 + + + + 3 | a
Rocamadour 3°C+2°C
2023 | 1734 |Fromageaulaiterudebrebis | g, oy milk cheese | L monocytogenes 17501 | Milk Seeding storage 48 hoursat | 304440 | 12 | o+ | 4 | 4 | 4 3| a
fondant 3°C+2°C
Fromage au lait cru de chévre . L. monocytogenes 909 , Seeding storage 48 hours at 0-1-1-0-2 0,8 i i
2023 1735 Picodon Raw goat milk cheese L welshimeri Ad1667 Raw milk cheese 3°C + 9°C / 1-0-1-0-3 08 + + 3 | a
. . L. monocytogenes AOOL097 . . Seeding storage 48 hours at 1-5-2-3-4 3,0
2023 1720 | Lait cru de vache Raw cow milk L seeligeri Ad1780 Milk / Raw milk 3°C + 9°C / 91-3-1-2 18 + + + + 3 1b
. . L. monocytogenes AOOL098 . . Seeding storage 48 hours at 1-4-3-2-1 2,2
2023 1721 | Lait cru de vache Raw cow milk L seeligeri Ad1780 Milk / Raw milk 3G + 2°C / 9.1-3-1-2 18 + + + + 3 1b
2023 | 1722 |Lait cru de vache Raw cow milk L. monocytogenes 17501 | Milk rooung slorage dBhowrsat| 304440 | 12 | o+ | 4 | 4 | 4 3| b
. X . L. monocytogenes 909 . . Seeding storage 48 hours at 0-1-1-0-2 0,8
2023 1726 | Lait cru de chévre Raw goat milk L innocua Ad1771 Milk / Ewe milk 3°C + 2°C / 1-0-3-4-4 24 + + + + 31D
2023 1727 | Lait cru de chévre Raw goat milk L. monocytogenes 910 Milk g;? Cedlngos(‘:torage 48 hours at / 1-3-2-0-0 1,2 + + + + 310D
2023 | 3701 |Beurre de baratte non Butter raw milk L. monocytogenes Ad3119 | g o/ ik Seeding storage 48h at 3°C / 0-0-0-11 1 04 1y |y + 3 | b
pasteurisé L. innocua 0-0-0-1-2 0,6
2023 3702 |Beurre de baratte cru Butter raw milk L. monocytogenes Ad3119 Butter / milk Seeding storage 48h at 3°C / 0-0-0-1-1 04 + + + + 3|b
L. innocua 0-0-0-1-2 0,6
2023 3705 |Faisselle au lait cru Raw fermented milk L. monocytogenes Ad3119 Butter Seeding storage 48h at 3°C / 2-4-2-4-1 2,6 - - 3 |b
Lait de vache 1/2 écrémé . . L. monocytogenes AOOL099 . : : R 1-1-1-1-0 0,8
2023 2825 pasteurisé Pasteurized cow milk L innocua Ad1788 Milk / Raw milk Seeding storage 48h at 3°C / 1-0-0-0-0 02 + + + + 3 |c
Lait de vache 1/2 écrémé . . L. monocytogenes 17866 . . . o 1-0-1-0-1 0,6
2023 2826 pasteurisé Pasteurized cow milk L innocua Ad1787 Milk / Raw milk Seeding storage 48h at 3°C / 1-1-1-0-0 06 + + + + 3 ]¢
Lait de vache 1/2 écrémé . .
2023 2827 | pasteurisé aromatisé mangue Pasteurized cow milk | L. monocytogenes AOOLO99 |y s pavy milk Seeding storage 48h at 3°C / 1-1-1-1-0 08 + + + + 3¢
- . flavoured L seeligeri Ad1237 0-0-0-0-1 0,2
| fruit de la passion
Fromage a pate molle au lait . L. monocytogenes Ad629 . R 0-1-1-2-1 1,0
2023 2828 pasteurisé de vache Pasteurized cow cheese L seeligeri Ad674 Cheese / Cheese Seeding storage 48h at 3°C / 1-2-0-0-1 08 + + + + 3 |c
Fromage au lait de brebis . L. monocytogenes Ad630 . o 0-1-1-0-1 0,6
2023 2829 pasteurisé Pasteurized ewe cheese L innocua Ad661 Cheese / Cheese Seeding storage 48h at 3°C / 0-1-0-0-0 02 + + + + 3 ]¢
2023 | 2831 'I;:'stti’::fsge chévre Pasteurized goat milk | L. monocytogenes 17866 Milk Seeding storage 48h at 3°C / 102441 | 10 | + | o+ | + + 3| ¢
Powdered half-skimmed Seeding lyophilizated strain
2023 3071 | Lait demi écrémé déshydraté milk L. monocytogenes Ad250 Milk storage 2 weeks at ambient / / 0,6 + + + + 3 |c
temperature
2023 3543 | Brique pur brebis Pasteurized ewe cheese | L. monocytogenes Ad630 Cheese Spiking 10 min 60°C 0,5 4-2-4-9-6 5 + + + + 3 |c
2023 3545 | Tomme des Pyrénées Pasteurized cow cheese | L. monocytogenes Ad630 Cheese Spiking 10 min 60°C 05 4-2-4-9-6 5 + + + + 3 | ¢
Créme glacée a la vanille L seeligeri Ad1782 . . o o 0,5 0-0-0-0-0 0
2023 2754 neookie” Ice cream L. monocytogenes Ad637 Milk / Raw milk Spiking 1 week at -20°C 46 1-2-0-0-0 06 - - 3 ]¢
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Bio-Rad

Global results
iQ-Check L. monocytogenes 20h

Artificial contaminations

Year of N° Product Inoculation level . .
analysis Sample (French name) . . . Injury CFU/sample U E A Lol (FE
Strain Origin Injury protocol evaluation CFX CEX Result
Enumeration | Mean | CFX 96 CFX 96
Opus Opus
Créme glacée a la vanille L seeligeri Ad1782 . . L o 0,5 0-0-0-0-0 0
2023 2755 nearamel” Ice cream L. monocytogenes Ad637 Milk / Raw milk Spiking 1 week at -20°C 46 1-2-0-0-0 06 - - - - - 3 ]¢
Fromage au lait de chévre Pasteurized goat L. monocytogenes Ad523 : R 2-2-1-1-0 1,2 i i _ _ i
2023 2830 pasteurisé cheese L seeligeri Ad674 Cheese / Cheese Seeding storage 48h at 3°C / 1-2-0-0-1 08 3 |c
2023 2833 | Lait frais de brebis pasteurisé | Pasteurized ewe milk L. monocytogenes Ad629 Cheese Seeding storage 48h at 3°C / 0-2-2-4-2 2,0 + + + + + 3 | c
Seeding lyophilizated strain
2023 3073 | Lait entier déshydraté Powdered whole milk | L. monocytogenes 18024 Milk storage 2 weeks at ambient / / 0,9 - - - - - 3 | ¢
temperature
Powdered skimmed Seeding lyophilizated strain
2023 3075 | Lait écrémé déshydraté milk L. monocytogenes 18024 Milk storage 2 weeks at ambient / / 0,9 - - - - - 3 | ¢
temperature
2023 | 3261 |Créme glacée vanille Ice cream L. monocytogenes AdG37 | Milk Sooangstorage 2veeksat-| 242 [ 14 | - | - | - | - | - 3]
2023 3263 | Créme glacée a la vanille Ice cream L. monocytogenes Ad637 Milk ngdc'ng storage 2 weeks at - / 1-2-1-1-2 1,4 - - - - - 3 | ¢
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(Extension study, 2023)

Bold typing : artificially inoculated samples

Listeria detection results:

DW
H+:
H-

st:

PA:
NA:
ND:
PD:

PPNA:
PPND :

NC:

NI:
ni:

ADRIA

Deep Well
characteristic Listeria colonies with halo
characteristic Listeria without halo

no typical colonies but presence of background microflora
plate without any colony

positive agreement

negative agreement

negative deviation

positive deviation

positive presumptive negative agreement
positive presumptive negative deviation
non-characteristic colony on TSYEA
doubtful colony

result after enrichment broth dilution at 1/10
no identification

not isolated colony
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COMPOSITE FOODS

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
Reference method: 1ISO 11290-1°¢ 1:10 with LSB Il Broth -18h at 37°C
iQ-Check Listeria monocytogenes Il
2 . . i o Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS = | | Finalresult Agreement Ref/Alt
N Y . 1:10 with Half Fraser - 24h at 30°C APF Fast APF Fast Confirmation § _% =
& | E roduc Product CFX96 CFX Opus CFX96 CFX Opus | E[wo [ w S &
5 | @ | (Frenchname) Half Fraser | Fraser Deep Well Deep Well Deep Well Deep Well £| FoRs | FoRs | WOFDRS | WFDRS | 5 =
5| = g
£ = o | s - = _|=z|_|= = =
Identifi- | = S & = S| = Zlz|a|lzalz|a|=z|o
= = | 8~ _
S (S| 5 |3| cation é S S |3 S S |3 S S |3 S S |3 Es| 23 § gl 2| Identifi E 8 21g8120g212121| 3
| | = ; s = ; ) = ; o = ; 3l as8| as = = £ ; e sl 8lelge|lSlael &
o =|°|=x < Q o < © @ < © || < © (gl 22 = = S cation o | | X| 9| X < | O| X | ©
w — w — w — w — o | a _ 3 = < o x| @ < i >
o o < < = < = Llol|olkl o || o w
o o o &) (] O O
2022 | 3302 | Sandwich viennois | RTE (Sandwichtuna |y 1y |y | | Lmono | a3y 4g NA | 3360 | - | NA | 3490 NiA | 3535 -] st : - st / ~|-|-|-|-|no|ND|ND|ND|1]a
thon-crudités and crudity) L.inno
2022 | 3304 | ClUDsandwich - RTE (Sandwich Hd | - (Hd|-| Lseel |-| NA | 3545 |- | NA | 3511 | - | NA |3498| - | NA | 3479 | - | +spp | + Hd | Hd | - | Lseel | - [-|-|-|-|-|Na|Na|NA[NA[T]|a
jambon-emmental | cheese and ham)
N . NA | 34960 | - N/AT | 35347 | -
2022 | 3305 | Sandwich superieur | RTE (Sandwich Hee |+ | M1 a | Lmono o) 2933 | 2463 |+ | 4158 | 3402 | + | 4050 | 3504 | + 4165/ |3a66/ |+ | T |+ HeH- [HeH-| + | Lmono sl+-|+|-|Pa|ND|PA|[ND|1]a
emmental cheese and ham) H- L.inno INA 34 53 : 4021 | 3551 | + +spp L.inno
2022 | 3312 | Macedonede | RTE (vegetable st [st|st|st| / |-| N |32 |-| Na | 3386 | - | NA [3302]- | NA [3306 |- | st | st st st | - / -] -|Na|{Na|NA|NA|T]a
légumes macedoine)
Sandwich poulet- RTE (Sandwich
2022 | 3462 | tomates-ceufs chicken, eggs, st - - - / - N/A 3220 | - N/A 32.31 - N/A 3251 | - N/A | 3257 | - - st - - st / - -{-]-]-1-|NA[NA|NA|NA|[1]a
viennois tomato)
Tianglo ambon- | RTE (Sandwich ham NA | 3679 |- | NA | 3625 | - | NA |37.04 |- | NA |4024 |-
2022 3670 | IMende arvschosse) He |+ | H-|+| Lseer |-| NA | 325 [-| NA | 3358 | - | 4028 3390 | + | NA |3471|-| + : Hed Hed | + | Lmono s -|-|-|-|NA|NA[NA|NA|1]a
3949 | 3372 [+ WA | 3442 | - | NA |3490| - | NA | 3401 -
Club sandwich | o andwich ham
2022 | 3673 | jambon supérieur / ol st ]st] | onm | 3382 || NA | 3474 | o | NA 3825 - | NA |31 |- - st : o - / -] -] -] - NA[NA|NA|NA|T]|a
and cheese)
Emmental
Salade Manhattan
pate, crudités, RTE (Salad with 4/ L. mono
2022 | 3803 | ceuf, poulet roti, chicken, eggs, H+ + | Ht | + L.mono + 1 29.30 3262 |+ | 29.40 33.02 | + | 2915 | 3203 | + | 29.31 | 3280 | + +g + H+ HH/H-| + L.welsh +|+|+|+|[+|PA|PA|PA|PA|1]a
carottes et paste...) Pp '
fromage
2022 | 304 | Plemontaiseau | RTE (Saladwith )y, | | 7)) bmono o 9q00 | g313 |+ | 2003 | 3325 |+ | 2051 3392 | + | 2009|3813 |+ | 7 |+ HeH- [ Hee| o+ | bmono |+ |+ [+[+|Pa|Pa|PA|PAlt]a
jambon potatoes, ham...) H- L.welsh +Spp L.welsh
2022 | 3805 | T2boulé & Oriental tabbouleh | H+ | + ||+ | Lmomo 4 a579 | 3308 |+ | 3333 | 3352 | + | 3240 | 3301 |+ | 3240|3807 |+ | |+ He e | & | Lmono 4| +|+]+|Pa|Pa|PalPal1]a
I'orientale H- L.inno spp L.inno
2022 | 3g0g | Demiinvoltiniala -\ Halt-involtiniwith )y 1 | )| bmono o aggy | gsa7 |+ | 3740 | 3651 | + | 3545 | 3547 |+ | 3626|364 |+ | T |+ HeH- [ Hee| + | Lmono 4| +|+]+|Pa|Pa|PalPal1]a
ricotta ricotta cheese H- L.inno +spp L.inno
Salade ROMA RTE (Salad with
2023 | 102 | (pates, crudités, | paste, cheese, S | na | 3340 [ -] NA | 3316 | - | NA 3339 - | NA 3359 |- | - i : o - / - -]-|-|-|NA|{NA|[NA|NA|1]a
mozzarella, jambon) | ham...)
2023 | 103 | Salade parisienne, | RTE (Saladwithham | o1 g | g 1|/ || Nm | 3231 |- | Na | 3250 |- | Na |3265( - | NA [3287 |- | st | st : st | - / cl-l-|-]-|-|Na|NA|NA|NA|1]a
jambon, emmental [ and cheese)
2023 | 104 |Sdladeltorsade, | RTE(Saladwithpaste | | o | o ||, f.| nA | 3261 |- NA | 3254 | - | NA [ 3267 |- | NA {3204 | -] st | st st st | st / S]] NaNA[NA|NA| 1]
poulet roti and chicken)
2023 | 105 | Fiemontaiseau | RTE (Salad with ol -l s || e | aass || Nm | sae2 |- | NA 3425 - | NA |sa28 || - | s : |- / -] - Na|{Na|NA|NA|T]a
jambon potatoes, ham...)
2023 | 10p |Macedonede | RTE (vegetable ol st s || e | a2sa || Nm | 3295 |- | NA 3300 - | NA |3325]-| - | : |- / -] - Na|{Na|NA|NA|T]a
légumes macedoine)
2023 | 107 |Rizalaprovencale | RTE (Rice,tunaand | 1 | g 1|/ || NA | 3346 [-| NA | 3314 | - | Na | 3263 | - | Na 3264 |- | TSP 4 H- T P I A -] -|Na|NA|[NA|NA|T|a
au thon et basilic basil) d x5/plate)
2023 | 108 | Taboulé oriental | Oriental tabbouleh - |- / | NA | 3303 |- | NA | 3304 | - | NA [3271] -] NA [3345]-] - } } - / ~ |- |- |-|-[-[NA[NA[NA|NA[1]a
2023 | 109 | Taboulé oriental | Oriental tabbouleh Sl - ] / | oNm | 3265 [ NA | 3231 | - | Na 3258 - | NA | 3247 |- - st H- He | - Xg%‘fa’;’e) -] -] NA[NA|NA|NA| 1]
* Analyses performed according to the COFRAC accreditation
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ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
Reference method: 1ISO 11290-1°¢ 1:10 with LSB Il Broth -18h at 37°C
iQ-Check Listeria monocytogenes Il
2 . . i o Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS = | | Finalresult Agreement Ref/Alt
N Y o 1:10 with Half Fraser - 24h at 30°C APF Fast APF Fast Confirmation § _% =
s | E roduct CFX96 CFX Opus CFX96 CFX Opus | E[ wo [ w 5 &
5 0&3 (French name) Product Half Fraser | Fraser Deep Well Deep Well Deep Well Deep Well "g FDRS | FDRs | /0 FDRS | WFDRS § =
5| = 8
> | = o = - = _|z|_|= = =
Identifi- | = S & = S| = HEIEIE RS
= = - - - - | L~ - - "
3 |5|3(3 o (& S| S5 S| S5 2|33 2|S 35323 € |&|| e | F(is 25| E|s|E
o =| 9|3 = O ¥l = O & = o | gl = O |gleas|as = — | £ cation ¥ | & X|OlX|elX|O9|X]|©O
g g w — w = i = w — oz | as _ - 3 Sl | ] x| | < | | x
< < =< < © bloli|lo|llo || of| i
o o o &) (] O O
2023 | 110 | Mintinvoltini Mini-involtini with ] - ] / | NA | 3603 NA | 3868 | - | NA | 3685 NA | 3634 : : : - - / l-f-|-]-{NA|NA|{NA|NA|1]a
bresaola et fromage | cheese
Beignet rapé Potato fritter with
2023 | 749 | pomme de ense He |+ [He|+| Lmono |+ NA | 3672 [-| NA | 3681 | - | NA |3720|-| NA [3679|-| - - - - - / - |-|-|-|-|-|ND|ND|[ND|ND|1]a
terre/cheddar
2023 | 761 | -allasson de RTE (vegetableand |y, | 4 | je [+ | Lmono |+| NA | 3626 |- | na | 3695 [ - | NA [3636| - | Na |seao|-| - | - : - - / - |-|-{-|-]|-|~o|ND|[ND|ND|1]a
légumes et fromage | cheese)
2022 | 3297 fﬂﬂfgﬁ':zprepares RTRH (Falafel) He |+ | H |[+]| Linno |-| NA | 3350 |-| NA | 3396 | - | NA [3462| - | NA [3474 |- | +spp | + + # | - | Linmo | - | -f[-|-|-|[-|NA|NA|NA|NA|1T]|D
2022 | 3208 | Feuilletes chévre- | RTH (Puffspinach 1y g o | i L | im0 |- | NA | 3329 [-| Na | 3337 | - | NA | 3345 | - | Na 3379 | - | +spp |+ H- He |+ | wimo | = |- -|-]-]-|NA|NA|NA|{NA|1]D
épinards cheese)
Noix de Saint-
2022 | 3299 | Jacques la RTRH (scallop) st | st| st |st / - NA | 3297 [ -] NA | 3311 | - | NA 3355 - | NA [3294 |- st st st st | st / -] -|-|NA|NA|NA|NA|T]|D
bretonne
-(NC 3132 | 3374 | + R op
2022 | 3300 | Padlla RTRH (Paella) Hd |-d |[Hd|-d|onTSYEA | - | NA | 3341 [-| NA | 3339 | - | NA |3309|-| NA [3313 |- | +spp | st H-d - L.inno -] - NA NA | NA|1[b
(1) NA
x5/plate) N/A 3290 | -
2022 | 3301 | Crodue veggie | RTRH (Tomato, st |- |- |st] | oNm | 3324 || NA | 3306 | - | NA [ 3335] - | NA 3344 || - st st - - / - -] -] - NA[NA|NA|NA]T]D
tomates cereals)
2022 | 3303 | Nuggets cuits Nuggets st |- | - |- / - NA | 3332 |- | WA | 3344 | - | NA 3302 -] NA [3302]-] - st - - |- / - [ [-T-INA[NA[NA|NA T[]
2022 | 3306 | Feuillete jambon- | RTH (Puff ham, -] - - / S| ONA | 3415 [ | NA | 3432 | - | NA |3492| - | NA [ 3476 |- | - st - - |- / - |-|-l-|-|-|NA|NA|NA|NA|1]|D
fromage cheese)
Pépites fromage ail
2022 3307 |etfines herbes | R (Nuggetsherbs |y o Ly | oo [+ | 3075 | 3453 |+ | 3852 | 3532 | + | 3047 | 3570 | + | 3873|3552 |+ | T |+ W | HY |4 | Lmono #l+|+|+|+|Pa|PA|PAlPAl1]D
panées and cheese) +spp W) L.inno
2022 | 3308 | Nuggets de saumon | Salmon nuggets H+ + [ H+ Lmono |+ | 2773 | 3258 | +| 2774 3234 |+ | 2715 3233 | + | 27.05 3198 | + H+ H+ + L.mono i PAJPA|PA|PA[1]D
2022 | 3309 [ Nuggets de saumon | Salmon nuggets H+ + [ H+ Lmono |+ [ 2450 | 33.00 | +| 24.34 3205 | + [ 2644 | 3197 | + | 26.67 | 3207 | + H+ H+ + L.mono + PA|PA|PA|PA[1]D
2022 | 3310 | Nuggets de saumon | Salmon nuggets st - - |- / - | 4095 | 3274 [+ [ 3857 3324 | + | 3977 [ 3343 + ]39.02|3344 |+ H+ H+ + L.mono +|+|[+|+|PD|PD|PD|PD|1]b
2022 | 3311 | Légumes ratatouile | 517 Lo9°E00® st [st|st|st|] / |-| wA | 3302 |-| NA | 3400 |-| NA [3336|-| Na |3303]-| - | s : - - / Ll -] Na | Na|NA | NA|T|D
2022 | 3314 S:fq“d'e'f Saint- | RTRH (scallop) - - / | NA | 328 [-| WA | 3320 | - | NA [3338]-| NA |3283|-| - st - - | - / - |-|-|-|-|-|NA|NA|[NA|NA|1|D
Gratin de choux RTRH (Cream
2022 3315 | fleurs créme fraiche | ol <58 - st] - |- / - NA | 3326 [-| NA | 338 | - | NA |3359|-| NA [3320]-| - st - - - / -l -{-l-]-|-|[NA|NA|NA|NA|T]|D
et emmental
3531 | 3480 |+
2022 | 3317 | Paniers tartiflette | 1 (7 uff ham, H- |+ | H- |+ | Linmo |-| NA | 3403 | -| NA | 3430 | - | NA |3478| - | NA | 3432 |- | +spp | + H- H- | + | Limno el PP Na | NANA D
cheese) NA
NA | 33.86 | -
2022 | 3461 Ig::: poularde- zzgh(rzgfr;;’h'c"e”’ He |+ | He |+ | Lmono |+| 3159 | 3216 |+ | 3185 | 3252 | + | 3206 |3370 | + [ 3219 | 3357 |+| + + He He | + | Lmono s|+|+|+|+|Pa|PAlPAlPAl1]D
2022 | 3463 | Paélla RTRH (Paella) - - st - / - NA [ 3171 [ -] NA | 3210 | - | NA 3241 ] - | NA [ 3221 -] st st - st | st / - |- -[-[-T-INA[NA[NA|NA 1D
2022 | 3464 | Padlla RTRH (Paslla) st st st / - NA | 3203 [-| WA | 3225 | - | NA 3241 -] NA [3222]-]| - st - -~ st / ~ - [-[-T-INA[NA[NA|NA[T]D
2022 | 3465 | oo S oy RS | e | e e[| Lmono || 3352 | 3186 |+ | 374 | G229 |+ | sas2 |32t | % | st {3236 [+| + | H+ He | + | Lmono 4| +|+]+|Pa|Pa|PAlPAl1]D
N/A | 3185 | -
2022 | 3469 | Buffalo wings Chicken wings st | st| st |st / | 3893 | 3210 |+| 3812 | 3215 | + | 4214 | 3234 | + | 3962 3293 |+ | + + H+ He | + | Lmono sl+«|+|+|-[PD[PD|PD|NA|1]|D
N/A | 33.26 | -
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COMPOSITE FOODS

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
Reference method: ISO 11290-1* 1:10 with LSB Il Broth -18h at 37°C
iQ-Check Listeria monocytogenes Il
2 . . i o Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS = | | Finalresult Agreement Ref/Alt
N Y o B R L AREE = 2 nEL A APF Fast APF Fast Confirmation 3 |S =
s | E roduct CFX96 CFX0 CFX96 CFXO0 o | El w > &
3 ] Product pus pus E| who w
5 | @ | (Frenchname) Half Fraser | Fraser Deep Well Deep Well Deep Well Deep Well £| FoRs | FoRs | WOFDRS | WFDRS | 5 =
3 = o
N - e & = = = = = =
Identifi- | = S & = = | = HEIEIEEIEREEEEE RS
= = - - - - | L~ - - "
3 |§|3(8 e (& S| S5 S| S |3 2S5 S|S|823|53| € |2|S| e |3 |2sEs|de|sls|E
o 2|0 |2 = o ¥l = O 4 = O (@] = O |glacs|aes = = | 5 cation ¥ | & X|OlX|elX|O9|X]|©O
o a i w L w o (o — =z o il o] x| of x| it > [ <
< <g < © Ol | O] wf O i O (M
o o o (&) (&) (&} (&)
2022 | 3471 | Calette soja- RTRH (soyatomato, |\ 1 g L e | o |- | Na | 3189 [ -] NwA | 3204 | - | N [3231] - | na | 3212] -] - : : - / ol -f-|Na|NA[NA|NA|T]|D
tomates-basilic basilc)
2022 | 3472 | Pallasson de RTRH (cheese and A / | 3138 | 3542 | +| 3126 | 3478 | + | 3075 | 3338 | + [ 3079 3333 [+| + + He He | + | Lmono +|+|+|+|+|PD|PD|PD|PD| 1|0
légumes vegetable)
2022 | 3473 Eﬁj:ﬁg‘;fesqaa'a RTRH ( st |- |st]- /|- na | 3236 [ -] N | 3220 | - | A 3267 | - | NA | 32m2 |- - st : - | s / S e- -] Na{NA|NANA] D
2022 | 3474 | Padlia RTRH (Paella) st |- | - |- / - WA [ 3200 [-| WA | 3249 | - | NA [3209] - | NA [3238 -] - - - S / - - T-[-[-T-INA[NA[NA[NA[1]D
+spp
2022 | 3671 | Gordonbleude | RTRH (Ham and He |+ | H [ +| Lwelsh |-| 3798 | 3289 |+ | 3811 | 3221 | + | 3799 | 3258 | + | 3945 [ 3289 [+ | x5 | + |H-ixHeH-| H- | + | LmOn0 +|+|+|+|+|PD|PD|PD|PD|1|D
dinde cheese escalope) +1+spp L.welsh
2022 | 3672 | Paletfromagede | RTRH (Paletofgoat | | | | _ / | onm | 3259 [ | NA | 3319 | - | NA 3226 | - | NA 3332 |- - : : 2 - / - -]-l-]-|Na|{NA[NA|NA] 1D
chévre cheese)
2022 | 3674 | Panini kebab Pannini kebab He | + | H+ | +| Lmono |+ | 2689 | 3269 | +| 27.01 | 31.74 | + | 2541 | 3172 | + | 2576 | 3150 | + | + ¥ H+ Ht | + | Lmono [+ [«[+«[+[PA[PA[PA[PA 1D
2022 | 3575 | Nuggets saumon | Salmon nuggets He | + | H+ | +| Lmono | +| 2475 | 3251 |+ | 2441 | 3132 | + | 2399 | 3184 | + | 2431 | 31.33 | + | + ¥ H+ He | + | Lmono v [+ |+]|+|+|PA[PA|PA|[PA[1 D
2022 | 3676 | Nuggets saumon Salmon nuggets H+ + [H+ [ +] Lmono | +] 23.88 | 3199 [+ [ 23.99 3135 | + | 2487 [ 3163 | + | 2514 [ 3172 | + + + H+ H+ + L.mono +[+[+]|+]|+|PAJPA|PA|PA|1]D
Palet choux-fleur RTRH (Palet of
2022 | 3677 | 25 00 cauliflower and He | + [ He | +| Lmono |+| 2536 | 3165 |+ | 2567 | 3226 | + | 2504 | 3233 | + | 25907 [ 3270 | +| + ¥ H+ He | + | Lmono s+ [+]|+|+|PA|PA|PA|PA|1]D
broccoli)
2022 | 3678 | Brunoise RTRH (vegetables, A / | onm | 3281 || NA | 3303 | - | NA [ 3275] - | NA 3320 |- - : : 2 - / - --l-]-|Na|{NA[NA|NA] 1D
méridionale cream)
2022 | 3470 | Pate & quiche Raw dough HeH- | + Tl " LL'%’;" +| 3149 | 3202 [+ | 3139 | 3215 | + | 3268 | 3358 | + | 3256 | 33.79 | + | +/+spp | + HtH- | HeH-| + LL'%’;" #|+|+[+|[+|PA|PA|PA|PA|1]cC
2022 | 3807 | Tortilla Tortilla HiH- | + *I*_"" " LL%ZO +| 2407 | 3178 |+ | 2431 | 3207 | + | 2407 | 3113 | + | 2420 | 31.44 | + | +1spp | + HeH- | HeH-| + LL%ZO #|+|+]|+|+|PA|PA|PA|PA|1]c
2022 | 3808 | Tortilla a I'oignon | Onion tortilla st | st st |st / - | 2710 | 3334 |+ | 2709 | 3346 | + | 2641 | 3355 | + | 2613 [ 3276 |+ | + ¥ H+ HeH- | + LL'%’;" +|+|+|+|+|PD|PD|PD|[PD|1]c
2022 | 3809 |Choux chantilly | Pastry HeH- | + T—|+/ " LL'%’;" +| 2016 | 3224 |+ | 2922 | 3228 | + | 2858 |31.99 | + | 28.88 | 3242 | + | +/+spp | + HeH- [ HeH-| + LL'%’;" +|+|+|+|+|PA|PA|PA|PA|1]cC
2022 | 3819 | Charlotte Pastry He |+ [He |+ | Lmono |+ 3105 | 3228 | +| 3141 | 3326 | + | 30.85 | 3254 | + | 3108|3320 | + | +ispp| + HeH- | Hem-| + | Lmono s|+|+|+|+|pPa|Pa|PAalPAlt]c
framboise L.inno
2022 | 3811 | lle flottante g::;g::’ based HeH- | + T—|+/ + LL”;ZZ;’ +| 2796 | 3200 |+ | 2804 | 3210 | + | 2801 [3174 | + | 2855|3257 |+ | + + He He | + | Lmono #|+|+|+[+|PA|PA|PA|{PA|1]C
2022 | 3812 | Mousse au Confectionary e |+ | Mo | Lmono 1ot ayse | 3335 [+ | 3120 | 3371 | + | 31.86 [ 3500 | + | 3162 | 3557 |+ |+hsspp| + HeH- | HeH-| + | Lmono s|+|+|+|+|pPa|Pa|PAalPAlt]c
chocolat (chocolate) H- L.inno L.inno
2023 | 111 | Tortila Tortilla st | st| st |st / - NA [ 3254 |- | NA | 3208 | - | NA [3272] - NA [3236]-] s - - B / - - T-[-[-T-INANANANA 1]
2023 | 112 | Tortila au chorizo | Chorizo tortilla st | - | st |st / | WA [ 3307 |-| WA | 3218 | - | NA |3286| - | NA | 3337 ] -] - - - N / ~ - T-[-T-T-[NA[NA[NA[NA T
2023 | 113 | Tortila a l'oignon | Onion tortilla st | st | st |st / - WA [ 3344 |- | WA | 3351 | - | NA 3369 - | NA 3441 ]-] st st st st | st / - - -T-[-NANA[NA[NATT
-(NC on -(catalase,
2023 | 114 | Coupe profiterole | Pastry - | - |Hd|-] TSvEA |-| NA | 3362 [-| NA | 3361 | -| NA |3255| - | NA [ 3345 |- |+sppd| +d H-d Hd | - | Gam- | - |-|-|-|-|-|NA|[NA|NA|NA|1]C
x5) x5/plate)
2023 | 115 | Créme anglaise Custard st - | st |st / - N/A 3259 | - N/A 32.69 - NA 13203 ] - | NJA [3270 | - st st st st st / - -l -]-[-]-|NA|NA|NA|NA|1T]|C
2023 | 116 | Mousse citron Lemon mousse st st | st [st / - N/A 3566 | - N/A 34.42 - N/A 35.65 | - N/A | 3459 | - st st - st - / - - --f]-]-]NA|[NA|NA]|NA|1
2023 | 117 | lle flottante g::;ae;td based st | st st |st / -l NA | 3302 |- NA | 3281 | - | NA [3275] - | NA [ 3309 ]-] st st st st | st / - | -]---[-|NA|NA|NA[NA|1]cC
Mousse chocolat NA | NA |i-] NA | NA |,.| NA | NA [..] VA | NA [iF
2023 | 118 noir Chocolate mousse st st | st |st / - NIA* 3300 | * N/A* 3235 il- NA* | 3281 il- nA* | 3320 | % st st st st st / - -l -1-[-]1-|NA|NA|NA|NA|1]|C
2023 | 119 | Gateau tutti frutii | Pastry st | st| st |st / - WA [ 3256 |- | NA | 3274 | - | NA [3231] - | NA | 3281 -] s st st st | st / - - T-[-[-T-INA[NANA[NA [T
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COMPOSITE FOODS

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
Reference method: ISO 11290-1* 1:10 with LSB Il Broth -18h at 37°C
iQ-Check Listeria monocytogenes Il
2 . . i o Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS = | | Finalresult Agreement Ref/Alt
2 g . B R L AREE = 2 nEL A _ APF Fast _ _ APF Fast _ Confirmation 2 é 2
8 s Product FX96 FX Opus FX96 FX Opus w | E| wo w 2 2
5 | @ | (Frenchname) Half Fraser | Fraser Deep Well Deep Well Deep Well Deep Well £| FoRs | FoRs | WOFDRS | WFDRS | 5 =
5| = 8
= = |dentifi- % =4 o = = =3 = 3 =3 = 3 o = éj ‘§j j:l\ = gl- = 2 % % % % % % % %
< § < § caion || 2 o z 2 © g 2 o z 2 o g S2| 32 =] =3 Z/ Identifi- z %8 2lol 8| Ele| 8
o =| 9| < Q |l < © @ < O || = O |glecs|a2S A ~ 5 cation r | Sl XX X || XxX|©
S ol =7 o e B e - N = 55 5% 5| 8|6 |x
P P & o o o o
2023 | 515 | Choux chantilly Pastry st |- - |- / | WA [ 3257 |- | WA | 3246 | - | NA [3318] - | NA | 3249 -]| s st st st | - / - 1-[-T-NA|[NA[NA|NA 1
2023 | 516 | Tartelette citton | Lemon tartlet st | st | st |st / | WA [ 3250 |- | WA | 3248 | - | NA [3311] - | NA | 3347 -] - st st st | st / - [ T-[-[-T-INA[NANANA [T
2023 | 517 | Mousse auchocolat | oo mousse N / | oNA | 3372 | -] NA | 3424 | - | NA 3323 ] - | NIA | 3401 | - | +sppd | st H-d Hd | - | c(Cam- o [ NA | NA [ NA | NA] TG
al'ancienne x5/plate)
2023 | 750 | Pate feuilletée Raw dough - - -1 / - | NA | 3406 |- | NA | 3449 | - | NA |3488| - | NA [3502]-] - - - N / ~ [ -T-[-[-T-[NA[NA[NA|NA 1]
2023 | 813 I‘;’S;“ne“f'e"g'a'sea Custard Ht | + | H+ | +| Lmono |+]| 2660 | 3304 |+ | 2615 | 3252 | + | 26.06 | 3200 | + | 2603 | 3211 |+ | + " H+ He | + | Lmono #|+|+]|+|+|PA|PA|PA|PA|1]C
2023 | 814 | Mousse fraise Strawberry mousse | H+ | + | H+ | + | Lmono | + | 30.87 | 3470 | + | 30.00 | 3530 | + | 2853 | 33.98 | + | 28.33 | 3555 | + | + ¥ H+ H+ | + | Lmono v [+ [+ [+ [+ [PA[PA|[PA[PA [T
2023 | 815 | Eclair au chocolat | Pastry He | + | H+ | +| Lmono |+ | 2474 | 3189 | + | 2448 | 3147 | + | 2437 | 3154 | + | 24.36 | 32.16 | + | + ¥ H+ He | + | Lmono v [+ |+]|+|+|PAPA|PA|PA|1]|c
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iQ-Check Listeria monocytogenes Il
2 . . i o Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS = | | Finalresult Agreement Ref/Alt
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Chiffonnette hall
2022 | 3760 |techno production | Wipe aftercleaning | | |y | 4 | L;ono |+ | 37.55 | 3236 |+ | 3845 | 3287 | + | 3808 | 3210 | + | 3864 [3211 |+ | + | 4 H+ He | + | Lmono #|+|+|+]+|Pa|PA|PA|PA|2]a
paté fini (porc) process
aprés nettoyage
Chiffonnette grille Wipe after cleanin L.mono 2
2022 | 3761 | siphon VHS 19 nfcess g H- | + | H- |+ | Limmo |- | 3733 | 3239 |+ | 37.22 | 3250 | + | 36.76 | 3257 | + | 3848 | 32.78 | + | +/+spp | + H¥H- | HeH- | + e +|+|+|+|+|PD|PD|PD|PD a
aprés nettoyage P '
Chiffonnette VHS2 2
table transfert Wipe after cleanin
2022 | 3762 | environnement nfcess 9 | M+ |+ |Ht|#]| Lmono |+| 2704 | 3175 |+ | 2846 | 3198 | + | 2694 | 3158 | + | 2835|3201 |+ | + + H+ H+ | + | Lmono +|+|[+|+|+|PA|PA|PA|PA a
carné, apres P
nettoyage
Chiffonnette 2
2022 | 3763 | POmPe production | Wipe before He |+ | He |+ | Lmono |+| 3538 | 3243 |+ | 3572 | 3251 | + | 3540 | 3252 | + | 3567 | 3264 |+| + + He He | + | Lmono s|+|+|+|+|Pa|PAlPAlPA| |a
créme glacée cleaning process
avant nettoyage
Chiffonnette 2
2022 | 3764 | POMPe production | Wipe after cleaning | oy | o | o | / S| ONA | 3227 [-| NA | 3264 | - | NA [3247 |- | NA | 3204 [-| st | st st st | st / - | -|-|-|-|[-|NA|[NA[NA|NA| |a
creme glacee process
aprés nettoyage
Chiffonnette
2022 | 3765 f'?"."°""eme"t Wipe before Ht | + [ He | +| Lmono |+| 2984 | 3214 |[+] 3021 | 3198 | + | 2017 |31.91 | + | 3013 [ 3218 | +| + ¥ H+ Ht | + | Lmono +|+|[+]|+|+|PA|PA|PA|PA|2]a
aitier avant cleaning process
nettoyage
2023 | 524 | Chiffonnette surface | Wipe before dleaning | o 1 g | ¢ {st| ;|| NA | 3287 [-| NA | 3275 |- | Na |3240 [ - | NA [3240 |- | st | st st st | st / < l-l-|-]-|-|Na|NA|NA|NA|2]a
tapis trancheur process
Chiffonnette Hall
2023 | 525 | techno, patefine | Wipe after cleaning st |st|st|st| 7/ | NA | 3263 [-| NA | 3235 [ - | NA [3257 |- | NA [3282]-| st | st st st | st / - |-|-|-|-|-|NA|NA|NA|NA|2]a
porc apres process
désinfection
Chiffonnette de
2023 | 723 | Surface reception | Wipe aftercleaning | | 4 |y | 4| Lmono |+ | 3201 | 3315 |+| 3143 | 3225 |+ | 3115 3303 | + [ 3120 3215 |+ | + + H+ He | + | Lmono +l+[+[+[+|PA|PA|PA|PA|2]a
UPM, aprés process
nettoyage
Chiffonnette de
2023 | 724 |Surfacetablede | Wipeaftercleaning | o | g | g 1| ;|| Na | 3312 [-| Na | 3250 |- | Na |3302(-| NA [3278 |- | st | st st st | st / < l-l-|-]-|-|Na|NA|NA|NA|2]a
fagonnage brioche | process
aprés désinfection
Chiffonnette
prélevement de Wipe before cleaning L.mono
2023 | 757 |surface oS H- | + | H- |+ | Lwelsh |-| 2886 | 3168 |+ | 3200 | 33.01 | + | 2886 |31.68 | + | 32123330 [+ | + ¥ HHH- R+ | +|+|+|+|+|PD|PD|PD[PD|2]|a
environnement P '
bovin
2003 | 758 | oo surace g g, st |st|st|st|] / |-| na |25 |-| NA | 3336 |- | NA |3253 |- | NA |s3ea -] st | st st s |st| -l NaNANA|NA|2]a
* Analyses performed according to the COFRAC accreditation
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PRODUCTION ENVIRONMENTAL SAMPLES

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
Reference method: ISO 11290-1* 1:10 with LSB Il Broth -18h at 37°C
iQ-Check Listeria monocytogenes Il
2 . . i o Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS = | | Finalresult Agreement Ref/Alt
N Y o 1:10 with Half Fraser - 24h at 30°C APF Fast APF Fast Confirmation § _% =
& | E roduct Product CFX96 CFX Opus CFX96 CFX Opus | E[wo [ w S &
5 | @ | (Frenchname) Half Fraser | Fraser Deep Well Deep Well Deep Well Deep Well £| FoRs | FoRs | WOFDRS | WFDRS | 5 =
3 = o
N - e & = = = = = =
Identifi- | = S & -y = | = Zlz|a|lzalz|a|=z|o
= = - - - - | L~ - - "
3 |5|3(3 o (& S| S5 S| S5 2|33 2|S 35323 € |&|| e | F(is 25| E|s|E
o z|° |3 = O ¥l = O & = o | gl = O |gleas|as = = | & cation ¥ | & X|OlX|elX|O9|X]|©O
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g:\llfifrzrrllrrllzttr:ent Wipe before N/A | 3301 | - ' L.mono
2023 | 822 | V! . Ht | + | He | +| Lmono |+ | 3766 | 3274 |+ | 3690 | 3259 | + | 3570 | 3284 | + | 4079 | 3268 | + | (B)+sp| +d(5) | H+(7yH- | H- | + ' #|+[+]|-|+|PA|PA|ND|PA|2]a
végétal avant cleaning process L.seel
3588 | 3313 | + p
nettoyage
Chiffonnette
environnement Wipe before +/+s| L.mono
2023 | 823 | laitier (production pe H+ + | Ht | + L.mono + | 33.27 3276 |+ | 33.84 32.55 + | 3313 | 33.04 | + | 3372|3225 | + pp + H+ H+ + ) +[+|+|[+|+|PA|PA|PA|PA|2]|a
cleaning process d L.seel
glace) avant
nettoyage
Chiffonnette
2023 | g24 | CnVironnement - Wipe before He@) | + [He [+ Lmono |[+| NA | 3313 |- | NA | 3270 | - | NA |3342|-| NA | 3287 | - | +spp | + H- H | + | Lseel | - |-|-|-|-|-|ND|ND|[ND|ND|2|a
porc (production | cleaning process
paté)
Chiffonnette pompe Wipe before cleanin
2023 | 955 | créme glacée avant ropcess g st st | st |- / - N/A 3312 | - N/A 3333 | - N/A | 3382 - | NA |3338 | - st st st st st / - -|-f-|-]-|NA|NA[NA[NA|2]a
nettoyage P
Chiffonnette table Wipe before cleanin
2023 | 956 | créme glacée avant ropcess g st st | st st / - N/A 3353 | - N/A 33.23 - NA 13329 - | N/A | 3304 | - st st st st st / - -|l-]-|-|-[NA|NA|NA[NA|2]|a
nettoyage P
Chiffonnette
2023 | 957 | environnement | Wipe after cleaning st |st|st|st| 7/ | NA | 3305 [-| NA | 3300 [ -| NA [3339]-| NA [3266]-| st | st st st | st / - |-|-|-|-|-|NA|NA|NA|NA|2]a
laitier apres process
nettoyage
Chiffonnette TA8 Wipe after cleanin
2023 | 958 | arbre couteaux, ropcess 9 st st | st | st / - N/A 3366 | - N/A 32.80 - N/A 3315 | - N/A | 3311 | - st st st st st / - -]l -|-[-]-|NA[NA|NA|[NA|2]a
aprés nettoyage P
Chiffonnette local Wioe after cleanin
2023 | 959 | plonge aprés ropcess g st | st| st |st / | oNnAa [ 3313 |- NA | 3302 | - | NA |3331]-| NA [ 3311 ] -] st st st st | st / - | -|-|-|-|-|NA|NA|NA|NA|[2]a
nettoyage P
2023 | 526 g‘;%htf;gg;]?;” Wastes (Fish) st | st| st |st / | oA | 3246 |- | NA | 3227 | - | NA | 3254 - | NA [ 3218 ] - s st st st | st / - | -|-|-|-|-|NA|NA|NA|NA[2]D
2023 | 527 | Dechet poisson Wastes (Fish) He |+ | He [ +| Lmono |+ 3501 | 3200 |+ | 3649 | 3233 | + | 3632 | 3271 | + | 3845 | 32.23 | + | +1+spp | + HeH- | HeM-| + | Lmono #|+|+|[+|[+|PA|PA|PA|PA|2]0D
Scan 4 trancheur L.inno
2023 | 528 | Déchet viande Wastes (Meat) st | st st |st / - wA 3208 |- NA | 3273 | - | NA [3303] - | NA [ 3236 -] st - st st | st / - - T-T-T-T-Ina[NaA|NA|NA |20
2023 | 529 |Dechetcaséinate, i,y o (Meat) I / | NA | 3207 || NA | 3274 | - | NA |3386]-| NA [3326]-] - st - - - / |- ---[-|NA|NA|NA|NA|2]D
production de paté
2023 | 715 | SO wates (M) -l - st]st] /0 |- NA | 3334 || NA | 3275 | - | NA [ 3345( - | NA | 3252 |- - . - - | - / - --]-]-|-|NA[NA|NA[NA|2]D
Déchets miettes de
2023 | 716 | mélangeur volaile | Wastes (Meat) st st | st |- / - N/A 3331 | - N/A 32.73 - N/A | 3363 [ - | NA |3259 | - - - st st - / - -l -]-|-|-[NA|NA|NA[NA|2]|D
sortie peseur
2023 | 725 | DSCRIVIANAE | yastes (Meat) He |+ | He |+ | Lmono |+ | 4159 | 3578 |+ | 37.96 | 3339 | + | 3802 |3499 | + | 30.84 | 3483 | + |+Mspp | + e [ HeH- | e | Lmon #l+[+[+[+|PA|PA|PA|PA[2]D
2023 | 726 | SCRVIANE | wates (Meat) He |+ | He|+| Lmono |+| 3455 | 3346 |+ | 3286 | 3235 |+ | 3467 | 3272 | + | 3397|3240 |+ | + | + H+ He | + | Lmono |+ |+ [+[+|Pa|Pa|PalPal2]b
2023 | 727 |Déchetsde iy ctes He |+ | He |+ | Lmono |+| 3244 | 3377 | +| 3041 | 3265 | + | 3090 |3420 | + | 3108|3251 |+ |**PP| 4 H+ He | + | Lmono +|+|+|+|+|PA|PA|PA|PA|2]D
production biscuit d L.seel
2023 | 728 |Déchets saumon | Wastes (Salmon) H+ + | Ht |+ | Lmono |+ | 33.31 3313 | +| 3152 3233 | + | 3154 | 3329 + | 31923229 | + + + H+ Ht | + L.mono +|+|+|[+[+|PA[PA|PA|PA|2]|D
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ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
Reference method: ISO 11290-1* 1:10 with LSB Il Broth -18h at 37°C
iQ-Check Listeria monocytogenes Il
2 . . i o Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS = | | Finalresult Agreement Ref/Alt
N Y o 1:10 with Half Fraser - 24h at 30°C APF Fast APF Fast Confirmation § _% =
& | E roduct Product CFX96 CFX Opus CFX96 CFX Opus | E[ wo | w =
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N - e & = = = = = =
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2023 | 729 325235525?2& Wastes (Fish) Ht | + | H+ | +| Lmono |+| 3391 | 3366 |+ | 3152 | 3248 | + | 3268 | 3333 | + |3298 3274 | +| + ¥ H+ Ht | + | Lmono +|+[+]|+|+|PA|PA|PA|PA|2]D
2023 | 759 | Déchets truite Wastes (Trout) st - | st |- / - | 3332 | 33.05 |+ | 338 | 3321 | + | 3332 [33.05| + | 33.81 |33.92 |+ + + H+ H+ | + L.mono +|+|+|[+|[+|PD[PD|PD|PD|2]|Dh
2023 | 760 | Dechetehutesde e (Saimon) st |st|-|-| / |-| na |28 |-| NwA | 3339 |- | NA |3288[-| NA |s3ss|-| - | s : s |st|  / b NaNA [ NA N[ 2]
parage saumon
2023 | g25 | Dechets découpe | yogioq (Meat) He- |+ [ e | LMoo | a5 | 3345 | +| 3600 | 3258 | + | 4097 | 3283 | + | 4248 | 3368 | + | +spp| + HeH- | HeH- |+ | Lmono #+|+|+]+|Pa|Pa|PAlPA|2]b
viande H- L.inno L.inno
2023 | 826 | Déchets caseinate |y oo (Meat) e |+ [T [ | Lmono bt ai7a | 3304 |+ | 3005 | 3237 | + | 3246 | 3444 | + | 3239 | 3380 |+ | PP 4 He He | + | Lmono s+ |+|+|+|PA|PA|PA|PA|2]D
production paté H- L.welsh d L.welsh
2023 | 827 | Déchets sardines | Wastes (Sardine) st st | st [st / - N/A 3311 | - N/A 32.71 - N/A 13298 | - | N/A | 3267 | - st - st st st / - -]l -]-|-|-|[NA|NA|NA[NA|2]|D
2023 | 960 Eg:i*:::"'a“de Wastes (Meat) He |+ | H-|+]| Limo |-| NA | 3337 |-| NA | 3360 | - | NA |3330|-| NA [3308 || +spp | + H- He | + | Linno | - |-|-|-|-|-|NA|NA|NA|NA|2]D
2023 | 961 |Déchets saumon | Wastes (Salmon) | H+/H- | + I-:/ + LL"Z;'L" +| NA | 3467 |- | NA | 3438 | - | NA [3812|-| NA [37.05|-| st | st st st | st / - |-|-|-|-|-|ND|ND|[ND[ND|2|D
2023 | 962 | Déchets sardines Wastes (Sardine) st st | st |[st / - N/A 3267 | - N/A 32.36 - NA 3239 - | NA | 3207 | - st st st st st / - - -f[-|-]-|NA|NA[NA[NA|2]|D
2023 | 963 | TSP | Wastes (Meat ol -l 7 |- wA [ ssa || NA | 3314 | - | NA [3506- | NA 3a21]-] st | st : - - / Ll -] Na|Na|NA|NA 2D
Eau de process
2022 | 3759 | fabrication paté Process water H- + [ H- |+ L.inno - N/A 3257 | - N/A 32.97 - N/A | 3254 | - | N/A | 3244 | - | +spp + H- H- + L.inno - -|-f-|-]-|NA|NA[NA[NA|2]|¢C
fini
2023 | 3766 | EaU de MNGa0E PR- 1 pin i water st [st|st|st| / |-| na |[3245 || Na | 3243 | - | Na o [3264| - | Na [3209 |- | st | st st st | st / - -] Na|Na | NA[NA|2]C
eau laveur extérieur
Eau de process
2023 | 530 :"L:’ti‘;j:ﬁque Process water He |+ | H- |+ | Linno |-| NA | 3269 [-| NA | 3236 |- | NA |3262]-| NA [ 3252 |- +spp | + H- H- | + | Linno - |-|-|-]-|-|NA|NA[NA|NA|2]C
industrie poisson
Eau de process
2023 | 531 | environnement Process water st - | st ] - / - N/A 3292 | - N/A 32.29 - N/A | 3267 | - | NA | 3299 | - - st - st - / - -|-f-|-]-|NA|NA[NA[NA|2]|¢C
laitier
Eau de ringage
2023 | 532 | production mousse | Rinsing water st st | st st / - N/A 3264 | - N/A 3265 | - N/A 13290 [ - | N/A | 3247 | - st st st st st / - -l -]-|-|-[NA|NA|NA[NA|2]|¢C
de foie
Eau de process
2023 | 717 |filteuse Wastes (Meat) st st | st |st / - N/A 32.83 | - N/A 32.54 - NA 3312 ] - | NA [ 3275 | - st st st st st / - -{-1-[-]1-|NA|NA|NA|NA|2]|cC
environnement porc
Eau de process
sortie laveuse,
2023 | 730 environnement Process water H+ + | H+ [+ | Lmono |+ | 3225 | 3265 |+ | 3315 | 3219 | + [ 3024 | 3239 | + | 3046 | 32.08 | + + + H+ H+ | + L.mono +|+|+[+|[+|PA|[PA|PA|PA|2]|C
volaille
Eau de process
2023 | 731 | environnement Process water H+ + [H+|+| Lmono |+ | 3375 | 3410 [+ [ 30.53 32.21 + [ 3246 | 3399 | + | 3341 | 3337 | + + + H+ H+ + L.mono +|+|+|+[+|PA[PA|PA|PA|2]|C
laitier
Eau de process
2023 | 732 | environnement Process water st st | st st / - | 3425 | 3319 [+ | 3256 3292 | + [ 3210 | 3313 | + | 33.30 | 3186 | + + + H+ H+ + L.mono +|+|+|+[+|PD[PD|[PD|PD|2]|C
laitier
Eau de ringage 32.01 3227 | + PP
2023 | 733 | production galette | Rinsing water H+ + | Ht | + L.mono + N/A 33.35 | - N/A 35.20 - NA 3304 ] - | NA [3212 | - st st st st st / - -|-1-[--[ND ND ND|ND|2]c
végétale + algues N/A 3504 | -
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Eau de process
2023 | 734 | production de Process water H+ + | Ht | + L.mono + | 30.86 3273 |+ | 29.62 31.63 2980 | 3265 + | 29.82 | 31.63 | + + + H+ H+ + L.mono +[+|+|+|+|PA|PA|PA|PA|2]|C
steak végétal
Eau de process
2023 | 756 |Enronnement - process water st |st| - [st| 7/ | NA | 3279 [-| NA | 3333 [ - | NA [3279] - | NA [3333[-| st | st st st | st / - | -|--|-]-|NA|NA|NA|NA|2]C
laitier (fin de lavage
lait)
Eau de process s L_mono
2023 | 828 | environnement Process water H+ + [ H+ | + L.mono +| 3335 | 3338 | +| 33.53 32.91 + [ 33.05 | 3324 | + | 3341 | 3241 | + dpp + H+ H+ + Linno +|+|+|[+[+|PA[PA|PA|PA|2]|C
laitier )
Eau de process L.mono
2023 | 829 | environnement Process water H+ + | Ht | + Lsee/ + N/A 33.02 | - N/A 32.69 - N/A 3330 - [ NA | 3234 | - | +spp + H- H- + L.seel - -{-]1-[-]-|ND|ND|ND|ND|2|cC
végétal '
Eau de ringage H+/ L.mono L.mono
2023 | 830 |environnement Rinsing water Ht/H- | + ot L'welsh +| 3659 | 3315 [+ | 3627 | 3243 | + | 3915 | 3318 | + | 38.90 | 32.68 | + | +/+spp + H+/H- H+/H-| + L.welsh +[+|+|+|+|PA|PA|PA|PA|2]|C
carné ’ '
Eau de process
2023 | 964 lait Process water H+ + | Ht | +| Lmono |+ | 3439 | 3414 |+ | 3425 | 3418 | + | 3418 | 3394 | + [ 3351|3339 | + + + H+ H+ | + L.mono +|+|+|+[+|PA[PA|PA|PA|2]|C
Eau de process
2023 | 965 | environnement Process water st st | st st / - N/A 3327 | - N/A 33.13 - NA 3314 ] - | NA [ 33.06 | - st st st st st / - -|-f-|-]-|NA|NA[NA[NA|2]|cC
carné
Eau de process
2023 | 966 ?ear:\(;i'::nnement Process water st st | st |st / - | 3087 | 3266 |+ | 30.61 3221 | + | 31.01 | 3288 | + [ 3097 | 3259 | + + + H+ H+ | + L.mono +(+|+|+|+[PD|[PD|PD|[PD|2]|cC
carng)
2023 | 967 Eﬁfe‘:e Process | Process water st |- st]- / | NA | 3336 [-| NA | 3310 [ - | NA [3322]-| NA [3329]-| st | st st st | st / - | -|--|-]-|NA|NA|NA|NA|2]C
2023 | gpg | EAUUEPIOCESS b ocs water st [st{st|st| / |-| nA | 3365 |-| NnA | 38307 | - | NA [3284] - | NA [3347 ]| st | st st st | st / S]] NaNa[NA [ NA|2]c
dinde surgelée
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| DAIRY PRODUCTS

Reference method: ISO 11290-1* ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
1:10 with prewarmed LSBII Broth 20 h at 37°C
1:10 with Half Fraser - 24h at 30°C Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Subculture Final result Agreement
APF Fast APF Fast in Fraser Ref/Alt
? Confirmation broth 24h | § §
=2 Half Fraser CFX96 CFX Opus CFX96 CFX Opus at3rc | 8§ wo | cops | WO . =
& | E |Product Product Fraser DW DW DW DW (negative | = € | FDRS FDRS s g
S | @ |(French name) samples) § ‘é s
3] = ia =
$ ldenti- | pesuit e | e 38 = = = =
= = | fication of T S T S T S T ES | 8T = | Eo g.s % a % a % a % 9;
< | < |[<| o 3 = o 3 5 o S | S| © 3 | 5 : 2 = = | Identifi- =3
3 ; 3 ; = O g = O g = S g = O g 5§ 5§ éé_ Z:I‘é- %‘S cation Result g‘E § gl § gl § gl § gi
o o w — w — w - L — a ™ o™ = — | o — w | > | | > | o | > | <
< < (&) [T (@] (T (&) [ (&} [
@ o (&) (@] (@] (@]
Fromage au lait cru Raw cow milk
2023 | 1728 | de vache pate cheese H+ | + |H+| + L. mono + 3164|3422 | + | 32,32 | 33,58 + 3323|3324 | + (3451|3335 + + + H+ H+ + L monoc / + + + + + |[PA|PA|PA| PA |3]|a
cuite
2023 | 2742 | Merolles aulaiteru | Raw cowmik | o | g | gt | | - | 3265|3449 | + [3294 3585 | + [3323|3621 | + |3286(3606| + | + # | He | He | o+ | Lmono | +# |+ |+ |+ |+ |PD|PD|PD|PD|3|a
e vache cheese
. . N/A | 32,94 .
2023 | 2752 | Fromage aulaiteru | Raw goatmilk |y, ||y |y | ono |+ 4107|3282 | + | 4198 3299 | + |4244|3807 | + | NA | 3812 [ | Tl | FAME T T T mon / # |+ [+ |+ |- |PA|PA[PA[ND|3]a
de chévre 158 cheese NA | 3298 (x5) + (x8) | (x5) | (xb)
Fromage au lait cru | Raw goat milk N/A | 33,08 NIA | 32,97
2023 | 2783 | (e croess st| st |H+| + | Lmono | + | N/A |3308|--+| NA | 3246 | - |4129|3282 | + [42,73]3291 | + + + He+ | H+ | + | Lmono / + - | -|+ |+ |ND|ND|PA|PA|[3|a
4117 | 32,46 N/A | 32,78
Fromage au lait Raw cow milk
2023 | 1730 | cru de vache H+ | + |H+| + L. mono + 3397|3343 | + | 34,25 | 33,16 + 34,19| 334 + (34,46 33,65 | + + + H+ H+ + L mono / + + + + + |PA|PA|PA|PA |3|a
cheese
Reblochon
Fromage au lait .
2023 | 1731 | cru de vache R;“’““”“"k He | + |H+| + | Lomono | + [3169]3261| + |3211 (3271 + [3112|3276| + [3163|33,16| + + + He | He |+ L'L’”."”"/ / + + |+ | + |+ |PA|PA|PA|PA|3]a
Gorgonzola cheese .inno
Fromageau lait g oo N/A | 32,81 NA | 34,14 N/A | 32,88 N/A | 33,67
2023|1732 | cru de brebis pate | = 7 | - |H+| # | Lmono | + | NA|3767 |4+ | NA | 3243 | - | NA | 3662 | -+ | NIA | 34.32 |-+ | -(+X5) | - - - - | Lmono | - (+X5) + -l -] -|-|ND|ND|ND|ND |[3|a
persillée 40,57 | 36,78 N/A | 34,86 43,39 | 33,32 40,07 | 35,00
2023 | 1733 | Fromage aulait | Rawewemilk | |\, -\ 1y | | oo |+ 3600|3285 | + | 3722 | 3378 | + |3694[3278 | + |3922] 3426 | + + + Ht | H+ | + | Lmono / ¥ + |+ |+ |+ |PA|IPA|PA|PA|3]|a
cru de brebis cheese
Fromage au lait | N/A | 34,53 N/A | 32,57 N/A | 33,26 N/A | 33,12
2023 | 1733 | cru de chévre m“kgheese He | + [He| + | Lmono | + [39,32] 32,68 | -++| 38,08 | 32,66 | -++ | NA | 32,92 | - | N/A | 3281 | +--| + + H+# | H+ | + | Lmono / + -l -] -|-|ND|ND|ND|ND|3]a
Rocamadour 37,32 | 32,18 38,23 | 33,17 N/A | 33,15 N/A | 32,81
Fromage au lait Raw ewe milk
2023 | 1734 | cru de brebis h H+ | + |H+| + L. mono + 33,84 | 32,61 + | 35,05 | 34,31 + 34,77 | 32,84 | + [37,03| 3427 | + + + H+ H+ + L mono / + + + + + |PA|PA|PA|PA |3|a
fondant Cheese
Fromage au lait Raw qoat N/A | 37,1 N/A | 379
2023 | 1735 | cru de chévre m“kgheese | - [ H- | o+ | Lwelsh | - [4027] 32,88 | ++| NIA | 3277 | -+ |3815| 3404 | + |4208| 3457 | + + + He# | H+ | + | Lmono / + - | - |+ |+ |NA|NAIPD|[PD |3|a
Picodon 40,23 | 33,1 39,18 | 32,41
Fromage au lait cru .
2023 | 1729 | de vache Rawcowmik | 1 Lol v | Lo | - | A 3337 | - | NA T NA L N | 327 | - | NA 32| - | - + - |+ | Linno : - | - | - |NA|NA|NA|NA|3]a
c cheese N/A* | 32,99
amembert
2023 | 2741 | CoUomers au E:evés":‘” mik st - / - | NA (3823 - | NA [3914| - | NA| 399 | - | NA|4309[ - | - - - - - - - | - | - |- |NA|NA|[NA|NA|3]|a
Brie de Meaux au | Raw cow milk .
2023 | 2743 | i o vache | cheese st| st | st] st / - | NA[3823] - | NA | 387 ] - | NA|387 | - | NA|3BI]| - - + - - + L inno - - | - | -] -|NA|NA|[NA|NA|[3]|a
2023 | 2744 2"””5‘”” faitoru | Raw cowmilk | by e | - | WA | 343 | - | NA 3487 - | NA | 3392 | - | NA [ 3445 | - - + - - + | Linno - - | -] -] -|NA|INA[NA|NA|3]|a
e vache cheese
2023 | 2745 | Replochonaulait | Rawcowmik | o | o | g | g |/ - | NA 3373 - | NA | 31| - | NA 3402 - | NA[3391| - | - . - : |- - | - [NA|[NA|NA|NA|3|a
cru de vache cheese
Le grand caprin au | Raw goat milk
2023 | 2746 | a0 e chevie | cheese st| st | st]| st / - | NA[3312] - | NA |3313] - | NA 3304 - | NA | 331 | - - - - - - - -l - | -] -|NA|NA|[NA|NA|[3]|a
Rocamadourau | Raw goat milk NA | NA | I NA | NAT . . [NATNAT L[ NATNAT.,,
2023 | 274T | it cru de chévre | cheese st | st |st) st / © A 3321 | YT Ay 2ot | T | iar [ 33ast || A | 3095t |1 - - - - - - ||| |[NA|NA/NA|NA 3 a
* Analyses performed according to the COFRAC accreditation
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Bio-Rad

Reference method: ISO 11290-1* ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
1:10 with prewarmed LSBII Broth 20 h at 37°C
1:10 with Half Fraser - 24h at 30°C Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Subculture Final result Agreement
APF Fast APF Fast in Fraser Ref/Alt
? Confirmation broth 24h | § §
=l e Half Fraser CFX96 CFX Opus CFX96 CFX Opus at3°C | B | wo || cooe| Wo | oo |3
S | E |Product Fraser DW DW DW DW (negative | = £ FDRS FDRS g 8
z < Product = > o =
5 | @ |(French name) samples) | g 8 gF
& > . o=
e Identi- | pesult o o =8 = = = =
= = fication =3 o =4 o =4 o =4 o g - L= jy | E 7 8 = % a % a % a % 9;
< | < |[<| o 3 = o 3 5 o S | S| © 3 | 5 : 2 = = | Identifi- =3
2 S 8|S =G| 8|z |c| &|z|c|8|3|c |8 28 28|28|22|22| ain | Pt | EE | 8/5/8/5(8|5/8|8
o o w — w — w - L — a ™ o™ = — | o — w | > | | > | o | > | <
< < (&) [T (&) [T (&) [ (&} [
o o (&) (@] (@] (@]
2023 | 2748 | LiAette auaitor Rawcowmilk | o | o | g | / - | NA 3568 - | NA | 3626 - | NA 3638 | - | NA | 3563 - ; . . . . - . | - |- | -|NaA|NA|INA|NA[3]a
e vache cheese
Roves des .
2023 | 2749 | garigues au lait | AW goatmik | o gt | o / - | NA[3369] - | NA 3411 - | NA |[3465| - | NA | 3334 - - ; ; ; ; - ; - | - | -] -|NA|NA|NA|NA|3]|a
. cheese
cru de chévre
Saint Nicolas de la .
2023 | 2750 | Dalmerie au lait cru | RAW EWemilk | | | gt | ot / - | NA[3316] - | NA [3318] - | NA [3292] - | NA | 3282 - - ; ; ; ; - ; - | - | -] -|NA|NA|NA|NA|3]|a
de brebis cheese
Brie de Meaux au | Raw cow milk
2023 | 2751 | L e | chesse st | st | st| st / - | NA[3620] - | NA [3601] - | NA [3749] - | NIA | 3642 | - - - - - - - - - | -] -] -|NA|NA|NA|NA|3|a
Tomme de brebis .
2023 | 3703 | au lait cru au Rawewemik | | || . - | NA [ 3282 - | NA [3301] - | NA |3292] - | NA | 3348 | - - - - - - - - - | -] -] -|NA|INA[NA|NA|3]|a
romarin cheese
2023 | 3704 | Roouefortautat | Rawewemik |- - | NA[3304] - | NA [3325| - | NA|3320| - | NA|3304[ - | - - - - - - - - | - | - |- |NA|NA|[NA|NA|3]|a
cru de brebis cheese
2023 | 1723 | Laitcrude brebis | Raw ewemilk | H+ | + |H+ | + L. mono + 2487 | 321 + 247 | 31,7 + 2468 | 31,6 + [2528| 31,76 | + + + + + + L mono / + + + + + |[PA|PA|PA|PA|3|Db
2023 | 1725 | Laitcru de brebis | Raw ewemilk | H+ | + |H+| + | L mono | + |32,08] 32,61 | + | 3417 | 32,86 | + |3563] 32,52 | + |3648] 33,25 | + ¥ - ¥ ¥ + | Lmono J ¥ + |+ | + |+ |PA[PA[PA|PA|3]0D
2023 | 2934 | Laitcrude vache | Rawcowmilk |H+| + |H+| + | Lmono | + | NA |3373| - | N/A |3276| - | NAA 3369 - | N/A | 3345 | - - - - - - - - - | - -] -|ND[ND|ND[ND[3]D
2023 [ 1720 | Lait cru de vache | Rawcowmilk | H+ | + |H+| + | L mono | + |2879]| 331 | + | 2952 | 33,37 | + |2941| 3411 | + |30,26] 33,08 | + ¥ ¥ ¥ ¥ + | Lmono J ¥ + |+ | + |+ |PA[PA[PA|PA[3]D
2023 | 1721 | Lait cru de vache | Rawcowmilk | H+ | + |H+| + | L.mono | + | 32,2 3699 | + | 3331|3661 | + |3338]3631 | + |34,02] 3504 | + ¥ ¥ ¥ ¥ + | Lmono / ¥ + |+ | + |+ |PA[PA[PA[PA[3]D
2023 [ 1722 | Lait cru de vache | Rawcowmilk | - | - | - | - / - 325 331 | + | 3221|3316 | + |32,33|34,03| + |32,99] 33,66 | + ¥ ¥ ¥ ¥ + | Lmono J ¥ + |+ | + |+ |PD|PD|PD|PD|3]|0b
2023 | 1726 | Lait cru de chévre m‘(’ 9at |yl 4 | W | + | Limo | - |2948|3236| + |3013|3255| + |2974|3239| + |3077|3259 | + | + + L R L'Lml.‘,’;‘(’)/ / + |+ |+ |+ |+ |PD|PD|PD|PD|3|OD
2023 | 1727 | Lait cru de chévre m‘: goat 1yl 4 |He| + | Lmono | + |[3548| 329 | + | 3689 |3305| + |3334]3315| + |3428|3347 | + + + ¥ + + | Lmono / ¥ + |+ |+ |+ |PA|PA|PA|PA|3]|D
Beurre de baratte | Butter raw L.mono/
2023|3701 | 2 ourisé | milk . - 31413378 | + | 3132|3433 | + |[3114|3386 | + |31,04|3346 | + + + " + S it / " + |+ |+ |+ |PD|PD|[PD|PD|3]|D
2023 | 3702 | Beurre debaratte | Bulterraw -,y | w | o |- (2675|3302 | + | 2633 | 3247 | 4 (2628|3238 | + 2606|3272 | + |+ N N A N o B +# |+ |+ |+ |+ [PD|[PD|PD|PD|3]b
2023 | 1724 | Laitcru de brebis | Raw ewemik | - | - | - | - / - | NA 3304 - | NA [3293] - | NA[3295] - | NA | 333 | - - - - - - - - - | - [ - [ - INA[NA[NA|NA[3]D
2023 | 2821 | oM crue Rawcream | st | st |st| st / - | NA|3339| - | NA 3329 - | NA|[3352| - | NA[3328| - | - - - | - - - - - | -] - |- |[NA|NA[NA|NA[3]D
2023 | 2822 ferfn"i‘:rgr”e Rawcream | st | st | st | st / - | NA[3367] - | NA [3319] - | NA [3355| - | N/A | 3319 | - - - - - - - - - | -] -] - |NA|[NA|NA|NA|3]|D
F bl Cottage
2023 | 2823 | L TEOS PN | cheeseraw | st | st | st | st / - | NA 3662 - | NA [3556| - | NA|3705| - | N/A | 3605 - . . . . . - . - | - | - | - |NA|INA|NA|NA |3]|D
ait cru de vache .
cow milk
Cottage
2023 | 2824 | Faisselle au laitcru | cheeseraw | - | - | - | - / - | NA 3348 ] - | N/A [3369] - | NA[3315] - | NIA | 3367 | - - - - - - - - - | -] -] - |NA|[NA|NA|NA|3]|D
cow milk
2023 [ 2932 | Laitcrude vache | Rawcowmilk | H- | + | H-| + | Linno - | NA [3325] - | NIA 3347 - | N/A | 3368 | - | NIA | 3342 | - - - - - - - - - | - [ - [ - INA[NA[NA[NA[3]D
2023|2935 | Laitcrudevache |Rawcowmilk | st | st | st | st / - N/A | 33,11 - N/A | 33,06 - N/A | 3348 | - N/A | 33,26 | - - + + + + L.inno - - - - - - [NA[NA|NA|NA |3]|Db
2023 | 3536 | Lait ribot ;‘?lee”‘ed st| st |st| st / - | NA [3404| - | NA [3389| - | NA|3361| - | NA 38| - | - st | st | st | - - - - | - [ - | - [NA|NA|[NA|NA (3D
2023 | 3537 | Lait ribot r':fi’l[(me”ted - st - / - | NA (3512 - | NA [ 342 | - | NA|3401| - | NA 3437 [ - | - - - - s - - - | - [ - | - [NA|NA|[NA|NA (3D
Faisselle au lait Raw
2023 | 3705 | & fermented st | -] - - | NA[3326] - | NA [3334] - | NA[3308] - | NIA | 3401 - - st - - - - - - | -] -] - |NA|[NA|NA|NA|3]|D
milk
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| DAIRY PRODUCTS

Bio-Rad

Reference method: ISO 11290-1* ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
1:10 with prewarmed LSBII Broth 20 h at 37°C
1:10 with Half Fraser - 24h at 30°C Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Subculture Final result Agreement
APF Fast APF Fast in Fraser Ref/Alt
? Confirmation G §§
= 2 Half Fraser CFX96 CFX Opus CFX96 CFX Opus at 37°C ‘g S w/o W EDRS w/o WEDRS | 2
S | E |Product Fraser DW DW DW DW (negative | = £ FDRS FDRS g 8
z < Product = > o =
5 | @ |(French name) samples) | g 8 gF
& > . o=
$ tdenti- | pesult e | e 38 = = = =
= = | fication of T S T S T S T ES | 8T = | Eo g.s % a % a % a % 9;
< | < |[<| o 3 = o 3 5 o S | S| © 3 | 5 : 2 = = | Identifi- =3
2 S 8|S = |83 |c| & 3| |8 3|c 8|28 a8 |28/22 |22 i | Pt | EE (815858588
o a w - L - L - L — o o = — | o — w | > | | > | o | > | <
< < (&) [T (&) [T (&) L (@] [
o o (&) O O (&)
2023 | 3706 | Faissele au it oru | 2 ol st] oo st - - | N/A 3356 | - | NA [3393| - | NA [3304] - | NA [3433 | - - st - - - - - | -] - |- |NA[NA|NA|NA|3|D
fermented milk
Lait de vache 1/2 .
2023 | 2825 | écrémé Pasteurized | |\ |\ Ty | 4 | Lmono | + | NA[3307| - | NA [3326] - | NA|328| - | NAa|329| - | - - - |- - - - | -] -|-|ND|ND|ND|ND|[3]c
.oz cow milk
pasteurisé
Lait de vache 1/2 .
2023 | 2826 | écrémé Pasteurized | |\ |\ Ty | 4 | Lmono | + | NA[328| - | NA [3202] - | NA|3284] - | NA|3312| - | - - - |- - - - | -] -|-|ND|ND|ND|ND|[3]c
.oz cow milk
pasteurisé
Lait de vache 1/2
e:rsi?uerisé Pasteurized
2023 | 2827 gromatisé cow milk H+| + |H+| + L. mono + N/A | 34,03 - N/A | 34,13 - N/A | 3417 | - N/A | 3413 | - - - - - + L.seel - - - - - |ND|[ND|ND|ND |3|cC
mangue / fruit de flavoured
la passion
Fromage a pate
molle au lait Pasteurized .
2023 | 2828 pasteurisé de cow cheese - - | +d | +d | Lgrayi - 3294|3532 | + | 3328 | 36,07 + 130383322 | + (3054|3294 | + + + + + + L.monos / + + |+ |+ |+ [PD|PD|PD|PD |3|cC
vache
Fromage au lait Pasteurized
2023 | 2829 | de brebis st | st | st| st / - 38,38 | 32,87 | + 38,3 | 33,09 + 3852|3281 + 3922|3299 | + + + + + + L.mono / + + |+ |+ |+ [PD|PD|PD|PD |3|cC
L, ewe cheese
pasteurisé
Lait frais de Pasteurized
2023 | 2831 chévre pasteurisé | goat milk H+| + |H+| + | L mono + N/A | 3269 | - N/A | 33,48 - N/A | 3356 | - | N/A |3305]| - - - - - - - - - - - |ND|ND|ND|ND |3|cC
Lait frais de Pasteurized
2023 | 2834 brebis pasteurisé | ewe milk H+| + |H+| + L. mono + 2746 | 31,78 | + 27,46 | 31,81 + 27,76 | 32,04 | + |2748( 31,35 | + + + + + + L.mono / + + + + + |[PA|PA|PA|PA (3]|cC
Lait demi écréme | | oWdered
2023 | 3071 dé A half-skimmed | - - |H+| + | L. mono B N/A | 33,01 | - N/A | 32,67 - N/A | 3315 - | N/A | 328 | - - - - - - - - - - - |ND|ND|ND|ND |3|cC
éshydraté milk
. . | Pasteurized
2023 | 3543 | Brique pur brebis ewe cheese st - st - / - 331313294 | + 33,01 | 32,71 + 33,37 32,74 | + [3309]| 32,65 | + - + + + + L.mono / + + + + + |(PD(PD|PD|PD |3]|cC
Tomme des Pasteurized ,:l//AA 33,41 -/-] N/A - 32,99 N/A | 34,21 -/- N/A | 34,04 -/-
2023 | 3545 Pyrénées cow cheese H+| + |H+| + | L mono B 34,44 ‘ N/A | 3471 |-/-/-| N/A | 3542 /- N/A | 35,26 /. - + + + + L.mono / + - - - - |ND|ND|ND|ND |3|cC
y 4129 34,41 N/A | 33,29 N/A | 34,39 N/A | 34,28
Créme glacée a la
2023 | 2754 vanille "cookie" Ice cream - - - - / - N/A | 33,09 | - N/A | 3348 - N/A | 3362 | - | N/A | 3355 | - - - - - - - - - - - |INA|{NA|NA|NA [3|cC
2023 | 2755 | Creme glacéeala | ooy st | st | - | - / - | NA 3347 ] - | NA |3282| - | NA |[3286| - | NA | 329 | - - - - - - - - | - | -] -|NA|NA|[NA|NA|3]|cC
vanille "caramel
Fromage au lait .
2023 | 2830 | de chévre Pasteurized | o\ | o | o | / - | NA | 3264 - | NA 3265 - | NA|[3318| - | NA | 3283 | - - - - - - - | - | - | - [NA|NA|NA|NA|3]|cC
I goat cheese
pasteurisé
Lait frais de Pasteurized . ,
2023 | 2832 chévre pasteurisé | goat milk H-| + | H-| + L inno - N/A | 33,02 | - N/A | 32,91 - N/A | 328 | - | N/A | 3297 | - - + - - + L.inno - - - - - |INA|{NA|NA|NA |3|cC
Lait frais de Pasteurized
2023 | 2833 brebis pasteurisé | ewe milk Ht| + |H+| + | L mono + 12823| 322 + | 2817 | 31,83 + (28,08 32,02 | + 28 | 3149 | + + + + + + L.mono / + + [+ |+ [+ |PAPA|PA|PA|3]|C
Lait de vache Pasteurized
2023 | 2835 | Pasteutss cow milk st | st |st] st / - | NA 3297 | - | NA 3329 - | NA[3337| - | NA[3326| - | - - - | - |+ | Lseel - - | -] - |- |[NA|NA[NA|NA[3]cC
cappuccino flavoured
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| DAIRY PRODUCTS

Bio-Rad

Reference method: ISO 11290-1* ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes Il
1:10 with prewarmed LSBII Broth 20 h at 37°C
1:10 with Half Fraser - 24h at 30°C Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Subculture Final result Agreement
APF Fast APF Fast in Fraser Ref/Alt
3 Confirmation broth 24h '§ §
=l 2 Half Fraser CFX96 CFX Opus CFX96 CFX Opus at37°C | E g wo | eope | W | ope | g
S | E |Product Fraser DW DW DW DW (negative | = £ FDRS FDRS g 8
S < Product = > o
S | & (French name) samples) 8 ‘é 5 (=
S| = Identi- = S
aentl- i pesul S R = = = =
g < 5 < E fication esult g o — 8 o = 8 o — 8 o a éj gj - | €= Identif gE % a % a % a % 9:
&) = &) = & = &) = T3 | 3= =3 S entifi- =8 3 3 3 =
312 38|32 2l c | &2 |c| & |2|c |8 2|c|& 28|28 |=E(TS |5 catin | U | E=2 | €1 5|2|5(8|5/8|8
o o [ —= [ —= [ - [ —= o T o T = ~— — [ > [ > L > | L ><
<< < (@] (T (@] (T (&) [ (&} [
[as [h' (&) (&) (&) (@]
Lait demi écrémé Powdered
2023 | 3072 | 42 4 half-skimmed | - | - | - | - / - | NA [3383] - | NA |3268] - | NA 3300 - | NA | 3228 - - +d - - L.inno - - | - | - | -|NA|NA[NA|NA|3]|C
éshydraté milk
Lait entier Powdered
2023 3073 | gécitrats whole milk N / - | NA [3289] - | NA | 325 ] - | NA[3302] - | NA | 3263 - - - . - - - | - | - | -|NA|NA[NA|NA|3]|C
Lait entier Powdered
2023 3074 | gecirats Whole mik N / - | NA|[336] - | NA |3268] - | NA|3315] - | NA | 3243 | - - - . - - - | - | - | -|NA|NA[NA|NA|3]|C
Lait écrémé Powdered
2023 | 3075 | gec rats skimmed mik | © | - | - | - / - | NA[3285] - | NA |3269| - | NA|[329| - | NA [3305] - - - - - - - | - | - |- |NA[NA|NA|NA|3]|C
Lait écrémé Powdered
2023 | 3076 | gec ats ammeamik | - 1 || - / - [ NA[3321] - | NA |3247| - | NA|[3332] - | NA | 3253 - - - - - - -l - | - | -|NA|NA|[NA|NA|3]|C
Lait demi écréme Powdered
2023 | 3077 d"f“ emi ECréme | hatf-skimmed | - | - | - | - / - | NA[3295] - | N/A |3263] - | NA| 331 - | NA|3276]| - - - - - - - | -] - | - |NA|NA|[NA|NA|3]|cC
éshydraté milk
Lait écrémé Powdered
2023 3078 | gocrats scmmearmik | = 1 - | -1 - / - | NA[3212] - | NA | 3288 ] - | NA 3297 | - | NA | 3274 - - - . - - - | - | - | -|NA|NA[NA|NA|3]|C
2023 | 3260 52‘3?.’.2 glacee Ice cream H-| + |H-| + | Lseel | - | NA|[3314| - | NA |3338| - | NA|[3359| - | NA | 331 | - - + - - + L seel - - | - | - |- |NA[NA|NA|NA|3]|C
2023 | 3261 Sa’ﬁm: glacée | joocream | st | - |st| - / - | A [3337] - | NA [ 3301 - | NA | 3308) - | NA | 3203 - ; st . ; - - - |- |Na|NA|NA|NA[3]C
2023 | 3262 Sa’ﬁm: glacéeala | o croam Ho| + |H-| + | Lseel | - | NA[337] - | NA [ 3257 - | NA|3308| - | NA 3334 - ; + . ; + | Lseel - - - |- |Na|NA|NA|NA[3]C
2023 | 3263 Sa’ﬁm: glacceala | oo cream | st| - |st| st / - | NA[3326] - | NA [ 3283 - | NA 33350 - | NA | 3305 - . . - . - - - |- |Na|NA|INA|NA[3]C
2023 | 3544 | Brique pur brebis Ziiitiﬁliii H-| - |H-| + | Linno - | NA [ 3302] - | NA [3347| - | NA [3306] - | NA | 331 | - - + 4 | L. inno - -l -] - |- |NA|[NA|[NA|NA|3]C
2023 | 3546 | Tomme des Pasteurized | o | | o | o / - | NA[3339] - | NA [3309] - | NA[3327] - | NA | 3292 - - + 4 | L. inno - -l -] - |- |NA[NA|NA|NA|3]C
Pyrénées cow cheese
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Bio-Rad

COMPOSITE FOODS

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes I
Reference method:
. H g (-} o + o
g 1:10 with LSB Il Broth -18h at 37°C + 72 h at 5°C + 3°C
iQ-Check Listeria monocytogenes I
o 1:10 with Half Fraser Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Final result Agreement Ref/Alt
% %_ 24h at 30°C APF Fast APF Fast Confirmation =
< £ | Product wlo S| g
g S (French name) Product CFX96 Deep Well CFX OPUS Deep Well CFX96 Deep Well CFX OPUS Deep Well FDRS wFDRS | w/o FDRS w FDRS g5
5 = S
g Result o o o o Final % % % % % % % %
. = S 5 | = 38 5 | = 3 5 | = 8 S | RAPID' | RAPID' Resuls | o | 3 |o| 3| © 3 © 3
xS o) g | g 8 O g | £ S - g | £ S S 8 | Lmono | Listeria | ™ | confi- |[S|S[S|8| S| & 2| &
mation | S| | S| & n S n
(@) (@) (&) (@)
Sandwich viennois RTE (Sandwich tuna
2022 | 3302 | and oty + NA | 3290 | - | NA | 3307 | - NA | 3387 | - | NA | 3365 - st - - -|-|-|/ND | ND|ND|ND|1]a
2022 | 3305 | Sandwich supérieur | RTE (Sandwich + 3683 | 3526 | + | 3754 | 3523 | + | 3446 | 3440 | + | 3644 | 3447 | + + + He s |+l +|+|+|Pa|PA|PAlPal1]a
Emmental cheese and ham)
2022 | 3670 | T"iangle jambon- | RTE (Sandwich ham 3791 | 3582 | + | 3827 | 37.06 | + | 3614 | 3641 | + | 3593 | 3674 | + + + He + |+|+|+|+|[P0|PD|PD|PD|1]a
mozzarella and cheese)
somd st ar v
2022 | 3803 | Pate, CTUCHES, GBUL | o\ ioren, eggs, + 2531 | NA | + | 2663 | 3488 | + | 2789 | 3398 | + | 2827 |3552| + | +/+spp + HeM-| + |+ |+ [+|+| PA| PA|PA|PA|1]a
poulet rdti, carottes aste...
et fromage paste...
2022 | 3804 | Piemontaiseau | RTE (Salad with + 201 | NA | + | 2563 | 3242 | + | 2828 | 3342 | + | 2821 [341| + | +#spp | + | HeH-| + |+|+|+|+|PA|PA|PA|PA|1]a
jambon potatoes, ham...)
2022 | 3805 | Taboulé a I'orientale | Oriental tabbouleh + 30.54 | 32.58 + 30.57 | 33.05 + 30.70 32.57 + 29.89 | 33.15 + +/+spp + H+/H- + +| + |+ |+ | PA PA PA PA 1] a
2022 | 3806 | Demi involtiniala | Half-involtini with + 3355 | 3623 | + | 3379 | 3660 | + | 3302 | 3599 | + | 3300 | 3570 | + | +mspp | + | HeM-| <+ |+|+|+|+| PA|PA|PA|PA|1]a
ricotta ricotta cheese
2023 | 749 | Belgnetrapé pomme | Potato friter with + NA [ 3711 - | NA [ 3608 | - | NA | 392 | - | NA | 4368 : st : : | -|-| N0 | ND|ND|ND|1]a
de terre/cheddar cheese
2023 | 761 | Failasson de RTE (vegetable and + NA | 3205 | - | NA [ 3208 | - | NA | 3200 | - | NA | 3268 : st : : | -|-|/ N0 | ND|[ND|ND|1]a
légumes et fromage | cheese)
Pépites fromage ail
RTRH (Nuggets
2022 | 3307 | et fines herbes A | + 3359 | 3372 | + | 3362 | 3381 | + | 3129 | 3385 | + | 3347 | 3434 | + + + H+ + |+ + |+ |+ | PaA|PA|PA|PA|T]D
panées erbs and cheese)
NANA | 3308 | = [TNA 3832 -
2022 | 3308 | Nuggets de saumon | Salmon nuggets + 22.50 | 32.37 + 22.23 | 32.65 + INA 33.30/ - 22.71 | 32.82 + + + H+ + + |+ - | PA PA ND ND | 1| Db
3343 | - | 2221 | 3270 +
2022 | 3309 | Nuggets de saumon | Salmon nuggets + 22.59 | 33.03 + 2223 | 3245 + 20.39 N/A + 22.78 | 32.38 + + + H+ + + |+ |+ + ]| PA PA PA PA | 1] b
2022 | 3310 | Nuggets de saumon | Salmon nuggets 33.60 | 33.01 + 3348 | 33.04 + 20.36 N/A + 2313 | 31.95 + + + H+ + +|+|+]|+ | PD PD PD PD | 1 [ b
Tourte poularde- RTH (Puff chicken,
2022 | 3461 | o0 mushroom) + 2873 | 3219 | + | 2844 | 3183 | + | 2888 | 3314 | + | 2891 3213 | + + + H+ + |+ + |+ |+ | Pa|PA|PA|PA|T]D
2022 | 3464 | Paélia RTRH (Paella) NA | 3263 | - | NA | 3227 | - NA | 3199 | - | NA | 31.99 st st - - - - - NA | NA | NA|NA 1]
2022 | 3465 | Galette soja-légumes 5;/2')" (vegetables, + 3030 | 3219 | + | 3017 | 3194 | + | 3122 | 3200 | + | 3103 |3212| + s . ™ v |+ |+ |+ +|pPalpalpalopralit]o
2022 | 3469 | Buffalo wings Chicken wings 3145 | 3212 | + | 3146 | 3208 | + | 3147 | 3208 | + | 3066 | 31.83 | + ¥ ¥ H+ + |+|+|+|+|PD | PD|PD|PD |1 0D
2022 | 3471 bG:S'ﬁltée soja-tomates- bR;SF;(':')(SOya’tomam’ NA | 3243 - | NA | 3250 | - | NA | 3218 | - | NA | 3241 : st : : -] Na| NA|NA|NA|T]D
2022 | 3472 | Paillasson de RTRH (cheese and 2749 | 3335 | + | 2637 | 3168 | + | 2838 | 3332 | + | 2830 | 3197 | + + v H + |+|+|+|+[P0|PD|PD|PD|1]|0D
légumes vegetable)
2022 | 3473 ;‘f}'f;tﬁcgfesqaa'a RTRH ( NA | 3224 | - | NA | 3254 | - NA | 3234 | - | NA | 3254 - st st - | -] -] NAN| NA|NA|NA [T | D
2022 | 3671 | Cordon bleu de dinde | R (Ham and 3596 | 3250 | + | 3621 | 3280 | + | 3667 | 3242 | + | 3716 | 3304 | + + + H- - |+|+|+|+| PP |[PD|PD|1]|D
cheese escalope)
2022 | 3674 | Panini kebab Pannini kebab ¥ 2232 | 3180 | + | 2251 | 3169 | + | 2264 | 3218 | + | 2276 | 3145 | + ¥ ¥ H+ + |+ + |+ + | PA|PA|PA|PA 1D
2022 | 3575 | Nuggets saumon Salmon nuggets + 21.13 | 32.87 + 2161 | 32.54 + 20.51 33.41 + 2042 | 33.30 + + + H+ + t+| + |+ + ] PA PA PA PA |1 [b
* Analyses performed according to the COFRAC accreditation
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Bio-Rad

COMPOSITE FOODS

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes I
Reference method:
. 1 g (-] [} + [}
1SO 11290-1° 1:10 with LSB Il Broth -18h at 37°C + 72 h at 5°C * 3°C
iQ-Check Listeria monocytogenes I
o 1:10 with Half Fraser Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Final result Agreement Ref/Alt
% 2 24h at 30°C APF Fast APF Fast Confirmation =
c g€ |Product w/o S| 2
,g S (French name) Product CFX96 Deep Well CFX OPUS Deep Well CFX96 Deep Well CFX OPUS Deep Well Fors |V FDRS | w/o FDRS w FDRS g5
5 | = ©
g Result o o o o Final % % % % % % % %
' So5| O S |=s5| S 5 | s o S S |=s5| O > | RAPID' | RAPID' Results | 0| 2 || 3| w 2 | o 3
o | o & |E° O e | £° - g | £° S & | Lmono | Listeria AL onii- |21 812|182 &2 &
maton | S| |S| | & | & | & | &
(@) (&) (@] (&)
2022 | 3676 | Nuggets saumon Salmon nuggets + 2293 | 31.91 + 2337 | 31.37 + 21.92 | 33.15 + 22.24 | 33.04 + + + H+ + + |+ |+ + ]| PA PA PA PA |1 [b
2022 | 3470 | Pate a quiche Raw dough + 2979 | 3327 | + 2046 | 3261 + 2962 | 33.17 + 2925 | 3333 | + +/+spp + H+/H- + +| +|+]|+]| PA|PA|PA|PA |1 ]|cC
2022 | 3807 | Tortilla Tortilla + 2088 | 3219 | + 20.96 | 32.68 + 2119 | 31.75 + 2110 | 3199 | + +/+spp + H+/H- + +| +|+]|+| PA| PA|PA|PA |1 ]|C
2022 | 3808 | Tortilla a I'oignon | Onion tortilla - 2414 | 3172 | + 2429 | 33.04 + 2343 | 3240 + 23.00 | 3334 | + + + H+ + +|+|+|+ | PD | PD [ PD PD | 1| ¢
2022 | 3809 | Choux chantilly Pastry + 2587 | 3220 | + 25.82 | 31.98 + 2595 | 31.60 + 25.55 | 31.61 + +/+spp + H+/H- + +| +|+]|+| PA| PA|PA|PA |1 ]|C
2022 | 3810 | Charlotte framboise | Pastry + 2766 | 32.26 | + 27.54 | 33.28 + 2823 | 32.14 + 2819 | 3317 | + +/+spp + H+/H- + +| +|+]|+| PA| PA|PA|PA |1 ]|C
2022 | 3811 | lle flottante Custard based + 2408 | 3226 | + | 2400 | 3201 | + | 2451 | 3124 | + | 2454 | 3178 | + + + He | + |+ [+ |+|+| PA|PA|PA|PA|1]cC
2022 | 3812 | Mousse au chocolat &%’;fgglt;‘t’:)a"y + 2886 | NA | + | 2835 | 4162 | + | 2038 | 3893 | + [ 3239 | NA | + | #spp | + | HeH-| + [+|+|+|+| PA|PA|PA|PA|1]|cC
2023 | 813 Sgﬁm: anglaise ala | o ctarg + 2372 | NIA | + | 2367 | NA | + | 2411 | 3836 | + | 2315 |3360 | + + + H+ + | +[+ |+ + | PA|PA|PA|PA|T]|C
2023 | 814 | Mousse fraise Strawberry mousse + 22.57 | N/A + 22.41 N/A + 22.62 34.28 + 22.27 | 31.35 + +/spp + H+/H- + +| + |+ | + | PA PA PA PA |1 ]| ¢
2023 | 815 | Eclair au chocolat | Pastry + 2024 | N/A + 2020 | N/A + 20.14 N/A + 2250 | N/A + + + H+ + PA | PA | PA | PA |1 ] ¢C
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Bio-Rad

PRODUCTION ENVIRONMENTAL SAMPLES

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes I
Reflgﬁ'ﬁezxz'l“' 1:10 with LSB Il Broth -18h at 37°C + 72 h at 5°C + 3°C
iQ-Check Listeria monocytogenes I
o 1:10 with Half Fraser Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Final result Agreement Ref/Alt
% Ne 24h at 30°C APF Fast APF Fast Confirmation =
E Sam Product Product CFX96 Deep Well CFX OPUS Deep Well CFX96 Deep Well CFX OPUS Deep Well wio wFDRS | w/o FDRS w FDRS 089 §
5 ole (French name) FDRS g [
©
(X
) il = S| 5 |s S| =5 |s g | == S | 5 | RaPID' | RAPID Resuls 5 % 5% 5 % 5 %
o o o o © S | o =] © > © =]
TO| o g |E°| o g | &£° O g | E°| S | Lmono | Listeria AL | contir- SIS|2|&| 2 S| 2 S
- - - - maton | S| |S| | & | & | & | &
(@) (&) (@] (&)
Chiffonnette hall
2022 | 3760 | techno production | Wipe after cleaning + 3664 | 3229 | + | 3660 | 3299 | + | 3645 | 3258 | + | 3553 | 3331 | + + v He + |4+ |+|+|Pa|PA|PA|PA|2]a
paté fini (porc) process
aprés nettoyage
Chiffonnette grille Wibe after cleanin
2022 | 3761 | siphon VHS 19 P 9 3553 | 3255 | + 35.37 | 3278 + 3556 | 32.63 + 3528 | 3286 | + ++spp + H+/H- + +|+|+|+| PD | PD|PD|PD |2]a
aprés nettoyage process
Chiffonnette VHS2
table transfert Wipe after cleanin
2022 | 3762 | environnement P g + 2419 | 31.61 + 40.32 | 33.68 + 24.57 31.37 + 2445 | 30.95 + + + H+ + + |+ |+ |+ | PA PA PA PA | 2 | a
P process
carné, aprés
nettoyage
Chiffonnette pompe
2022 | 3763 | Production créme | Wipe before + 3258 | 3228 | + | 3463 | 3306 | + | 3300 | 3224 | + | 3335 |3272| + + " H+ + |+ +|+|+|PA|PA|PA|PA|2]a
glacée avant cleaning process
nettoyage
Chiffonnette
2022 | 3765 | nvironnement Wipe before + 2657 | 3160 | + | 2472 | 3126 | + | 2893 | 3182 | + | 2015 | 3222 | + + " H+ + | +|+|+|+|PA|PA|PA|PA|2]a
laitier avant cleaning process
nettoyage
Chiffonnette de
2023 | 723 | Surface réception | Wipe after cleaning + 2661 | 3248 | + | 2728 | 3190 | + | 2705 | 3157 | + | 2734 | 3138 | + + " H+ + |+ +|+|+ | PA|PA|PA|PA|2]a
UPM, aprés process
nettoyage
Chiffonnette de
2023 | 724 | Surface tabede | Wipe after cleaning NA |3284| - | NA | 3281 | - | NA | 3298 | - | NA | 3282 : st | st | - cl-l - Na | NA | NA | NA |2 a
agonnage brioche | process
aprés désinfection
Chiffonnette
2003 | 757 |Prétevementde ) Wipe before cleaning 3149 | 3293 | + | 3101|3240 | + | 2656 | 3224 | + | 2657 | 3137 | + | +4sspp | + |HeH-| + |+ |+|+|+ | PD | PD [ PD [ PD |2 |a
surface process
environnement bovin
Chiffonnette
2023 | g2 | énvironnement Wipe before + 3613 | 3314 | + | 3518 | 3304 | + | 3709 | 3320 | + | 3560 | 3312 | + | +/+spp " H+ + |+ +|+|+ | PA|PA|PA|PA|2]a
végétal avant cleaning process
nettoyage
Chiffonnette
environnement Wipe before
2023 | 823 |laitier (production . + 2914 | 3212 + 28.95 | 32.03 + 29.13 32.30 + 28.87 | 32.16 + + + H+ + +| + |+ |+ | PA PA PA PA | 2 | a
cleaning process
glace) avant
nettoyage
* Analyses performed according to the COFRAC accreditation
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Bio-Rad

PRODUCTION ENVIRONMENTAL SAMPLES

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes I
Reference method:
. H g (-] (] + (]
1SO 11290-1° 1:10 with LSB Il Broth -18h at 37°C + 72 h at 5°C * 3°C
iQ-Check Listeria monocytogenes I
o 1:10 with Half Fraser Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Final result Agreement Ref/Alt
% Ne 24h at 30°C APF Fast APF Fast Confirmation =
o
E Sam Product Product CFX96 Deep Well CFX OPUS Deep Well CFX96 Deep Well CFX OPUS Deep Well FVDV{('\’)S wFDRS | w/oFDRS w FDRS g §
5 ole (French name) s [
©
(X
g Result o o o o Final % % % % % % % %
' S-| O 5 || O S | = S 5 | s-| O > | RAPID' | RAPID' Results | 0| 2 || 3| w 2 | o 3
O] o g | E£°| o g | £° S g | £° | o 8 | Lmono | Listeria | A | coni- 2| 8|28 S| 8] 2| &
= — — — . | X | w | X L > L >
maton | G| i | O o i (&) [
(@) (&) (@] (&)
Chiffonnette Wine before
2023 | 824 |environnemnet porc pe + N/A | 3357 - N/A 32.94 - N/A 33.21 - N/A | 32.84 +sSpp + H+ + -|-1-1| ND ND ND ND | 2 | &
N cleaning process
(production péaté)
2023 | 527 Efr‘;megh‘;ﬂf”” SCaN | \astes (Fish) + 3346 | 3334 | + | 3404 | 3254 | + | 3330 | 3391 | + | 3269 |3223| + + + H+ + |+|+|+|+| PA|PA|PA|PA|2]D
Déchet viande N/A NA | ., N/A N/A s N/A N/A s N/A NA | .,
2023 | 725 | hovine Wastes (Meat) * 3446 3333 | ™ | 3363 | 3304 | ™ | 3020 | 3804 | " | 3641 [3430 | | tHeee | ¥ Rl AP PAPAPAIPAT2 D
2023 | 726 | DeCneVIaNde | yastes (Mea : 3214 | 3255 | + |3222 | 3252 | + | 338 | 3313 | + | %75 3201 + | -+ ¢ | He | o+ |+l | 4|+ Pa|PA|PA|PA|2]0
2023 | 727 |Dechetsde - yyogtes + 2603 | 3213 | + | 2674 | 3151 | + | 2686 | 3250 | + | 2711 | 3189 | + + + H+ + |+|+|+|+| PA|PA|PA|PA|2]D
production biscuit
2023 | 728 | Déchets saumon Wastes (Salmon) + 27171 | 31.84 | + 28.33 | 31.98 + 27135 | 31.94 + 2812 | 3189 | + + + H+ + +|+|+]|+]| PA|PA|PA|PA|2]|0D
2023 | 729 gechetp",'s.“" Wastes (Fish) + 3059 | 3240 | + | 3134 | 3234 | + | 3163 | 3272 | + | 3245 | 3300 | + + " H+ + |+ +|+|+ | PA|PA|PA|PA|2]0D
essous épineux
2023 | 759 | Déchets truite Wastes (Trout) 3124 | 3307 | + 40.89 | 35.46 + 2837 | 3217 + 2814 | 3190 | + + + H+ + +| +|+]| + ]| PD PD PD PD | 2 | b
2023 | 825 5’;‘;’;‘:‘5 decoupe | wastes (Meat) + 3149 | 3326 | + | 3096 | 3338 | + | 3310 | 3348 | + | 3279 |3445| + | +/+spp " HeH-| + |+ |+ |[+|+| PA|PA|PA|PA|2]D
2023 | 826 Ef:::;fi::s:;?éate Wastes (Meat) + 2709 | 3245 | + | 2692 | 3153 | + | 2006 | 3293 | + | 2891 | 3271 | + + + H+ + |+ +|+|+|PA|PA|PA|lPA|2]0D
2023 | 961 | Déchets saumon Wastes (Salmon) i N/A | 33.35 - N/A | 34.70 - N/A 33.69 - N/A | 4145 st st st - - |- -] ND ND ND ND b
Eau de process
2003 | 730 |SOrtielaveuse, - prococs water + 2656 | 31.39 | + | 2730 | 3201 | + | 27.33 | 3179 | + | 27.52 | 3163 | + + + He |+ [+ +[+|+|PA|PA|PA|PA|2]c
environnement
volaille
Eau de process
2023 | 731 | environnement Process water + 29.23 | 33.08 + 29.36 | 32.55 + 29.70 32.22 + 30.00 | 32.68 + + + H+ + + |+ |+ |+ | PA PA PA PA | 2 | ¢
laitier
Eau de process
2023 | 732 | environnement Process water 2690 | 31.58 | + 27.38 | 31.71 + 2726 | 31.52 + 2781 | 3172 | + + + H+ + +| +|+]| + | PD PD PD PD | 2 | ¢
laitier
Eau de ringage
2023 | 733 |production galette | Rinsing water it N/A | 33.10 - N/A 32.74 - N/A 32.60 - N/A | 33.30 st st st - -|-1]-1 ND ND ND ND | 2 | ¢
végétale + algues
Eau de process
2023 | 734 | production de Process water i 2475 | 31.28 + 2524 | 31.55 + 25.26 31.68 + 2526 | 30.97 i + + H+ + + |+ |+ |+ | PA PA PA PA | 2 | c
steack végétal
Eau de process
2023 | 828 | environnemnet Process water + 29.08 | 32.76 + 28.82 | 3212 + 29.31 32.64 + 30.10 | 33.07 + + + H+ + +| + |+ |+ | PA PA PA PA | 2 | ¢
laitier
Eau de process
2023 | 829 el)w,rtonlmement Process water + N/A | 33.23 - N/A | 33.20 - N/A 33.21 - N/A | 33.39 +spp + H- - - | -] -1 ND ND ND ND | 2 | ¢
végéta
Eau de ringage
2023 | 830 |environnement Rinsing water + 3349 | 3317 | + 33.72 | 3294 + 33.05 | 33.03 + 3412 | 3289 | + +/+spp + H+/H- + +|+|+|+| PA| PA|PA|PA|2]|cC
carné
2023 | 964 | Eau de process lait | Process water + 30.13 | 34.05 + 30.20 N/A + 30.55 33.30 + 36.99 N/A + + + H+ + + |+ |+ |+ | PA PA PA PA | 2 | ¢
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PRODUCTION ENVIRONMENTAL SAMPLES

Bio-Rad

ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes I
Reference method:
. 1 g (-] [} + [}
1SO 11290-1° 1:10 with LSB Il Broth -18h at 37°C + 72 h at 5°C * 3°C
iQ-Check Listeria monocytogenes I
o 1:10 with Half Fraser Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Final result Agreement Ref/Alt
% Ne 24h at 30°C APF Fast APF Fast Confirmation =
o
E Sam Product Product CFX96 Deep Well CFX OPUS Deep Well CFX96 Deep Well CFX OPUS Deep Well FVDV{(?)S wFDRS | w/oFDRS w FDRS g §
5 ole (French name) s [
©
(X
g Result o o o o Final % % % % % % % %
: S| 8 5 |s5| S 5 | =s5| S 5 | s5| S > | RAPID' | RAPID' Results | o | 3 | o| 3| © 2 | o 3
o | o & |E° O e | £° - g | £° S & | Lmono | Listeria AL onii- |21 812|182 &2 &
maton | S| |S| | & | & | & | &
(@) (&) (@] (&)
Eau de process
2023 | 966 | (aoicomnement | Process water 2719 | 3231 | + | 2729 | 3433 | + | 2662 | 3250 | + | 27.07 3470 | + + + | W | + |+|+|+|+| P PD|[PD|PD|2]cC
carné)
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Bio-Rad

DAIRY PRODUCTS
Ref hod:
el‘;rg'ﬁez;'('f: od ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes I
1:10 with Half Fraser 1:10 with prewarmed LSB Il Broth -20 h at 37°C + 72h at 5°C % 3°C
é - 24h at 30°C Easy Il lysis px);?:c:algtwnhout FDRS Easy Il lysis R:)o':t?:(;oslt- With FDRS Final result Agreement Ref/Alt _
g N° | Product CFX9% CFXO0 Confirmation g o
& pus CFX96 CFX opus > 8
3 Sample | (French name) Product S o DW DW w/o FDRS w FDRS w/o FDRS w FDRS § =
$ e o c
Result S| 8| =8| 8| = | 88| =5 | 8| 8| = o 2 B ER 2|2 |33 |88 |3|2
=|lc| | = || 8|2 |c| & | 2| & % 8 a 2 SE |8|128|8|28|18|258|8|23
= © © < © 2 = e © = - 2 x5 & T = < | < | & < | > |
= ic 8 o | © o | © o | © o | ©
2023 | 1728 z?\gacﬂzg:t':";ﬂg Sﬁe"és"g"vm"k + 30,7 | 3269 | + [3097|3356| + |3094|3341| + [3118[3365| + + + + + + + + + |PA| PA |[PA| PA |3] a
2023 | 2742 (’;"ea\r/‘ggﬁza“ lait cru Sfe"zscgw milk - 323 | 3347 | + | 2842|3847 | + |2924 | 374 + | 3244|3413 + + + + + + + + + |PD| PD | PD| PD |3 a
2023 | 2752 g;ogr‘]aé%fea;‘s'g't eru Sﬁe“éggat milk ¥ 3060 (3283 | + 3748|328 | + [3862] 327 | + |4008]|3249| + ¥ | -1+(x5) " + ¥ ¥ + |PA| PA |PA| PA |3 a
2023 | 2753 g;ogr‘]aé%feazus'g't cru Sﬁe“éggat milk + 3728 | 3341 | + |3724|3524| + |3762|3516| + 3525|3201 + + + + + + + + + | PA| PA |PA| PA |3 a
Fromage au lait cru Raw cow milk
2023 | 1730 |de vache choese + 3114 3323 | + |3126]3369| + |3051(3305| + 3100|3378 + + + + + + + + + | PA| PA |PA| PA |3 a
Reblochon
Fromage au lait cru Raw cow milk
2023 | 1731 |de vache choese + 2873 | 3224 | + 29 3276 + |2897| 324 + | 2895|3266 | + + + + + + + + + | PA| PA |PA| PA |3 a
Gorgonzola
Fromage au lait cru Raw ewe milk
2023 | 1732 | de brebis pate Choece ¥ 4103 | 3315 | + | 41413353 | + NA | 3304 | - NA | 3318 | - - (+ x5) - - " + ¥ ; - | PA| PA [ND| ND |3 a
persillée
2023 | 1733 zg::gles au lait cru Eﬁ(‘;‘;ﬁ:"e milk + 3424 | 3267 | + |3461]3320| + [3609|3305| + |36273335| + + + + + + + + + | PA| PA |PA| PA |3 a
Fromage au lait cru Raw aoat milk
2023 | 1733 |de chévre cheege + 30,38 | 3427 | + |3798|3325| + |4102(3301| + 3913|3716 + + + + + + + + + | PA| PA |PA| PA |3 a
Rocamadour
2023 | 1734 zg‘:zg; 1;:3';:{“ f;“:;::’e milk + 2729 | 3227 | + |2728(3234| + 217 | 3174 | + | 2781|3262 + + + + + + + + + | PA| PA |[PA| PA |3] a
2023 | 1735 zgﬁzgfea",‘i'ﬂ‘g:]“ Elf;";g:atm"k - 37,73 | 3363 | + |3765|3503| + |3866|3317| + 41173389 + + + + + + + + + |PD| PD |[PD| PD |3] a
2023 | 1723 |Laitcrudebrebis | Raw ewe milk ¥ 20,06 | 3337 | + |2033/3582| + [2078(3321| + |2002]|3677| + + + + " + ¥ ¥ + | PA| PA |PA| PA |3] D
2023 | 1725 |Laitcrudebrebis | Raw ewe milk ¥ 3072|3239 | + [3067(3303| + |3073|3225| + |3073]3305| + + + + " + ¥ ¥ + | PA| PA |PA| PA |3] D
2023 | 2934 |Laitcrudevache | Raw cow mik + NA | 3336 | - NA | 3406 | - NA | 3386 | - N/A | 3381 - - ; ; - - - - |ND| ND [ND| ND |3 | b
2023 | 1720 |Laitcrudevache |Raw cow milk + 2472 (3232 | + | 2461|3189 | + |2511|3258| + (2479|3271 | + + + + + + + + + | PA| PA |PA| PA [3] D
2023 | 1721 |Laitcru devache |Raw cow milk + 31,89 | 3487 | + | 3244 362 + 33113581 | + |3207|3611| + + + + + + + + + | PA| PA |PA| PA [3] D
2023 | 1722 |Laitcrudevache |Raw cow milk ; 2783 | 3246 | + |2812(3232| + |2813|3243| + |2749|3244| + + + + + + + + + | PD| PD |PD| PD |3 b
2023 | 1726 |Lait cru de chévre |Raw goat milk ; 2765 [ 3222 | + | 2769|3237 | + |2896|3219| + [2903] 329 + + + + + + + + + | PD| PD | PD| PD |3 b
2023 | 1727 |Lait cru de chévre |Raw goat milk + 30,24 | 3229 | + |3034|3283| + 304 3207 | + |3064[3309| + + + + + + + + + | PA| PA |PA| PA [3] D
2023 | 3701 g:ﬁ';g;gfﬁg“e Butter raw milk ; 3051|3378 | + |3048|3406| + |3095|3355| + |3102] 34,1 ¥ + + + ¥ + ¥ ¥ + |pp| PD |PD| PD |3 b
2023 | 3702 Er‘:”"ede baratte | g iter raw milk - 2612 (3226 | + |2615(3213| + |2642|3313| + |2653|3246| + + + + + + + + + |pp| PD |[PD| PD |3 b
2023 | 2825 ts;:fnee"::sﬁzﬂie za“skte“"zed cow + NA | 3289 | - NA | 3346 | - NA | 3298 - NA |3325| - st st st - - - - |ND| ND [ ND| ND [3] ¢
2023 | 2826 ts;:fnee"::sﬁzﬂie za“skte“"zed cow + NA | 3259 | - NA | 3319 | - NA | 3276 | - NA | 3296 | - st st st - - - - |ND| ND [ ND| ND [3] ¢
* Analyses performed according to the COFRAC accreditation
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DAIRY PRODUCTS
Ref hod:
eference method ALTERNATIVE METHOD : iQ-Check Listeria monocytogenes I
1SO 11290-1
1:10 with Half Fraser . . . 1:10 with ;.)rewarmed LSB Il Broth -20 h at 37°C + 72h at 5°C £ 3°C
é - 24h at 30°C Easy Il lysis p?Ft’gCI?aI;tWIthom FDRS Easy Il lysis R;’o;?:(;oslt- With FDRS Final result Agreement Ref/Alt _
g N° | Product CFX9% CFXO0 Confirmation g o
& pus CFX96 CFX opus > 8
3 Sample | (French name) Product S o DW DW w/o FDRS w FDRS w/o FDRS w FDRS § =
$ 3 2 s = = = =
Result =3 = z = =3 = =3 = A S 2 % -g [m)] % [m) g (@) g (@) %
c|S81 311813 |12|8| 3 |S|8| % & S 3 2 88 |g|Sz|/5|Sz| 8|8z g |Sz
= |2 |2 | | ¢C 2 = | @ 2 = 2 % 5 2 == < | X < | X =< | X =< | X
£ 3 s | o S | o S | o S | o
é I o (@) (@) (&) (&)
Lait de vache 1/2
2023 | 2827 | Scremé pasteurise | Pasteurized cow ¥ NA | 3254 | - NA | 3321 - NA | 3252 | - NA | 3312 - ; + ; - ; ; - |ND| ND [ND| ND |3] ¢
aromatisé mangue | milk flavoured
| fruit de la passion
Fromage a pate
2023 | 2828 |molleaulait Pasteurized cow i 2547 | 315 | + |2538|3151| + |2547|3137| + | 2576|3257 + + + + + + | + | +| + |pp| PD | PD| PD |3]c
pasteurisé de cheese
vache
2023 | 2829 |Fromageau laitde | Pasteurized ewe i 3664 (3296 | + |36383304| + |3545|3239| + |3616|3300| + + + + + + | + |+ | + |pp| P [PD| PD |3]c
brebis pasteurisé | cheese
2023 | 2831 |LAitfrais de chévre | Pasteurized goat + NA | 32541 - | NA 3306 - | NA 3257 - | NA |3273] - st i i - - | -] - |no| NDo [ND| ND |3] ¢
pasteurisé milk
2023 | 2834 'F;::tfe’::fsge brebis Eji’liteu”zed owe + 2406|3235 | + |2371|3219| + |2368|3183| + |2355|3204| + + + + + + | + | + | + |pal Pa|PA| PA |3]c
2023 | 307q |Laitdemiécréme | Powdered half- s NA 3305 - | NA 3246 - | NA | 3349 - | NA | 3259 - i i i - - | -] - |no| No [ND| ND |3]c
déshydraté skimmed milk
2023 | 3543 |Brique pur brebis 5;::‘;‘;"“" ewe - 3060 (3268 | + |3063/3220| + [3042|3252| + |3036]3263| + +(2) + + " + " " + |PD| PD |PD| PD |3]| ¢
2023 | 3545 ;;2:‘;:‘*5 5;::‘;‘;"“" cow s 2032 [ 3209 | + [2006|3260| + |2068| 332 | + |2000]|3296| + + + + + s+ |+ |+ | + |pa| pPalPal opa|3]c
2023 | 2833 'F;z:tgj:issge brebis ;a“s;e”"zed ewe ¥ 2403|3222 | + | 23673258 | + |23973231| + |23683205| + + + + + + + + + | PA| PA |PA| PA 3] c
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Matrix: Piemontaise

Strain: Listeria monocytogenes Ad1719
Seeding 48h at 3+2°C
Aerobic mesophilic flora: 3,3.105 CFU/g

Appendix 9 — Relative level of detection study: raw data - Enrichment in LSB Il broth (Extension study, 2023)

Refrence method: ISO 11290-1* Alternative method : iQ-Check Listeria monocytogenes I
| . PCR results
noculation - . . .
Sample | level Half Fraser Fraser , Number Easy Il lysis protocol - Without FDRS Easy Il ysis protocol - With FDRS Confirmations . Number
N® | (cfultest Final | ositive APF Fast APF Fast Final | ositive
portion) result samples/Total CFX96 DW CFX Opus DW CFX96 DW CFX Opus DW result samples/Total
FAM | I.C. FAM | I.C. FAM | I.C. FAM | I.C. RAPID'L.mono | RAPID'L.s AL AL | Palcam
O&A | Palcam | O&A | Palcam Ccq | Cq Result Ccq | Cq Result Ccq | Cq Result Ccq | Cq Result (100uL) (100“L)P P (100uL) | (1ouL) | (10 L)
48 - - - - - N/A |34.07( - N/A |33.73] - N/A 13394 - N/A 3423 - - - - - - -
49 st - - - - N/A |34.08| - N/A |3368| - N/A |3436| - N/A [3410| - - - - - - -
50 / - - - - - 0/5 N/A 3389 - N/A 3328 - N/A |3357| - N/A [33.14| - - - - - - - 0/5
51 - - - - - N/A 3429 - N/A |3354] - N/A 3454 - NA 3411 - - - - - - -
52 st - st - - N/A 13380 - N/A 3326 - N/A [34.03| - N/A 3352 - - - - - - -
53 - - - - - 31303319 + [3096[3332| + [31.04/3358] + [30.81/33.23] + + H+ H+ + + +
54 - - - - - 31.17(3388| + [3041[3317| + 3079|3313 + (3040|3352 + + H+ H+ + + +
55 - - - - - 30.2633.85| + |29.52|32.79| + [30.08|34.03] + [2944|3354| + + H+ H+ + + B
56 - - - - - N/A 3387 - N/A [3350| - N/A [3433| - N/A [34.18]| - - - - - - -
57 - - - - - 286413296 + [27.91/3248| + [28.81|33.09] + |28.08]3246| + + H+ H+ + + +
58 - - - - - 31.50(3330] + [30.75[3298| + [31.16]33.07] + [30.39/33.20] + + H+ H+ + + +
59 - - - - - N/A |3447| - N/A 3380 - N/A |34.16| - N/A |34.06| - - - - - - -
60 st - - - - 30.203348| + [29.71]3251| + ]30.73|3359| + [30.10/32.90| + + H+ H+ + + +
61 H+ + H+ + + N/A 3412 - N/A 3431 - N/A 13416 - N/A 3443 - - - - - - -
62 06 H+ + H+ + L 6120 N/A |34.71 N/A |34.03 N/A |34.26 N/A | 34.56 - - 12120
63 ’ - - - - - 3251|3212 29.55 | 32.63 30.84 | 33.95 30.29 | 33.53 H+ H+
64 H+ + H+ + + N/A |33.76( - N/A |32.86| - N/A 13420] - N/A |3454| - - - - - - -
65 - - - - - N/A 3262 - N/A 13356 - N/A 3421 - N/A 134.02] - - - - - - -
66 H+ + H+ + + 30.91/33.06| + |3017]3239| + [32.84|32.34| + [30.38|3295| + + H+ H+ + + +
67 - - - - - 313413351 + [3042[3280| + 3121|3313 + [30.79/3342| + + H+ H+ + + +
68 - - - - - N/A 3427 - N/A |3357] - N/A |34.66| - N/A 134.04] - - - - - - -
69 - - - - - 3128|3437 + |3052|33.76] + [31.18]34.05] + |30.89|33.83] + + H+ H+ + + +
70 H+ + H+ + + 31.86/33.79] + |3145|3418| + [31.89|3412| + [3155|34.02] + + H+ H+ + + +
71 H+ + H+ + + 3114|3274 + [3043[3311| + 3208|3357 + [31.38|33.70] + + H+ H+ + + +
72 - - - - - N/A |33.60( - N/A |34.01] - N/A |3421] - N/A |34.08] - - - - - - -
73 H+ + H+ + + 302013289 + 29.34|3250| + [30.25|3349| + [29.63|3257| + + H+ H+ + + +
74 H+ + H+ + + 30293341 + [2963[3271| + 3122|3379 + [30.52|33.27| + + H+ H+ + + +
75 24 H+ + H+ + + 5/5 2075|3265 + |28.78|3244| + 129.81/33.89| + |29.41|33.38] + + H+ H+ + + + 5/5
76 H+ + H+ + + 2947133.05( + 2888|3241 + ]29.70/33.70| + |29.21|33.10| + + H+ H+ + + +
77 H+ + H+ + + 30.05[34.13| + [29.27[3317| + [29.44/33.83| + [28.98/33.55| + + H+ H+ + + +
* Analyses performed according to the COFRAC accreditation
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Matrix: Process water
Strain: Listeria monocytogenes Ad2503
Seeding 48h at 3+2°C
Aerobic mesophilic flora: 1,38.107 UFC/mL

Refrence method: ISO 11290-1* Alternative method : iQ-Check Listeria monocytogenes II
. PCR results
Inoculation . , . . Number
Samople level Half Fraser Fraser Final Number Basy lllysis p'erFt)([):cgla-S:/V|thout FDRS Basy Illysis K;o;o;glst- With FDRS Confirmations Final positive
" g%tfﬁ)t result Sarﬁ;ﬁg‘g}’fotal CFX96 DW CFX Opus DW CFX96 DW CFX Opus DW result | SamPIes/Tota
08A | Patcam | 08 | Palcam FAM | I.C. Result FAM | I.C. Result FAM | I.C. Result FAM | I.C. Result RAPID'L.mono | RAPID'L.spp| AL AL |Palcam wo | W
Cq | Cqg Cqg | Cqg Cqg | Cqg Cqg | Cqg (100uL) (100uL) | (100uL) | (10uL) [ (10 uL) FDRS | FDRS
997 st st st st - N/A 132.97| - N/A 132.79] - N/A 132.95| - N/A |32.75| - st st st st st -
998 st st st st - N/A [3292| - N/A [3258] - N/A [33.27] - N/A [32.71] - st st st st st -
999 / st st st st - 0/5 N/A 13337 - N/A 13290 - N/A 13322 - N/A 132.80| - st st st st - - 05 | 0/5
1000 st st st st - N/A 133.23] - N/A 13250| - N/A 133.07] - N/A |32.75| - st st - - - -
1001 st st st st - N/A [3287] - N/A [3256| - N/A [3315] - N/A [3268] - st st st st st -
1002 H+ + H+ + & N/A 133.03] - N/A |32.67| - N/A 133.04| - N/A 13253 - st st st st st -
1003 H+ + H+ + + 38.07|33.05| + [3640(3256| + [38.36/32.88| + [36.86(3256| + + st H+ H+ + +
1004 st st st st - 3790/33.03| + [3650(32.75| + [40.33|3342| + [39.15[3254| + + st H+ H+ + +
1005 st st st st - N/A 133.25] - N/A 13249| - N/A 133.06| - N/A 13217 - st st st st st -
1006 H+ + H+ + + 36.9313297| + [3710]3250| + [3839]32.60| + [39.26/32.61| + + st H+ H+ + +
1007 H+ + H+ + + 37.08|3336| + [36.63[3247| + |[37.27|33.08| + [37.32(3232| + + st H+ H+ + +
1008 H+ + H+ + & 3712(3272| + [3546(3245| + [37.61]33.05( + [36.66/3246| + + st H+ H+ + +
1009 H+ + H+ + & N/A |33.02 N/A 132.15 N/A |33.60 N/A |32.71 st st st st st -
1010 H+ + H+ + + 36.43|32.85 36.05 | 32.52 37.41|32.89 36.17 | 32.36 + st H+ H+ + +
1011 H+ + H+ + & N/A 132.88| - N/A |32.78| - N/A 133.08] - N/A |32.64| - st st st st st -
1012 st st st st - N/A |33.76| - N/A |3251] - N/A 13337 - N/A 132.59| - st st st st st -
1013 0.8 st st st st - 14120 N/A [3293] - N/A [32.86] - N/A [33.27] - N/A [32.89| - st st st st st - 9120 | 8120
1014 H+ + H+ + & 39.18(33.03| + [41.28|3272| + [3747)3332| + [37.05/32.81| + + st H+ H+ + +
1015 H+ + H+ + & N/A 133.39| - N/A |3247| - N/A 133.02] - N/A 132.28| - - st - - st -
1016 H+ + H+ + + N/A [3292] - N/A [32.36] - N/A [32.74] - N/A [3267| - st st - - st -
1017 H+ + H+ + & N/A 133.01] - N/A 13219| - N/A 133.00 - N/A |3248| - st st st st st -
1018 H+ + H+ + & N/A 132.80| - N/A 132.78| - N/A 133.07] - N/A 132.39| - st st st st st -
1019 st st st st - 41.80(33.31| + |38.07]|3236| + [40.38(33.06f + |4057|33.01| + + st H+ [H+@3)| +(4) +
N/A |3292| -
1020 H+ + H+ + i 38.69(3295| + [37.76(3269| + (4003|3342 + [36.13|33.32| - + st H+ H+ | +(2) +
37.72|33.09| -
1021 st st st st - N/A [33.28] - N/A [32.89] - N/A [33.05] - N/A [3244| - st st st st st -
1022 H+ + H+ + i N/A 13314 - N/A |32.74| - N/A |32.75] - N/A 13253 - st st st st st -
1023 H+ + H+ + & 34683299 + [3410(3235| + [3445]32.75| + [33.98]32.33| + + + H+ H+ + +
1024 3,6 H+ + H+ + + 5/5 3575|3350 + [3515(3265| + |[356833.29| + [3471[3219| + + + H+ H+ + + 45 | 4/5
1025 H+ + H+ + & 37.71(3336| + [36.13]3273| + [38.19]32.95| + [37.77|32.63| + + + H+ H+ + +
1026 H+ + H+ + & 35543323 + |[3467]3258| + [3530]33.01| + [3491]|32.67| + + + H+ H+ + +
* Analyses performed according to the COFRAC accreditation
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Matrix : Raw cow milk

Strain : Listeria monocytogenes Ad2858
Seeding 48h at 3+2°C

Aerobic mesophilic flora: 4,7.107UFC/mL

. Alternative method : iQ-Check Listeria monocytogenes Il
Reference method: IS 11290-1° 1:10 with pre-warmed LSB Il Broth 20 h at 37°C
_ PCR iQ-Check Listeria monocytogenes Il _ Number positve
o Inoculation . . . . , . Final result
N Half Fraser Fraser Easy Il lysis protocol - Without FDRS Easy Il lysis protocol - With FDRS Confirmation samples/Total
level . Number
sample (cfu/sample) el positive APF Fast APF Fast
result samples/Total CFX 96 DW CFX Opus DW CFX 96 DW CFX Opus DW w/o FDRS w FDRS w/o FDRS w FDRS
RAPID'
FAM | I.C. FAM | I.C. FAM | I.C. FAM | I.C. RAPID'| AL AL | Palcam | CFX| CFX |CFX| CFX | CFX | CFX | CFX | CFX

O&A | Palcam | O&A | Palcam Cq Cq Result Cq Cq Result Cq Cq Result Cq Cq Result (L1.(r)7z)c:1n|3 Lspp | (100uL) | (10uL) | (10 uL) | 96 | Opus | 96 | Opus| 96 | Opus| 96 | Opus
3090 st st - - - N/A |33,79 - N/A | 339 - N/A | 34,14 - N/A | 34,26 - - - - - - - - - -
3091 - - st - - N/A | 33,11 - N/A | 335 - N/A | 33,28 - N/A | 33,37 - - - - - - - - - -
3092 / - - st - - 0/5 N/A | 33,21 - N/A | 35,34 - N/A |33,12 - N/A | 33,39 - - - - - - - - - - 05 | 05 | 0/5 | 0/5
3093 - - - - - N/A | 33,36 - N/A | 34,18 - N/A | 33,38 - N/A | 33,21 - - - - - - - - - -
3094 - - - - - N/A | 33,11 - N/A | 34,18 - N/A | 33,31 - N/A |33,12 - - - - -
3100 H+ + H+ + + 38,19(3285| + |37,32]3312| + |36,68| 331 + 136,13[3343| + + + H+ H+ + + + + +
3101 H+ + H+ + + 34,39 32,77 + 336 132,78 + [3394|3326| + [3384(3292| + + + H+ H+ + + + + +
3102 st - st st - 38,06(3364| + (3649|3294 + |37,89]3321 + 136,98 | 33,41 + + H+ H+ + +
3103 - st st st - N/A | 33,24 - N/A | 32,76 - N/A |33,13 - N/A | 34,18 - - st - st
3104 - - st st - 36,98(3309| + 3734|3309 + 3773|3322 + [3832]|3345| + + + H+ H+ + + + + +
3105 st - st st - N/A | 33,04 - N/A |32,98 - N/A |33,43 - N/A | 33,56 - - st st - - - - - -
3106 - st st st - N/A |32,78 - N/A | 33,38 - N/A | 33,41 - N/A |33,75 - st st - - - - - - -
3107 H+ st H+ + + 38,19(3284| + 3836|3368 + 3539|3276 + [3683]|3345| + + + H+ H+ + + + + +
3108 '{; + H+ + + N/A |33,25 - N/A | 33,04 - N/A | 33,67 - N/A | 33,14 - - st st - - - - - -
3109 '{; +(4) | H+ + + 37,71(33,14| + |40,62| 32,8 + |3759(3349| + |4143|3289| + + + H+ H+ + + + + +
3110 1 H+ + H+ + + 13/20 N/A |32,93 - 38,23(3283| + |42,67]| 334 + | 37,77(3307| + + + H+ - +(2) - + + + | 11/20 | 13/20 | 12/20 | 13/20
3111 H+ + H+ + + N/A |33,13 - 40,39 13295 + N/A |32,75 - 39,15 33,3 + + + H+ H+ + - + - +
3112 '{g +(2) | H+ + + 3588(3265| + |3571(3293| + 357 | 32,8 + |3562(3358| + + + H+ H+ + + + + +
3113 - - st st - 3595(3252| + 3785|3306 + 3861|3345 + |[3723]|3335| + + + H+ H+ + + + + +
3114 - - st st - N/A | 33,63 - N/A | 32,75 - N/A | 33,04 - N/A | 33,53 - st st - - - - - - -
3115 ';; + H+ + + N/A | 32,81 - N/A | 33,05 - N/A |33,25 - N/A |33,79 - st st - - - - - - -
3116 H+ + H+ + + N/A | 33,52 - N/A | 332 - N/A | 33,27 - N/A | 33,03 - st st - st - - - - -
3117 |(-|5; + H+ + + 36,83(3342| + |3533(3272| + |3616(33,37| + (3621|3355 + + + H+ H+ + + + + +
3118 H+ + H+ + + 34163253 + 3365|3297 + |3461|3324| + 35 |33,21 + + + H+ H+ + + + + +
3119 H+ + H+ + + 34,48 | 33,2 + |33,79| 327 + 34,26 (3347 + 34413266 + + + H+ H+ + + + + +
3120 H+ + H+ + + 33,77 | 328 + 133523256 + |3397(3268| + |3421|3312| + + + H+ H+ + + + + +
3121 H+ st H+ + + 3245(3294| + |3204(3252| + |3292|3303| + 33 3305 + + + H+ H+ + + + + +
3122 44 H+ + H+ + + 515 31163263 + [3143]3288| + 3136|3245 + |[3165]|3275| + + + H+ H+ + + + + + 55 | 4/5 | 5/5 | 4/5
3123 H+ + H+ + + 3244 | 33 + 32613368 + (3221|329 | + |3252]3321 + + + H+ H+ + + + + +
3124 H+ + H+ + + 38,19 | 34,41 + N/A | 34,76 - 4302|3448 + N/A | 34,94 - + + H+ H+ + + + -

* Analyses performed according to the COFRAC accreditation
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